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Mpaiic ycnyr Ha 25.09.2019

Kog ycnyru |AHa/IMTUY. Koj HasBaHwe ycnyru LleHa
/ 01. KnHesunotepanusi
01.00.001 [JnarHoctuka Ha cucteme " Sk3apta’+ 1 3aHaTume ( 60 MUH) 1200
01.00.002 A19.30.012 3aHAaTNA Ha cucTemMe "Ik3apTa” (1 3aHATUE 30 MUH) 700
01.00.003 A19.30.012 3aHATUA Ha cucTeme "Ik3apTa” (1 3aHATUe 50 MUH ) 900
01.00.004 A24.01.002 KnHesmnoTeinmpoBaHme( ¢ Telinom Ao 1 meTpa) 400
01.00.005 A24.01.002 KnHesmnoTeiinmpoBaHme( ¢ Teiinom Ao 2 MeTPOB) 600
01.00.006 A24.01.002 KnHesmnoTeinmpoBaHme (63 CTOMMOCTY Teiina) 200
01.00.007 B05.069.007 [JnarHoctuka Ha Ok3apTe (40 MUH) 500
/ 02. YnbTpa3ByKoBas AMarHocTuka
02.00.019 A04.14.002.001 Y3 )en4Horo nysbips ¢ MCCeA0BaHNEM COKPATUTENbHON (DYHKLMN 1800
02.00.020 HeiipocoHorpadus ¢ TKA 1200
02.00.018 A04.12.006.001 Y3 apTepuii HUKHNX KOHEYHOCTEW (2 KOHEYHOCTM) 1500
02.00.021 Y3 apTepuii BepXHNUX KOHEYHOCTEN (2 KOHEYHOCTW) 1500
02.00.022 Y3/ BEH BEPXHUX KOHEYHOCTEW (2 KOHEYHOCTN) 1500
02.00.001 A04.12.002.002 Y3W BEH HWKHWUX KOHEYHOCTERN ( 2KOHEYHOCTH ) 1500
02.00.003 A04.16.001 Y3W 6ptoLuHOi NonocTy (NeyeHb, XeNUHbIA Ny3blpb, NOMKENYA0UHAS Xenesa, 1200
ceneséHka) -
02.00.004 A04.12.002.002 Y3 BeH HWXHeil KoHeYHOCTV( LKOHEYHOCTb ) 1000
02.00.005 A04.20.002 Y3 MONOYHbIX Xene3 1200
02.00.006 A04.01.001 Y3 MArknx TKaHein 500
02.00.007 A04.06.002 Y3 numgatnyeckux y3nos 500
02.00.008 A04.14.001.003 Y3 neveHun v XenyHoro nysbips 700
02.00.009 A04.28.002.001 Y3 noyek 600
02.00.010 A04.28.002.005 Y3/ noyek 1 Mo4eBOro nys3bIps ¢ OCTATOYHON MOYOW 950
02.00.011 A04.10.002 Y3W cepaua (sxokapgmorpagus) - 1500
02.00.012 A04.04.001 Y3u cycTaBoB (04HOVMEHHBIX)- 1000
02.00.013 A04.12.005.002 Y3 apTepuii HMKHeN KOHEYHOCTH (1 KOHEYHOCTb) 1000
02.00.014 A04.12.005.003 Y3W cocy[ioB Lwen 1000
02.00.015 A04.07.002 Y3 CNOHHBIX Xenes 900
02.00.016 KoHTponbHoe Y3 B anHamuke( B TedeHne 1 mecsua) 600
02.00.017 A04.22.001 Y3 wutoBugHow xenesbl ¢ LLAK 1100
/ 03. ®YHKLMOHA/IbHAsA ANarHocTuKa
03.00.001 A02.12.002.001 CyT0O4YHOE MOHUTOPUpPOBaHVe ALl 900
03.00.002 A05.10.008 CyT04HOE MOHUTOpPUpOBaHue SKI 1500
03.00.003 A05.10.001 3anucb IKI 6e3 paclumpodkm 200
03.00.004 A05.10.004 3anuck SKI™ ¢ paclungpoBKoii 500
03.00.005 A05.10.008 CyTo4Hoe MoHuToprpoBaHne SKI™ ¢ KapanMocTUMyNsTOPOM 2000
/ 04. AnnapaTHoe 1le4eHne
04.00.003 A21.003.008 JleyeHvie Ha annapate DRX 9000 noscHUYHbLIA 0TAen 1 ceaHc 1800
04.00.004 A21.003.008 JleyeHvie Ha annapate DRX 5000 LeiiHbIii oTAen 1 ceaHc 1600
04.00.005 A21.003.008 KomnnekcHoe neyeHne nosicHNMYHOro otaena (annapat DRX 9000- Nel; maccax 2270
lea- Nol:MarHutoTepanusi Ha annapaTte "lMontoc 2M"- Nel)
04.00.006 A21.003.008 KomnnekcHoe neveHue LeiiHoro otgena (annapat DRX 5000- Nel; maccax leg- 2070
Nel;MarHutoTepanus Ha annapate "Tlontoc 2M"- Nel)
04.00.007 A21.003.008 KomniekcHoe fieyeHne NOACHUYHOTO oTAena ( SNeKTPOMUOCTUMYNALNSA Ha 2270
annapare "3cma"10 MmHNel;annapat DRX 9000- Nel;MarHutoTepanus Ha
annaparte "lMontoc 2M"- Nel)
04.00.008 A21.003.008 KomnnekcHoe neveHune LweidHoro otgena ( OneKTpoMMOCTUMYIALMA Ha annapaTe 2070

"3cma""10 muHNel;annapat DRX 5000- Nel;MarHutoTepanus Ha annapare
"Montoc 2M"- Nol)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

/ 05. YcTaHoBeHWe 0TL0BCTBA (M0 OMNpeAesieHunIo cyia)

05.00.001 MaTb, pebeHOK 1 npeanonaraemMblii oTel, (16 ayTOCOMHbIX MapKepoB) 18600

05.00.002 JononHuTenbHbIin Yenosek (pebeHoK) 4000

/ 06. YcTaHOBNEHME O0TLLOBCTBa/MaTePMHCTBA (MHOPMALMOHHbIN TECT)

06.00.001 JononHuTensHbIl Yenosek (19 ayTOCOMHBIX MapKepoB) 4000

06.00.002 Martb/pebeHok (99,9 %) (20 ayTOCOMHbIX MapKepoB) 9900

06.00.003 Orevn/pebeHok/maTh (99,9 %) (19 ayTOCOMHbIX MapkepoB)30 MVH 16000

06.00.004 Oreu/pebeHok (99,9 %) (20 ayTocOMHbIX MapkepoB) 30 MUH 9900

/ 07. YcTaHOB/IEHME BNOJIOTMYECKOr0 POACTBA

07.00.001 YCcTaHoB/eHWe OTLOBCTBA C poauTenamu oTua (babyLuka/aeyLKa/BHyK Um 19350
BHYYKA) (99,9%) (16 ayTOCOMHbIX MapKepoB) 30 MUH

07.00.002 YCTaHOoBMEHME OTLOBCTBA C MaTepPbH 0TUa (6a0yLLKa/BHYK MM BHYYKA) 27870
(50-99,9%) (00 28 ayTOCOMHbIX MapKepoB)

07.00.003 TeCT Ha POACTBO MO MY>XXCKOM nHuK (6pat/6paTt) (17 MapKepoB Y-XPOMOCOMbI) 15500

07.00.004 YCcTaHOB/EHMe OTLOBCTBA C OTLOM 0TuUa (JeayLuka/BHYK nnm BHy4Ka) (50-99,9%) 27870
(10 28 ayTOCOMHbIX MapKePOB)

07.00.005 TecT Ha POACTBO MO MYXXCKOW NHMK (aeayLka/BHYK) (17 mapkepoB 14870
Y -XpOMOCOMb!)

07.00.006 TecT Ha POACTBO MO MYXXCKOW HMK (Aaaa/nnemaHHMK) (17 mapkepoB 14870
Y -XpOMOCOMBbI)

/ 08. OnpegeneHne nHaMBuayansHoro AHK-npoduns

08.00.001 OnpefeneHne reHeTNMYeCKoro Nponss OAHOr0 YenoBeka 8000

08.00.002 Mownick myTauwnii B reHe ATP7B (1 yen.) 36500

/ 09. BbigeneHvne JHK 13 HecTaHAapTHOro 06pasiia 3a KaXxjoro YesioBeka

09.00.001 Bonocbl (4-5 WTyK ¢ NyKoBULEeid), 06pe3kmn HorTel (0T 5 LT), eBaTebHas 5000
pesnHKa (0T 2 LUT), CUrapeTHbIA (ULTP (OT 2 LWT), BbICOXLUME NATHA KPOBMU,
yLLIHas cepa

/10. JI®K v mexaHoTepanus

10.00.001 A19.03.002 JlevebHas usKynbTypa Kype 10 3aHATUIA 4000

10.00.002 A19.03.002 JleyebHas uskynbTypa 1 3aHATHE 450

10.00.003 A19.04.001.003 JleyeHne Ha TpeHaxképe "ApTpomoT" 1 ceaHc 660

10.00.004 A19.04.001.003 Kypc neueHus Ha TpeHaxepax "ApTpomoT" 10 ceaHCOB rO/IEHOCTOMHBbIV CYCTaB 6600

10.00.005 A19.04.001.003 Kypc neveHuns Ha TpeHaxkepax "ApTpoMoT" 20 ceaHCOB FOIEHOCTOMHBINA CyCTaB 11000

10.00.006 A19.04.001.003 Kypc neveHuns Ha TpeHaxxepax "ApTpoMoT" 10 CeaHCOB KOMEHHbIN 1 6600
Ta306epeHHbIV CyCTaB

10.00.007 A19.04.001.003 Kypc neueHus Ha TpeHaxepax "ApTpomMoT" 20 ceaHCOB KONEHHBbI 1 11000
Ta306epeHHbIN CyCTaB

10.00.008 A19.04.001.003 Kypc nedeHuns Ha TpeHaxkepax "AptpomoT" 10 ceaHCOB NOKTEBO CyCTaB 6600

10.00.009 A19.04.001.003 Kypc nedeHuns Ha TpeHaxxepax "AptpomoT" 20 ceaHCOB NOKTEBOI CyCTaB 11000

10.00.010 A19.04.001.003 Kypc 3aHaTuin Ha TpeHaxepax "HUR" 10 ceaHcoB 2000

10.00.011 A19.23.003 BoccTaHoBneHMe QyHKLMIA KOHeYHOCTel (pyKu,HOrM) Ha annapate SP 1000 200

10.00.012 A19.004.001.023 [3aHaTue Ha TpeHaxepax "HUR" (60 MuH ) 200

10.00.014 A19.03.002 JNeuebHas usKynbTYypa rpynmnoBble 3aHATMA A0 3 Yen (CeMeliHbIi aboHeMeHT 8 1600
3aHATUIA) -(60 MUH -1 ceaHc)

10.00.015 A19.03.002 NeuebHasn (uskynbTypa (AboHeMeHT "IMpynna 340poBbs 12 3aHATUIA" B MecAL)- 4800
(60 MUH -1 ceaHc)

10.00.016 A19.03.002 INeyebHasA m3kynbTypa (A6oHemeHT "Fpynna 340poBbs 8 3aHATWIA" B MecAL)- 3200
(60 MuH -1 ceaHc)

10.00.017 A19.03.002 NeyebHas (hM3KynbTypa rpynnoBsble 3aHATUSA 40 5 yen (aboHeMeH ans 900
BO3PaCTHOM KaTeropuu ot 55 et 8 3aHATUI B MecsLl) -

10.00.018 A19.30.006 X-Trainer (30M1H) 300

10.00.019 A19.30.006 X-Trainer (60MuH) 550

10.00.020 [narHoctuka Ha ctabunonnatopme (fenaet Bpay) 400

10.00.021 A19.23.005 3aHATUA Ha cTabunonnargopme 300

/ 11. Maccax

11.00.025 AHTULENNONNTHBIA Maccax - xusoT, 1,0 e- 250

11.00.026 AHTVLENIOUTHBIA Maccax - 6eapa, aroauupl - 1000

11.00.027 A21.01.001 O6LMIA Maccax y B3pOC/bIX 2200




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
11.00.028 Maccax Ha annapate "VIBRAMATIC" BepxHue koHe4yHocTu (06e) 450
11.00.029 Maccax Ha annapate "VIBRAMATIC" HWKHMEe KOHeYHOCTU (06€) 450
11.00.030 Maccax Ha annapate "VIBRAMATIC" BOPOTHVKOBOI 30HbI 250
11.00.031 Maccax Ha annapate "VIBRAMATIC" 06Lumi1 (pyKu,HOT1,CNNHA) 800
11.00.032 A21.01.001 Maccax getckuii 0bwmia( 1 -3 net)- 500
11.00.033 A21.01.001 Maccax geTckuin 06Lwmii( 3 -7 net) 700
11.00.034 A21.01.001 Maccax AeTcKuin 06Lwmnii( 7 -12 net) 900
11.00.044 A17.001.008 SNeKTPOCTaTUYECKUI MACCX Ha annapare 3roc 350
11.00.035 A21.01.003 Maccax MegnMLMHCKMIA 1 eauHnLbI 250
11.00.036 A21.01.003.001 Maccax MeauUMHCKWA 1,5 eanHnupl 375
11.00.037 MaccaxX MeANLIMHCKNIA 2 e AMHNLbI 500
11.00.038 Maccax MeaULMHCKUIA 2,5 eUHNLI 625
11.00.039 MaccaX MeAMLMHCKNIA 3 eauHNLbI 750
11.00.040 MaccaX MeAULMHCKWIA 3,5 eanHNLbI 875
11.00.041 Maccaxx MeANLIMHCKWIA 4 e AMHULbI 1000
11.00.042 Maccaxx MeAVNLIMHCKWIA 4,5 efnHNLbI 1125
11.00.043 Maccax MeANLIMHCKWIA 5 egnHuL, 1250
/12. Mpoueaypsbl
12.00.032 Al11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefieHWe npenaparta ( LiepakcoH 500 Mmr) 430
12.00.033 A11.12.003.001 KanensHoe BHYyTpMBEHHOE BBefieHWe npenaparta ( LiepakcoH 1000 mr) 570
12.00.038 A11.12.003.001 KanenbHoe BHyTpuBEHHOe BBefeHWe npenapata ( AktoBernH 10,0 mMn) 630
12.00.039 A11.12.003 VHbeKuma BHyTpuBeHHas npenaparta (AKToservH 5,0 mn) 380
12.00.040 A11.12.003 VIHbeKuma BHyTpuBeHHas npenapata (AkToservH 10,0 mi) 550
12.00.041 A11.12.003.001 KanenbHoe BHYTPMBEHHOE BBefieHMe Mekcugona (4mn) 480
12.00.034 A11.04.004 BHyTpucycTtaBHoe BeegeHve Angnytona (1,0 mn) 1200
12.00.035 A11.04.004 BHyTpucycTtaBHoe BBegeHve Angnytona (2,0 mn) 1400
12.00.036 A11.01.002 PapmakonyHKTypa ¢ romeonaTviei 1500
(ancKyc-2,2mn+Tpaymenb-2,2Ma+Y 6UXUHOH-2,2Mn)
12.00.037 A11.01.002 dapmaKonyHKTypa ¢ roMeonartuei 1500
(Uuenb-2,MN2+Tpaymenb-2,2Ma+Y OUXUHOH-2,2MN)
12.00.051 Al11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefieHWe npenapata (Favatunvd 1) 610
12.00.042 VHbekuma BHyTpuMbIeyHas (Angyton 1,0) 393
12.00.043 VHbeKuma BHYyTpUMbILeyHas (JloHrugasa 3000ME) 775
12.00.044 VHbekumsa BHyTpuBeHHas (Llepebponunsut 5,0) 500
12.00.045 VHbekuma BHyTprBeHHas (LiepebponusmH 10,0) 780
12.00.046 VHbeKuma BHyTpuBeHHas (MungpoHar 5,0) 280
12.00.047 KanenbHoe BHYTpUBEHHOE BBefeHMe npenapata (MungpoHart 5,0) 410
12.00.048 MHbekumsa BHyTpuBeHHas (Mungponart 10,0,0) 340
12.00.052 JleyebHO-MeaMKaMeHTO3Hast 6110Kaaa, NapaBepTedbpabHas , napacakpasibHas ¢ 970
mMoBanmc 1,5 Mn
12.00.053 KanenbHoe BHyTpuBEHHOE BBefeHWe npenaparta ( LiepebponmnsuH 20,0 mn) 1200
12.00.049 JleyebHO MenKameHTO3Has 6/10Kafa, NapaBepTebpabHas, 650
rapacakpasibHas, napaapTyKynapHas ¢ rapokapTM3oHom 2,0mn
12.00.050 VIHbeKuma BHyTpuMblLeyHasa (JekcanrnH2,0) 240
12.00.001 A11.04.006 JeyebHO MenKaMeHTO3Has 610Kaa, NapaBepTebpasibHas, napacakpanbHas 6e3 600
croumocTu JIC (10 MUH)
12.00.002 A11.04.006 JeyebHo MeavkameHTO3Haa 6110Kaaa, NapasepTebpasibHad, napacakpaibHas ¢ 970
avnpocnadom (10 MuH)
12.00.003 A11.04.004 BHyTpucycTaBHOe BBeAeHVe npenapatoB 6e3 ctoumocty JIC (10 MuH) 950
12.00.004 Al11.04.004 BHyTpucycTaBHas 610kafa ¢ AunpocnaHom (10 MuH) 1300
12.00.005 A11.01.002 PapmakonyHkTypa ¢ AndayTtornom (1m) -(10 MuH) 770
12.00.006 A11.01.002 PapmakonyHktypa ¢ AndayTonom(2mn) -(10 MuH) 970
12.00.007 A11.01.002 PapmakonyHktypa 6e3 ctoumocty JIC -(10 MuH) 700
12.00.008 Al11.12.009 3abop kposw Ang aHann3oB (10 MuH) 150
12.00.009 Al11.12.003 VHbekuma BHyTprBeHHas (10 MuH) 220
12.00.010 A11.02.002 VIHbeKUmMA BHYTpUMbILLEeYHas (10 MuH) 165




Kog ycnyru |JAHa/INTUY. Ko HasBaHue ycnyru LieHa
12.00.011 A11.02.002 VHbekuma BHyTpuMblLeyHas (JoHa 400 mr)-(10 MuH) 415
12.00.012 A11.02.002 VHbeKuma BHyTpuMbIweyHas (Munbramma 2,0 mi)- (10 muH) 230
12.00.013 A11.12.003.001 KanenbHoe BHYTPMBEHHOE BBeAeHWE npenaparta 6e3 CToMMocTy MeankKameHTa (40 350
MWH)
12.00.014 A11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefieHWe Mekcugona(2mn) -(40 mvH) 420
12.00.015 A11.12.003.001 KanensHoe BHYTpMBEHHOE BBefieHWe npenaparta ( Mepdanrad 100mn)-( 40 MUH) 480
12.00.016 A11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefieHWe npenapata ( PeambepmH 200m)-(40 MyH) 590
12.00.017 A11.12.003.001 KanensHoe BHYTpMBEHHOE BBefieHWe npenapata ( PeambepuH 400mn) (60 MyH) 630
12.00.018 A11.02.002 VIHbeKUmMa BHYTpUMbILLeYHas ¢ Angaytonom 2,0 ma (10 MuH) 677
12.00.019 A11.02.002 VIHbeKUMA BHYTPUMBILLEYHASA € gunpocnaHom (10 MuH) 380
12.00.020 A11.02.002 VIHbeKums BHyTpuMbILeyHas (JoHa 2,0 Mn)-(10 MuH) 415
12.00.021 A11.02.002 ViHbekumsa BHyTpuMbIweyHas (Mekeugon 2,0 mn)-(10 MuH) 220
12.00.022 A11.02.002 ViHbekumsa BHyTpuMbILLeyHas (Mugokanm 1,0 mn)-(10 MuH) 309
12.00.023 A11.02.002 VIHbeKuma BHyTpuMblLeyHas (Mungponar 5,0 mi1)-(10 MuH) 215
12.00.024 A11.02.002 VHbekuma BHyTpuMblLLeyHasa(ApTposuneH 2.0 mi)-(10 MyH) 200
12.00.025 Al11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefeHWe npenaparta ( Troramma 50 mn) -(40 MuH) 570
12.00.026 A11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefeHWe npenaparta ( Liepe6ponusuH 10,0 700
mn)-(40MUH)
12.00.027 A11.12.003.001 KanenbHoe BHYTpMBEHHOE BBefeHWe npenapata (LiutodnasuH 10mn)-(40 MuH) 500
12.00.028 A11.02.002 ViHbekumsa BHyTpuMbIweyHas (Mosanuc 1,5 mn)-(10 MuH) 405
12.00.029 A11.02.002 VIHbekuma BHyTpuMblLeyHas (Kcedokam 8 Mr)-(10 MuH) 315
12.00.030 A11.02.002 VHbekuma BHyTpuMblLleyHas (KetonpodeH 2,0 mn)-(10 myH) 190
12.00.031 Al11.12.003.001 KanesnbHoe BHYTpMBEHHOE BBefieHne npenaparta ( Mentpan 400 mr) 695
/ 13. PEHTreHoN0rn4ecKoe nccnesoBaHme
13.00.001 OpraHunsaLms peHTreHorpagun rofieHm 535
13.00.002 OpraHunsaLms peHTreHorpagum roneHNoCToNHOro cycrasa B 3-X NPOEKLUAX 670
13.00.003 OpraHun3saumnsa peHTreHorpadguu FOMM B 2-X NPOeKumsx 575
13.00.004 OpraHv3auuns peHTreHorpatvn rpyiHoM KNeTku B 2 NPOeKLmMsaX 600
13.00.005 OpraHu3sauuns peHTreHorpagumn KUCTV B 2 NPOEKLMAX 515
13.00.006 OpraHun3saums peHTreHorpagum Ko4unLb 365
13.00.007 OpraHun3saumna peHTreHorpagum KoneHHbIX CyCTaBoB B 2 NPOEKLMAX 515
13.00.008 OpraHu3auus peHTreHorpagvn KocTeli npeanieyss 535
13.00.009 OpraHu3auus peHTreHorpagmm KocTeld CTomnbl (M10CKOCTONME) B 2-X NMPOEKLMAX 535
1 cTona
13.00.010 OpraHu3auuns peHTreHorpagn KocTeli CTOMbl B 2-X MPOEKLMAX 515
13.00.011 OpraHunsauus peHTreHorpagmmn KocTei Tasa 0630pHbIA CHUMOK 385
13.00.012 OpraHun3aLms peHTreHorpagum KpecL,oBo-KONYMKOBOro 0TAena 530
13.00.013 OpraHun3aumna peHTreHorpagum JIOKTEBOro CycTaBa B 2 MPOEKLUUAX 515
13.00.014 OpraHun3sauma peHTreHorpagum 1y4e3anscTHOro Cycrasa B 2 NPOeKUMAX 515
13.00.015 OpraHun3auma peHTreHorpaguu naeyeBoro CycTasa B 2-X NPOEKLMAX 535
13.00.016 OpraHu3auus peHTreHorpagumn naeyeBoi KOCTv B 2 MPOEKLMAX 555
13.00.017 OpraHusaumsa peHTreHorpadguu MOI B 2-x NpoeKumsx 600
13.00.018 OpraHuzayus peHTreHorpagum pedep (NpuuensHO) 385
13.00.019 OpraHuzauua peHTreHorpagum C1, C2 460
13.00.020 OpraHuzauus peHTreHorpagum Ta3o6epeHHbIX CyCTaBOB 535
13.00.021 OpraHunzauns peHTreHorpagum Ta3oBbIX KOCTEN 385
13.00.022 OpraHuzauus peHTreHorpaun LWeiky eapa B 2 MPOeKLmsaxX 535
13.00.023 OpraHuzauus peHTreHorpagum LLIOIM B 2-X NpoeKumsax 575
13.00.024 OpraHuzauus peHTreHorpagum LLIOM B 2-X NpoeKumsx + hyHKUMOHa/bHbIE 940
npo6bl
/ 14. PedhnekcoTepanus
14.00.001 B01.041.001 MepBrYHbIN NPUEM pethniekcoTepaneBTa + UrnopegekcoTepanms 1000
14.00.002 A17.01.002 LLIy-MO- Tepanus 700
14.00.003 A17.01.002 Cy [)KoK-Tepanus 500
14.00.004 A21.23.002 KopnopanbHaa IPT 500
14.00.005 A17.01.001 ONEeKTPONYHKTypa 500




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
14.00.006 B01.041.001 MepBrYHbIN Nprem pegnekcotepanesTa (30 MUH) 700
/ 15. ®un3mnoTepaneBTUYECKUE YCyru
15.00.054 A17.30.040 MarnuToopes Ha Annapate AMo-AToC (15MMH) 1 KaTeropum CN0XHOCTM 330
15.00.055 A17.30.040 MarnuToopes Ha Annapate AMO-AT0C (20MWH) 2 KaTEropym CN0XKHOCTM 380
15.00.056 A17.30.040 MarnHuTodopes Ha Annapate AMO-ATOC (25MWH) 3 KaTEropym CI0XKHOCTY 430
15.00.053 A17.30.040 MarHuTodopes ¢ OHrMAa30i Ha annapare AMo-AToc (20MVH) 780
15.00.045 Al17.30.014 MarHutoTepanua Ha annaparte AMo-AToc 300
15.00.046 Al17.30.014 TpaHCKpaHWanbHas MarHuToTepanusa Ha annapate AMo-AToc 400
15.00.047 Al17.23.014 TpaHCKpaHWanbHas MarHuToTepannsa Ha annapare 500
AMO-ATOCH3IIEKTPOCTUMYNISILINS
15.00.048 A17.30.009 MpeccoTtepanus (NoNyKoM6MHe30oH) (15 MuH) 350
15.00.049 A17.30.009 MpeccoTtepanus (NonyKom6mHe3oH) (20 MUH) 400
15.00.050 A17.30.009 MpeccoTepanus (No1yKoM6MHE30H) (30 MVH) 450
15.00.051 A17.30.009 lMpeccoTtepanus 1 KOHEYHOCTb (15 MUH) 300
15.00.052 A17.30.009 lMpeccoTtepanus 1 KoHeYHOCTb (30 MUH) 350
15.00.057 Al17.02.001 ANIEKTPOMUOCTUMYNALMA Ha annapare "AcMa’" 1 KaTeropum crioXHocTy (20MuH) 300
15.00.058 Al17.02.001 JNEKTPOMUOCTUMYNALUMA Ha annapaTe "Scma’" 2 KaTeropum CnoXXHoCTu 350
15.00.059 A17.02.001 JNEKTPOMUOCTUMYNALMA Ha annapaTe "Scma’" 3 KaTeropum CnoXHoCTu 400
15.00.060 A17.02.001 ANIEKTPOMUOCTUMYNALMA Ha annapaTe "AcMa’ 1 KaTeropum cnoXHocTy (10MuH) 250
15.00.001 A17.30.004 Amnnunynsc-Tepanua (CMT) Ha annapaTe"AmMnaunynsc” 1 Kateropuu 300
C/IOXHOCTH
15.00.002 A17.30.004 Awmnnumnynsc-tepanua (CMT) Ha annapaTe” AMNanMynsC” 2 Kateropuv 350
C/IOXHOCTH
15.00.003 A17.30.024.002 ["anbBaHM3aUMa Ha annaparte "lNMoToK-1" 350
15.00.004 A17.30.024.002 ["anbBaHM3auUMa Ha annapare "ToHyc-1M" 350
15.00.005 A17.30.003 JvagnHamoTtepanus Ha annapate "ToHyc-1M 330
15.00.006 A17.30.005 VHTepepeHLTepanys Ha annapare "ApTpocTum hokyc noc” 500
15.00.007 A17.30.008 KBY-Tepanua Ha annapate "Matpukc" 1 KaTeropuv cio)XHoOCTu 450
15.00.008 A17.30.008 KBY-Tepanusa Ha annapate "MaTtpuKc'2 KaTeropum CoXKHOCTH 500
15.00.009 A22.01.005 JlasepoTtepanusa 1 kaTeropuv Cio)XHOCTU Ha annapare "Matpukc" 370
15.00.010 A22.01.005 J1asepoTepanus 2 KaTeropus CNoXHoOCTW Ha annapare "Martpukc" 400
15.00.011 A22.01.005 J1asepoTtepanus 3 KaTeropuv CIoXXHOCTU Ha annapare "Matpukc" 550
15.00.012 A17.01.009 JlumdpogpeHax Ha annapare "ApTPOCTUM (oKyc nJtoc' 400
15.00.013 A17.30.031 MarnuTtoTtepanua Ha annapare "MarHurep" 165
15.00.014 A17.30.031 MarnuToTtepanua Ha annapare "lNontoc™” 1 KaTeropum C0XHOCTH 300
15.00.015 A17.30.031 MarnuToTtepanua Ha annapare "lNotoc™ 2 KaTeropum C0XHOCTA 350
15.00.016 A17.30.031 MarHuToTtepanua Ha annapare "lontoc" nonocTHas 330
15.00.017 A17.30.018 MwuikpoBosiHoBas Tepanus Ha annapate "ConHbiwko™ JMB 220
15.00.018 A17.30.018 MwukpoBosiHoBas Tepanus Ha annapate "CofiHbIWKo™ JMB nosioctHas 330
15.00.019 A17.30.044 Y nbTpasBykKosas Tepanus Ha annapate Y3T-1,01Pc KapunavHoM 550
15.00.020 A17.30.044 doHogdopes Ha annapate Y3T-1,01® 1 kaTeropuu CIoXXHOCTU 400
15.00.021 A17.30.044 doHogdopes Ha annapate Y3T-1,01® 2 kaTeropuu coXKHOCTU 450
15.00.022 A17.02.001 DNeKTPOCTUMYIALMA Ha annapare "AmMnannynsc" 330
15.00.023 A17.02.001 ANeKTPoCTUMYIALMS Ha annapare "ApPTpocTuM ¢okyc natoc” 400
15.00.024 A17.29.003 AnekTpoopes 6e3 ncrnonb3osaHusa PJIC Ha annapate "MoTok-1" 350
15.00.025 A17.30.024.001 AnekTpoopes raibBaHNYECKMMM TOKaMM Ha annaparte "ToHyc-1M" 220
15.00.026 A17.30.024.002 AnekTpodopes AnaarHaMUYeCKMMU TOKaMK Ha annaparte "ToHyc-1M" ¢ 400
KapunavHom
15.00.027 A17.29.003 AnekTpochopes Ha annapaTe "MoToK-1" ¢ NCNOMb30BaHNEM MPS3EBbIX Ca(eTOK 440
"ConeHoe 03epo"
15.00.028 A17.29.003 AnekTpohopes Ha annapate "MoToK-1" ¢ NCNONb30BaHWEM NOIMMUHEPaNbHBIX 440
CaIheTOK
15.00.029 Al17.01.007 JapcoHBann3auma Ha annapare "Vickpa' 250
15.00.030 Al17.29.003 AnekTpodopes Ha annaparte "lMoTok-1" ¢ KapunavHom 468
15.00.031 A22.01.005 JlasepoTepanusa 1 KaTeropuu cio)XHocTn Ha annapare "Pukra' 370
15.00.032 A22.01.005 JlasepoTtepanus 2 KaTeropusa C0XHOCTW Ha annapare "Pukra" 400




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
15.00.033 A22.01.005 JlasepoTtepanusa 3 KaTeropmm CoXXHOCTU Ha annaparte "PuKra" 550
15.00.034 A17.30.034 Y nbTpasByKoBas Tepanus Ha annapare ¥3T-1,01® ¢ ApTposuneHom(rens ) 230
15.00.035 A17.30.034 YnbTpa3syKoBasa Tepanusa Ha annaparte ¥Y3T-1,01P ¢ ma3bio XoHApakcua 270
15.00.036 A17.30.024.002 Amnamnynsc-tepanua (CMT) Ha annapaTe" AmMnannynsc” ¢ 380
ApTpo3nneHoM-(a3po30ob )
15.00.037 A17.30.034 YnbTpasByKoBas Tepanus Ha annaparte ¥3T-1,01® ¢ KoHTpaTybukcom-(rens ) 330
15.00.038 A17.30.034 YnbTpassykoBas Tepanus Ha annapate ¥3T-1,01® c JfloHrngason (1gpn- 730
3000ME)
15.00.039 A17.30.024 AnekTpodopes Ha annapate "MoTok-1" ¢ JloHrngasoi (1¢pn-3000ME) 780
15.00.040 A17.30.027 JNazepoTtepanus Ha annaparte "PukTa"c JIoHrngasoii( 1¢n-3000ME) 870
15.00.041 A17.30.034 YnbTpa3ByKosas Tepanus Ha annapare ¥Y3T-1,01® ¢ mMasbio Tpaymesnb 260
15.00.042 A17.30.034 YnbTpa3ByKoBas Tepanus Ha annapare ¥Y3T-1,01® ¢ renem Aun Punndg 205
15.00.043 A17.30.034 YnbTpa3ByKoBas Tepanusa Ha annapate ¥3T-1,01d c renem Ketopon 205
15.00.044 A17.30.034 YnbTpasByKoBas Tepanus Ha annapate ¥3T-1,01P ¢ masbio Hadtagepm 300
16. KoHcynbTaumm / 16.01. HeBponorn4ecknii npuem
16.01.001 B01.023.001 [MepBUYHbIA NPUEM HEBPOJIOTa BbICLLEW KaTeropuu 1300
16.01.002 B01.023.002 [MOBTOPHBIA NPYEM HEBPO/OTa BbICLLEN KATErOPUM B TeYEHME MecaLa 950
16.01.003 B01.023.001 MepBUYHbIN NPMEM HEBpoIora 1000
16.01.004 B01.023.002 [MOBTOpPHbIN NPYEM HEBPO/IOra B TeYEHWE MecsLa 650
16.01.005 B01.023.001 KOHCynbTaTVBHbIN NprYeM HEBPO/OTa, BblAava CnpaBok 500
16. KoHcynbTaumm / 16.02. TpaBMaTON0r MHECKUI NPUEM
16.02.001 B01.050.001 MepBMYHbI NpYEM TPABMATO/I0ra BbICLLIEH KaTeropuu 1300
16.02.002 B01.050.001 MepBMYHbI NPYEM TPABMATO/I0ra BbICLLIEN KaTeropum 2000
16.02.003 B01.050.002 [MOBTOPHbIA NpYeM TPaBMATO/IOra B TeYEHWe MecsaLa 950
16. KoHcynbTaumm / 16.03. Kapavonornyeckuii npyuém
16.03.001 B01.015.001 MepBUYHbI NPWEM Kapguonora 1300
16.03.002 B01.015.002 [MOBTOPHEIA NPYEM KapAmMonora B TEYEHME Mecsla 950
16. KoHcynbTaumm / 16.04. PeBMaT0/10r M4eCKNin MPUEM
16.04.001 B01.040.001 MepBrUYHbIA NPMEM peBMaTonora 1300
16.04.002 B01.040.002 IMOBTOPHBIA NpYEM peBMaTo/ora B TeYeHKe Mecsla 950
16. KoHcynbTaumm / 16.05. TepaneBTUYECKNA NPUEM
16.05.001 B01.047.001 MepBUYHbIN NPWEM TepaneBTa BbICLLEN KaTeropum 1300
16.05.002 B01.047.002 IMOBTOPHBI NpUEM TepareBTa BbICLLEV KaTeropui B TeYEHWe MecsLa 950
16. KoHcynbTauum / 16.06. FacTpO3HTEPOIOrMHYECKNIA MPUEM
16.06.001 B01.004.001 MepBMYHbI NPUEM racTposHTeposora 1300
16.06.002 B01.004.002 [MOBTOPHLIN NPUEM racTposHTeposiora 950
16. KoHcynbTaumm / 16.07. 'eMaTo10rnyecKuin nprem
16.07.001 B01.005.001 [MepBrYHbIN NPUEM remaronora 1300
16.07.002 B01.005.002 [MOBTOPHBIA NPUEM remaToniora B TeUEHWe MecsLa 950
16. KoHcynbTaumm / 16.08. JleyebHas (hM3KyNbTypa U CNOPTUBHAA MeanLMHA
16.08.001 B01.020.001 MepBryHbIN Npném Bpada JIPK + 3aHaTre 1100
16.08.002 B01.020.005 MoBTOPHSIA Nprém Bpada JIOK 500
16.08.003 B03.020.001 3aHaTua JIPK ¢ Bpayom 600
16.08.004 B03.020.001 3aHaTna JIPK ¢ MHCTPYKTOpOM 450
16. KoHcynbTaumm / 16.09. KoHcynbTaumm cneuuanvucToB
16.09.001 MNepBNYHAA KOHCY/bTALMA Bpaya Creumanmncra 1300
16.09.002 B01.026.002 [MoBTOpHasA KOHCY/bTauuMs Bpada cneunanncra 950
16.09.003 B01.070.010 KoHcynbTauusa ncmxosnora 600
16.09.004 B01.070.009 KoHcynbTaums ncmxonora 1200
16.09.005 B01.054.001 MepBMYHAA KOHCYNbTALMA Bpadva pranoTepanesTa 500
16.09.006 B01.054.001 MOBTOPHBIA Npuem Bpaya (hnsnoTepanesTa 300
16. KoHcynbTaumm / 16.02. TpaBMaToN0rnyecknii npuém
16.02.004 ||_|epBI/Il—IHbII7I npvem TpaBmaTonora 1300 |
16. KoHcynbTaumm / 16.01. HeBponormnyecknin npmem
16.01.006 | ||_|epBI/IHHbII7I Nnprem HeBposIora K.M.H. 1500 |




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
16.01.007 IMOBTOPHBIA NPMEM HEBPO/IOTa K.M.H. B TEUEHKE MecsLa 1000
16. KoHcynbTaumm / 16.09. KoHcynbTalmm cneunanvucTos

16.09.007 |BOl.026.001 |K0H0yfleaTVIBHbIl7I npviem, Bbigada cnpasok (40 MyH) | 800 |
16. KoHcynbTaumm / 16.03. Kapavonornyeckuii npruém |
16.03.003 |BOl.026.001 |KOHcyI'IbTaTVIBHbIl7I npuem Kapamnosnora, Bblgada crpaBok | 500 |
16. KoHcynbTaumm / 16.04. PeBMaTon0rnyeckmii npuém |
16.04.003 |BOl.026.001 |K0HcyanaTV|BHbu7| npuemM peBMaTosora, Bblgada crpaBok | 500 |
16. KoHcynbTaumm / 16.05. TepaneBTUYECKUI NPUEM

16.05.003 |BOl.026.001 |KOHcyanaTV|BHbu7| rpuem TepanesTa, Bblfava CrpaBok | 500 |
16. KoHcynbTaumm / 16.06. [acTposHTEPO/IOrMYECKUA MPUEM |
16.06.003 |BOl.026.001 |KOHcyanaTv|BHb||7| npueM racTpo3IHTEpPoora, Bbigadva CNpasoK | 500 |
16. KoHcynbTaumm / 16.08. JleyebHast (hM3KynbTypa U CNOPTUBHAA MeanLmHa |
16.08.005 |BOl.020.001 |I‘IepBW4Hbu7| npuém spaya JIPK | 300 |
16. KoHcynbTaumm / 16.09. KoHcynbTaumm cneLpnanicToB

16.09.008 |BOS.069.007 |KOHcyanaTv|BHb||7| npuém KunHesunosora | 800 |
16. KoHcynbTaumm / 16.10. MaHyanbHasa Tepanus

16.10.001 MepBUYHbLIN NPMEM MaHya/lbHOrO TeparneBTa 800
16.10.002 CeaHC MaHya/lbHOI Tepanum 1800
/ 17. Heliponcuxonorus

17.00.003 B03.070.004 Heiiponcuxonoruyeckas guarHoctuka (2 yaca) 2400
17.00.004 B04.070.001 3aHATUA N0 HEMPONCUX0N0rM4eckom Koppekuum (30M1H) 900
17.00.005 B04.070.001 3aHATUA N0 HElPONCUX0N0rM4ecKon Koppekuum (60M1H) 1100
17.00.006 B03.070.004 MaToncuxonornyeckas gnarHoctuka (2 yaca) 2400
17.00.001 B01.070.009 MepBrUYHBINA NPUEM Heliponcuxonora 1300
17.00.002 B01.070.010 [MOBTOPHLIN NpréM Heliponcuxonora 800

21. OBLLEK/TMHNYECKUWE NCC/IEOBAHNA KPOBW (General Clinical Blood Tests) / 21.01. O6LUeKNNHNYECKUe

nccnenoBaHus kKposu (General Clinical Blood Tests)
21.01.001 KnunHnyecknii aHaM3 KpoBu: 06Lwmin aHanms, neikodopmyna, CO3 (c 250
MWKPOCKONME Maska KpoBu Npy Hannumnm natonormyeckux casmros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of
21.01.002 KnuHunueckuii aHanm3 KpoBu: 06LmiA aHanus, neikogopmyna, CO3 (¢ 300
0653aTeNbHON «pyUHO» MUKpockonueli Maska kposm) (Clinical Blood Analysis:
General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic
Examination of Blood Smear))
21.01.003 O6wwii aHanu3 kposu (OAK) (6e3 nelikounTapHoii hopmynsl n CO3J) (General 70
Blood Analysis, without White Blood Cell (WBC) Count and ESR)
21.01.004 NeikoumTapHas opmyna (AudhepeHLMpPOBaHHbIA NOACYET NIEAKOLUTOB, 70
nelikouMTorpaMma) ¢ MMKpPOCKOMNMEN Ma3ka KPpoBM MpY HaiMumMm NaTonormyeckmx
casuros (Leucocyte Formula (Differential White Blood Cell Count) with
Microscopic Examination of Blood Smear if Presence o
21.01.005 NelikoyutapHan dopmyna (audhepeHUMpPoBaHHbIV NOACYET NENKOLMTOB, 150
nekoUUTOrpaMma) ¢ 0653aTeNbHO «pyYHO» MUKPOCKONMEH Ma3Ka KPoBK
(Leucocyte Formula (Differential White Blood Cell Count) with Manual
Microscopic Examination of Blood Smear)*
21.01.006 PetukynoumTtsl (Reticulocytes) 170
21.01.007 CO3 (ckopocTb ocepaHusa sputpoumToB) (Erythrocyte Sedimentation Rate, ESR) 100
22. UMMYHOIEMATO10I A (Immunchematology) / 22.01. MmmyHoremaTonorus (Immunohematology)
22.01.001 "pynna kposu (Blood Group, ABO) 170
22.01.002 Pesyc-npuHaanexxHocTs (pesyc-gaktop) (Rh-factor, Rh) 170
22.01.003 Rh (C, E, ¢, e) Kell-heHoTnuposaHue (Rh C (E, ¢, €) Kell-Phenotyping) 450
22.01.004 ANNOMMMYHHbIE aHTWUTeNa, BKoYas aHTuTena K Rh-aHtureny (Anti Rh) 400
23. OLIEHKA CBEPTbIBAIOLLEEV CUCTEMBbI (Assessment of Coagulation System) / 23.01. OLjeHKa CBepTbIBatoLLei
cucteMbl KpoBu (Assessment of Coagulation System)
23.01.001 AKTUBMPOBaHHOE YacTUYHOe (NapumanbHOe) TpombonacTnHoBoe Bpems (AUTB 110

(ANTB), kethanuH-KaonmHoBoe BpeMs) (Activated Partial Thromboplastin Time,

APTT)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
23.01.002 MpoTpomM6uH (NpoTpom6uHoBoe Bpems, MB), MHO (MexayHapoaHoe 150

HOpMaN30BaHHOe oTHoLeHwe) (Prothrombin, Prothrombin Time, PT,

International Normalized Ratio, INR)
23.01.003 dubpuHoreH (Fibrinogen, FG) 120
23.01.004 AHTUTPOMOUH 111, % akTmuBHoCTY (AT 111, Antithrombin 111, % Activity) 250
23.01.005 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 100
23.01.006 D-gumep (D-Dimer) 520
23.01.007 BonuaHouHblIi aHTUKoarynsHT (BA) (Lupus Anticoagulant, LA ) 500
23.01.008 MpoTenH C, % akTeHoCTH (Protein C, % Activity) 1300
23.01.009 MpoTenH S cBo60AHSIN (Protein S, Free) 1300
23.01.010 MnasmunHoreH (Plasminogen) 300
23.01.011 VHayumpoBaHHas arperauuna TpomooumtoB (Induced Platelet Aggregation) 100
23.01.012 MpoTtpom6uHoBbIi nHaeke (MTIA) (Prothrombin Index, PTI) 100
23.01.013 KomnnekcHoe nccnegoBaHme CMCTEMbI FeMocTasa ¢ uHTepnpetauueid (MTA, 2500

MHO, MNB, TpoM61HoBOE BpeMmsi, hmbpuHoreH, D-gumvep, AYTB, aHTUTPOMOUWH

111, npoTpom6yH no Keuky, nnasmMuHoreH, BA (nogTeepxaatowuit),

naboparopHoe onucaHve Bpaya) (Hemostatic System: PTI, INR, PT,
23.01.014 "emocTasmnorpamma (6e3 onucanms) (Coagulation (without Description)) 2000

24. BUIOXVMNYECKUWE NCCNELOBAHWNA KPOBW (Blood Chemistry Tests) / 24.01. ¥YrneBogbl (Carbohydrates)

24.01.001 I"ntoko3a (Glucose) 70
24.01.002 ®pykTo3amuH (Fructosaming) 200
24.01.003 I"nmkupoBaHHbIi remornobuH HbA1C (HbALC, Glycated Hemoglobin, GHB) 350
24.01.004 NakTaT (Lactate) 350
24.01.005 ["NHOK030-TONEPaHTHBIV TECT C ONpeae/ieHNEM I/H0KO3bl B BEHO3HOI KPOBK 200
HaToLLaK 1 nocne Harpysku Yepes 2 yaca (2-Hour Oral Glucose Tolerance Test,
OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous Blood)
24.01.006 I"NHOK030-TONEPAHTHBIV TECT C ONpeaeneHeM roKo3bl U C-NenTuaa B BEHO3HOM 700
KpOBM HaTOLLAK ¥ nocsie Harpysku Yepes 2 yaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose and C-Protein Concentration (Fasting and 2 Hours after
Load), Venous Blood)
24. BIOXVNMNYECKUE NCCNEOOBAHUA KPOBW (Blood Chemistry Tests) / 24.02. JInnngpl, IMNONPOTENHbI,
anonunonpotenHsl (Lipids)
24.02.001 Tpurnuuepugsl (TI) (Triglycerides) 70
24.02.002 XonectepyH 06wuii (XonectepuH) (Cholesterol Total) 70
24.02.003 XonectepuH JIMBI (XonecTepyH AMNonpoTeUMHOB BbICOKON naoTHocTu, JIMNBIT, 110
?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol)
24.02.004 XonectepuH JINTHM (XonecTepnH AMNONPOTENHOB HU3KOW NaoTHOCTKM, JITTHI, 110
?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*
24.02.005 XonectepuH JIMOHI (XonecTepnH NMNONPOTENHOB OYEHb HU3KOI MIOTHOCTY, 300
JINOHM) (Very Low-Density Lipoprotein Cholesterol, VLDL Cholesterol)
24.02.006 JNunonpotent (a), JIM (a) (Lipoprotein (a), Lp (a)) 450
24.02.007 AnonunonpotenH Al (AnonpoTenH Al, ano Al) (Apolipoprotein Al, Apo Al) 350
24.02.008 AnonunonpotenH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B) 350
24.02.009 YXenuHble kucnotbl (Bile Acids) 2100
24.02.010 MHaekc ateporeHHocTn (MA) (xonectepuH obwmid u SITIBIM) (Cholesterol/HDL 0

Ratio)*

24. BUOXNMNYECKUWE NCCNELOBAHUA KPOBW (Blood Chemistry Tests) / 24.03. Benku n ammHokucnoTbl (Proteins
and Amino Acids)

24.03.001 AnbbymuH (Albumin) 70
24.03.002 O6wwii 6enok (Protein Total) 70
24.03.003 benkoBble pakumn (Serum Protein Electrophoresis, SPE, SPEP)* 200
24.03.004 M-rpagneHT, CKPUHUHT. DNeKTPodiopes CbIBOPOTKM KPOBW, MMMYHOGMKCaLms C 2000
NONMBaJIEHTHOI aHTUCLIBOPOTKOW, KONMYeCTBEHHas OLieHKa M-6efka (6e3
TunuposaHuns) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quan
24.03.005 M-rpagveHT, TUNMpoBaHme. 3NeKTPOMOpe3 CbIBOPOTKM KPOBU, UMMYHODUKCALMS 3200

C MaHeNbio aHTUCLIBOPOTOK (pasgenbHo K 1gG, IgA, IgM, kanna, nam6a),
KonmyecTBeHHas oueHka M-6enka (M-Gradient, Typing. Serum Protein
Electrophoresis (SPEP), Immunofixation with Antisera




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

24.03.006 AnekTpodhopes 6enKOB MOUK, onpeaeneHne Tuna npoTemHypum (Urine Protein 1700
Electrophoresis)

24.03.007 Benok BeHc-[)KoHca B MOYe, CKPUHUHT € NPUMEHEHWEM UMMYHODUKCALMN 1 2000
KonnyecTBeHHOe onpefeneHue (Bence-Jones Protein, Urine, Immunofixation,
Quantification )

24.03.008 Benok beHc-[)XoHca B MOYe: UIMMYHOMUKCALWSA, KONIMYECTBEHHOE OMNpeeneHme, 2800
TUNMpoBaHMe Kanna, nambaa (Bence-Jones Protein, Urine, Electrophoresis,
Immunofixation, Kappa/Lambda Typing, Quantification )

24.03.009 MomouuctenH (Homocysteine) 650

24. BUOXNMWNYECKUME NCCNEAOBAHUNA KPOBW (Blood Chemistry Tests) / 24.04. OueHKa (hyHKLMN MoYeK

(Assessment of renal function)

24.04.001 KpeatnHuH (Creatinine) 70

24.04.002 Kny6oukoBas unbTpavms, pacyet no gopmyne CKD-EPI — kpeaTUHUH 200
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

24.04.003 LnctatuH C (Cystatin C) 700

24.04.004 Knyboukosas unbTpauus, pacyet no gopmyne CKD-EPI — umctatuH C 750
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

24.04.005 MouesunHa (Urea) 70

24.04.006 Mouesasi kucnota (Uric Acid) 70

24. BUIOXVMNYECKUWE NCCNELOBAHWNA KPOBW (Blood Chemistry Tests) / 24.05. MNMurmeHTh! (Pigments)

24.05.001 Bunnpy6uH obwuii (Bilirubin Total) 70

24.05.002 Bunupy6uH npamoii (BunnpyorH KOHLIOrMPOBaHHBINA, CBS3aHHbIR) (Direct 70
Bilirubin, DBIL, Conjugated Bilirubin)

24.05.003 Bunupy6uH Henpsimoin (BUnupy6mH HEKOHbIOTMPOBaHHbIN, HECBA3aHHbIA) 0
(Indirect Bilirubin, 1B, Free Blood Bilirubin)*

24. BUOXVMNYECKUWE NCCNELOBAHUA KPOBW (Blood Chemistry Tests) / 24.06. ®epmeHTbI (Enzymes)

24.06.001 AnaHuHammnHoTpaHcdepasa (ANAT, AT, rnyTaMmUHO-NMPOBUHOI paiHas 70
TpaHcaMmuHasa, I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic
Transaminase, SGPT )

24.06.002 AcnaptatamuHoTpaHcgepasa (ACAT, ACT, rnyTaMUHO-LLaBENEBOYKCYCHas 70
TpaHcamuHasa, 'L T) (Aspartateaminotransferase, AST, Serum
Glutamicoxaloacetic Transaminase, SGOT )

24.06.003 Anbha-amunasa (?-ammnasa, gnactasa) (Alpha-Amilase, ?-Amylase) 80

24.06.004 Anbha-amunasza naHkpeaTndeckas (P-n3odepmeHT ammnasbl) (Pancreatic 200
?-Amylase)

24.06.005 Famma-rnyTamuntpaHcnentugasa (FTT, rnyTammaTpaHcnenTgasa) 70
(Gamma-Glutamyl Transferase, GGT)

24.06.006 KpeatuHkmHasa (KpeatuHgochokmHasa, KK, KPK) (Creatine Kinase, CK, 200
Creatine Phosphokinase, CPK)

24.06.007 KpeaTtnHkmHasza-MB (KpeatuHdoctokuHasa-MB, KK-MB, KPK-MB) (Creatine 250
Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)

24.06.008 Jvnasa (Tpuayunravueponaumnrugponasa) (Lipase) 220

24.06.009 NakratperngporeHasa (JIAr, L-naktar, HAQ+Okcupopenykrasa) (Lactate 120
Dehydrogenase, LDH)

24.06.010 NnAar-1 (NakrataernaporeHasa-1, 1-i nsogepment JIAT, 200
anba-rugpokendyTupataernaporeHasa) (Lactate Dehydrogenase, Isoforms 1,
Lactic Acid Dehydrogenase, LDH1, Alpha-Hydroxybutyrate Dehydrogenase,
Alpha-HBDH)

24.06.011 XonuHactepasa (S-lMceBfoxonmMHacTepasa, XonHacTepasa ll, S-X3, 200
aumnxonuHruaponasa) (Cholinesterase, Pseudocholinesterase, PCHE)

24.06.012 docatasa kucnaa (K®) (Acid Phosphatase, ACP) 180

24.06.013 docatasa wenoyHas (LLL®P) (Alkaline Phosphatase, ALP) 70

24. BUIOXVMMNYECKUE NCCNELOBAHUA KPOBW (Blood Chemistry Tests) / 24.07. OugHKa COCTOSIHUS MHKPETOPHOIA

1 CEKPETOPHON

-Lnii XKKT (Assessment of endocrine and secretory functions of gastrointestinal tract (Gl Tract

)

24.07.001 "acTpuH (Gastrin) 600

24.07.002 MencuHoreH | (Pepsinogen 1) 400

24.07.003 MencuHoreH Il (Pepsinogen I1) 400

24.07.004 MencuHoreHs! | 1 11 ¢ pacyeTom cooTHoweHus (MencuHoreH I/MencuHoreH I1) 700
(Pepsinogen I/Pepsinogen Il, PG1/PG2)

24.07.005 "acTponaHens (GastroPanel) 3500




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

24.07.006 CTumynaumoHHas npoba — MFacTpuH-17 (cTuMynupoBaHHbIid) (GastroPanel, 1350
Helicobacter pylori 1gG, Gastrin-17, G-17)*

24. BUOXNMWNYECKWME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.08. MapKepbl MeTab0/113Ma KOCTHOWA

TKaHu (Bone Metabolism)

24.08.001 OcTeokanbUyH (KocTHbIn Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla 700
Protein, BGP)

24.08.002 25-OH ButamuH D o6wmid (25-OH Vitamin D Total, 25(0OH)D, 1700
25-Hydroxycalciferol)

24.08.003 AKTVBHbIIA BUTamMuH B12 (MonoTpaHckobanamuH, Active-B12, 700
Holotranscobalamin)

24.08.004 C-KkoHUeBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-TepMUHaNbHbINA 850
Tenonentug, CT) (Carboxyterminal Cross-linking Telopeptide of Bone Collagen,
Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, ?-CrossLaps Serum,
C-Telopeptide, Crosslaps, Type 1

24.08.005 N-TepMMHanbHbIA NponenTug npokonnareHa 1 o6wwii (Procollagen Type 1 1000
N-terminal Propeptide, PANP, Total)

24.08.006 Jesokeunupugmnronud (ArAA4) B moye (Deoxypyridinolinein, DPD, Urine) 900

24. BIOXVMNYECKUWE NCCNELOBAHWA KPOBW (Blood Chemistry Tests) / 24.10. ButamuHbi (Vitamins)

24.10.001 ButamuH B12 (umaHokobanamuH, kobanamuH) (Cobalamin) 500

24.10.002 donmesas kucnota (Folic Acid) 500

24.10.003 25-OH BuTamMuH D 06wwmit (25-OH Vitamin D Total, 25(0OH)D, 1700
25-Hydroxycalciferol)

24. BUOXNMWNYECKUME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.11. HeopraHuyeckme BeLlecTBa

(Inorganic Matters)

24.11.001 Kanuii/Hatpuii/Xnop B cbiBopoTke kpoBu (K+/Potassium, Na+/Sodium, 220
Cl-/Chloride, Serum)

24.11.002 Kanbuwin obwmii (Ca) (Calcium Total) 70

24.11.003 KanbLuii noHn3npoBaHHsIii (Ca2+, cBoboaHbIV Kanbumid) (lonized Calcium, Free 270
Calcium)

24.11.004 MarHwuin (Mg) B cbiBOpPOTKe KpoBu (Magnesium (Mg), Serum) 70

24.11.005 docop HeopraHnyeckuii (P) (Phosphorus (P)) 70

24.11.006 YKeneso (Fe) B cbiBopoTke Kposmn (lron (Fe), Serum) 70

24.11.007 NaTteHTHas (HeHacbILLEHHas) dXe/1e30CBA3bIBAI0LLAasA CMOCOOHOCTL ChIBOPOTKM 90
KpoBu (JDKCC, HXXCC) (Unsaturated Iron Binding Capacity, UIBC)

24.11.008 O6LLan xene3ocea3blBatoLLas crnocobHOCTb cbiBOpoTkM (OXKCC) (Total Iron 0

Binding Capacity, TIBC)*

24. BUOXNMWNYECKUME NCCNEAOBAHUNA KPOBW (Blood Chemistry Tests) / 24.12. Crieyududeckme 6enku (Specific

proteins)

24.12.001 AnTucTpentonusnH-O (ACJ/1-0O, ACJ10) (Antistreptolysin-O, ASO) 250

24.12.002 C-peakTuBHbIn 6enok (CPB) (C-Reactive Protein, CRP) 150

24.12.003 PesmatongHbliii haktop (P®) (Rheumatoid Factor, RF) 150

24.12.004 LlepynonnasmuH (Ceruloplasmin) 500

24.12.005 anTorno6uH (Haptoglobin) 500

24.12.006 Asbha-2-MakpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 700

24.12.007 Anbtha-1-aHTutpuncuH (ALAT), KoHueHTpauma (Alpha-1-Antitrypsin, ALAT, 1400
AAT, Concentration)

24.12.008 Anbha-1-aHTuTpuncuHd (A1AT), heHotunmposaHue (Alpha-1-Antitrypsin, A1AT), 2500
AAT, Phenotyping)

24.12.009 TpaHcthepprH (CugepodmnuH) (Transferrin) 250

24.12.010 depputuH (Ferritin) 550

24.12.011 Mwuorno6uH (Myoglobin) 500

24.12.012 HatpwuitypeTtudyeckoro ropmoHa (B-tuna) N-koHuesoi nponentug (NT-proBNP, 2500
N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

24.12.013 TponoHuH-1 (Troponin-1) 500

24.12.014 Yrnesog-aetnumnTHbIV TpaHcteppuH (YAT) (Carbohydrate-Deficient Trancferrin, 2500

CDT)

24. BUOXMWYECKUME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.13. OHKomMapKepbl (Tumor Markers)

24.13.001 MCA o6wwii (MpocTaTuyecknii cneumuyecKmin aHTUreH o6LLKMiA) 300
(Prostate-Specific Antigen Total, PSA Total)
24.13.002 OHKOPWCK MY>XXCKOIA: NpeacTaTenbHas »enesa (Male oncologic risk: prostate) 650




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
24.13.003 OueHka 3a0poBbs npocTathbl (MCA o6y, NMCA cB., -2proPSA, phi) 5200
24.13.004 KanbumToHmH (Calcitonin) 700
24.13.005 Anbtha-thetonpotenH (ADI) (?-Fetoprotein, AFP) 250
24.13.006 PakoB0-3M6pMOHanbHbIA aHTUreH (POA, KapuUMHO3MOPUOHAbHBIV aHTUMEH) 350
(Carcinoembryonic Antigen, CEA)
24.13.007 CA-15-3 (¥YrneBogHblin aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer 450
Antigen CA-15-3)
24.13.008 CA-72-4 (YrneBogHblii aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer 800
Antigen CA-72-4)
24.13.009 CA-19-9 (¥YrneBogHbiin aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer 420
Antigen-Gl)
24.13.010 LinTokepaTnHoBbIi hparmeHT (Cyfra 21-1, hparmeHT uuTOKepaTuHa 19) 800
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
Fragments, Cyfra 21-1)
24.13.011 CA-125 (¥YrneBogHblii aHTUreH 125) (Carbohydrate Antigen CA-125, Cancer 400
Antigen CA-125)
24.13.012 CA-125 + P3A (Cancer Antigen CA-125 + CEA) 700
24.13.013 HE4 (Bbenok 4 snuguanmuca Yyenoseka) (Human Epididymis Protein 4, HE4) 1200
24.13.014 OueHKa pu1cka paka anyHukos no anroputmy ROMA (Risk of Ovarian 1700
Malignancy Algorithm, anropuTm pacyeTa pucka anuTennasbHOro paka
AVYHUKOB) (4N XeHWMH o MeHonay3bl) (Risk of Ovarian Malignancy
Algorithm, ROMA (Before Menopause))
24.13.015 OueHka prcKa paka anyHukos no anroputmy ROMA (Risk of Ovarian 1700
Malignancy Algorithm, anroputm pacyerta pucka anuTennanbHOro paka
ANYHMKOB) (AN XeHWuH nocne meHonay3bl) (Risk of Ovarian Malignancy
Algorithm, ROMA (After Menopause))
24.13.016 CA-242 (¥YrneBoaHblIii aHTUreH 242, onyxonesblii Mapkep CA-242) 1000
(Carbohydrate Antigen CA-242, Tumor Marker CA-242)
24.13.017 beTa-2-MUKpOrno6ynmH (?-2-MUKPOrnobynnH) B CbIBOPOTKE KPOBK 800
(Beta-2-Microglobulin, BMG, Serum )
24.13.018 HeiipoHcneumdguyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1100
24.13.019 XpomorpaHuH A (Chromogranin A, CgA) 4500
24.13.020 Benok S100 (S100 Protein) 2000
24.13.021 SCC (AHTMreH NNOCKOKNETOYHOR KapuuHombl) (Squamous Cell Carcinoma 2100
Antigen, SCCA, SCCAQ)
24.13.022 UBC (AHTUreH paka MOYeBOro ny3bIps, UCCef0BaHNE PACTBOPUMBIX 2000
(hparmMeHTOB LMTOKepaTnHOB 8 1 18 B Mouye) (Urine Bladder Cancer Antigen,
Urine Bladder Cancer, UBC)
24.13.023 M-rpagueHT, CKPUHUHT. 3NeKTPO(ope3 CbIBOPOTKM KPOBY, UMMYHO(UKCaLMS C 2000
MOSIMBANIEHTHOM aHTUCLIBOPOTKOW, KONMYECTBEHHAs OLieHKa M-6eka (6e3
TunuposaHus) (M-Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quan
24.13.024 M-rpagneHT, TMNMPOBaHMe. INeKTPOGOPE3 CbIBOPOTKM KPOBW, UMMYHO(MKCaLWS 3200
C MaHenbo aHTUCLIBOPOTOK (pasdenbHo K 1gG, IgA, IgM, kanna, nam6aa),
Ko/imyecTBeHHas oueHka M-6enka (M-Gradient, Typing. Serum Protein
Electrophoresis (SPEP), Immunofixation with Antisera
24. BUOXMWNYECKWME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.10. ButamuHbl (Vitamins)
24.10.004 | |BI/ITaMI/IH K1 B cbiBOpoTKe (hrnnoxuHoH, Vitamin K1, Phylloquinone, Serum) | 1850
25. OLLEHKA ®YHKLI 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.01. OueHka
hyHKUMM rnnogdumsa (Assessment of Pituitary Function)
25.01.001 ApPeHOKOPTUKOTPONHbIA ropMoH (AKTT, kopTukoTponuH) (Adrenocorticotropic 210
Hormone, ACTH)
25.01.002 TwupeoTponHbIii ropmoH (TTI, TupoTponuH) (Thyroid Stimulating Hormone, 190
TSH)
25.01.003 COMaTOTPONHLIA ropmoH (comatoTponuH, CTI) (Growth Hormone, GH) 300
25.01.004 ComatomeaunH C (MHcynuHonogo6HbIi takTop 1) (Somatomedin C, Insulin-like 380
Growth Factor 1, IGF-1)
25.01.005 donnukynoctumynupytowwmin ropmoH (©CIN) (Follicle Stimulating Hormone, 200
FSH)
25.01.006 JltotenHmsmpytowmii ropmoH (J1N) (Luteinizing Hormone, LH) 200
25.01.007 MponaktuH (Prolactin) 200




Kog ycnyru |JAHa/INTUY. Ko

HasBaHue ycnyru

LleHa

25. OLLEHKA ®YHKUWMW SHOO0

KPMHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.02. OueHka
hyHKUMKM WnToBUaAHOM Xenedbl (Assessment of Thyroid Function)

25.02.001 TupeoTponHblii ropmoH (TTI, TupoTtponuH) (Thyroid Stimulating Hormone, 220
TSH)
25.02.002 TUpoKCUH obwnii (T4 obLuiA, TeTpalioagTUPOHKH 06Limin) (Total Thyroxine, TT4) 220
25.02.003 TUPOKCUH cBO60AHLIN (T4 cBO60AHbLIN) (Free Thyroxine, FT4) 220
25.02.004 TpuinoagTMpoHnH obwmii (T3 obwwmii) (Total Triiodthyronine, TT3) 220
25.02.005 TpPUROATUPOHUH CBO6OAHBIN (T3 cBO60AHbIN) (Free Triiodthyronine, FT3) 220
25.02.006 TUPOKCUHCBA3bIBAKOLLAS CNOCOOHOCTL (MOrNOLLEHME TUPEOUIHBIX FTOPMOHOB; 450
WHAEKC CBA3bIBAHWNSA TUPOKCUHA; MHAEKC CBOBOAHOIO TUpoKcuHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,
TBI, free T4Index, fT4l)
25.02.007 TupeornobynuH (TI) (Thyroglobulin, TG) 280
25.02.008 AHTUTENa K TUpeornobynuuy (AT-TI) (Anti-Thyroglobulin Autoantibodies, 280
Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)
25.02.009 AHTUTENA K TUpeongHoii nepokengase (AT-TIO, MUKPOCOManbHble aHTUTENA) 280
(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO
Antibodies, TPOAb, Anti-TPO)
25.02.010 AHTUTENA K MUKPOCOMa/IbHOM (hpakumm TrpeounToB (AT K MAKPOCOMa/IbHOMY 600
aHTureHy tnpeouutos, AT-MAIT, AMAT, TpeongHble aHTUMUKPOCOMa/IbHbIE
aHTuTena) (Anti-Thyroid Microsomal Antibodies)
25.02.011 AHTUTeNa K peuentopam TTI (AT K peienTopam TUPEOTPONHOro ropMoHa B 1100
CbIBOPOTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRADs, TSH binding inhibitor
immunoglobulin, TBII)
25. OLLEHKA ®YHKLIN 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.03. OueHka
hyHKLUMK Kopbl Haano4veuHKoB (Assessment of adrenocortical function)
25.03.001 Koptuson (F'mapokopTunsor) (Cortisol, Hydrocortisone) 230
25.03.002 CBobogHbIin kopTnaon B Moye (Free Cortisol, Free Hydrocortisone, Urine) 500
25.03.003 Koptuson, cntoHa (Cortisol, Saliva) 600
25.03.004 AnbgoctepoH (Aldosterone) 500
25.03.005 PeHuH (PeHWH nna3Mbl KpoBw, npsamoe onpegenexue) (Direct Renin, Plasma) 600
25.03.006 AJb0CTEPOH-PeHHOBOE cooTHoLLeHMe (Aldosterone-Renin Ratio, ARR) 1500
25. OLIEHKA ®YHKLIW S3HAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.04. OueHka
aHaporeHHoro craryca (Assessment of Androgen Status)
25.04.001 TecTtocTepoH (Testosterone) 280
25.04.002 CB060HbIN TecTOCTePOH (Free Testosterone) 450
25.04.003 AurnppotectoctepoH (A T) (Dihydrotestosterone, DHT) 1000
25.04.004 AHppocTeHnoH (Androstenedione) 900
25.04.005 AHZpoCcTeHAMON rNIoKypoHus (AHLpoCcTaHAMON rNoKypoHUa) (Androstanediol 1000
Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G)
25.04.006 [JernaposnnaHapoctepoH-cynbat (49A-S04, A 3A) (Dehydroepiandrosterone 280
Sulfate, DHEA-S)
25.04.007 17-ketocTepounabl (17-KC) B moye (17-Ketosteroids, Urine) 800
25.04.008 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 280
25.04.009 "nobynuH, cBsi3bIBarOLLMiA NonoBble ropMoHbl (FCHT) (Sex Hormone-Binding 280

Globulin, SHBG)

25. OLIEHKA ®YHKLIN 3H0

KPUHHOWM CUCTEMbI (Assessment of endocrine system function) / 25.05. ScTporeHbl 1
nporectuHbl (Estrogens and Progestins)

25.05.001 Actpaamon (32) (Estradiol, E2) 280
25.05.002 MporectepoH (Progesterone) 280
25. OLLEHKA ®YHKLI 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.06.
HecTepongHble perynatopHble akTopbl nonoBbIx Xene3 (Nonsteroidal Gonadal Factors)

25.06.001 AHTMIONNEPoB ropMoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian 1000

Inhibiting Substance, MIS)

25.06.002 VHrnéud B (Inhibin B) 1000
25.06.003 TpodobnacTuyeckunii 6eta-1-rnnkonpotenH (TBIM) (Trophoblastic 400

beta-1-Globulin, TBG)

25. OLIEHKA ®YHKL 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.07. MOHUTOPWHT
6epeMeHHOCTH, BUOXUMUYECKIME MapKepbl cocTosHMA rsioga (Monitoring of Pregnancy, Biochemical Markers of Fetal

Status)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

25.07.001 XOpVoHMYEeCKNIA roOHaA0TPOMNMH YenoBeka (XY, 6eta-XIY, ?-Xr4y) (Human 280
Chorionic Gonadotropin, HCG)

25.07.002 CB060aHbIN ?-XI'Y (cBOGOAHAA ?-CYyObEAMHILA XOPUOHNYECKOTO 400
roHafoTponuHa yYenoseka) (Free Human Chorionic Gonadotropin, Free HCG)

25.07.003 MnaLeHTapHBbIV nakToreH (XopunoHuyeckuii comatoMammoTponuH) (Placental 600
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic Somatomammotropin,
CS, Human Chorionic Somatomammotropin, hCS)

25.07.004 AccoLMMpoBaHHbI ¢ 6epEMEHHOCTLI0 MPOTENH-A NNa3Mbl 400
(Pregnancy-Associated Plasma Protein-A, PAPP-A)

25.07.005 CBo60aHbIin acTpron (Estriol Free, E3) 390

25.07.006 Anba-etonpotenH (API) (?-Fetoprotein, AFP) 280

25.07.007 MpeHaTa/bHbIA CKPUHUHT Tprucomuid: | Tpumectp (PRISCA-1) (Maternal Screen, 600
First Trimester; Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

25.07.008 MpeHaTasbHbIA CKPUHUHT Tprucomuid: 1l TpumecTp (PRISCA-2) (Maternal Screen, 600
Second Trimester; Prenatal Screening Il; PRISCA |l (Prenatal Risk Calculation))

25. OLLEHKA ®YHKLIN 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.08. OueHka

9HAOKPUHHOM YHKLUMW NomyKenyaoUYHon xenesbl (Assessment of Pancreatic Endocrine Function)

25.08.001 WHcynuH (Insulin) 350

25.08.002 MpounHcynuH (Proinsulin) 600

25.08.003 C-nentug (C-Peptide) 300

25.08.004 OueHKa MHCYNMHOPE3NCTEHTHOCTU: FN1H0KO03a (HaToLaK), MHCYMH (HaToLlakK), 500
pacuet uHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
Homeostasis Model Assessment of Insulin Resistance, HOMA-IR)

25. OLIEHKA ®YHKUWM SHOO0
aMuHbI (Biogenic Amines, BA)

KPUHHOWM CUCTEMbI (Assessment of endocrine system function) / 25.09. BuoreHHble

25.09.001 KaTexonamuHbl (afpeHasnH, HopagpeHanvH, fodammH) B nias3me Kposu — 1700
KATEJT (Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Plasma)
25.09.002 KatexonamuHbl (agpeHanviH, HopagpeHanuH, gojamuH) B Moye (Catecholamines: 1700
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
25.09.003 MeTabonmTbl KaTexoNamMHOB M CEPOTOHWHA: BaHUIUAIMUHAANEBas KNCOTa 2200
(BMK), romoBaHununHoBas kucnota (IF'BK), 5-0KCUMHAONYKCYCHasA KMcnoTa
(5-ONYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hy
25.09.004 MeTaHedpyHbI ((hpakLum) B CYTOUHOI MOYe: MeTaHe(PUH, HOpMeTaHed)pyH 1600
(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine, Normetanephring)
25.09.005 KaTexonamuHbl (afpeHasnH, HopagpeHanuH, godamuH) B Moue (Catecholamines: 1700
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
25.09.006 "'mctamuH B nasme kposu (Histamine, Plasma) 2500
25.09.007 CepOTOHWH B CbIBOPOTKE KPOBU (Serotonin, Serum) 2400
25.09.008 HedpwHbl B nnasme kposu (Nephrines, Plasma) 2000
25. OLLEHKA ®YHKLWN 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.10.
Kanbuunii-perynmpyroLume ropmoHsl (Calcium-requlating hormones)
25.10.001 KanbunTtoHuH (Calcitonin) 650
25.10.002 MapaTnpeonaHblii ropmoH (MapatropmoH, napatupuH, MTI) (Parathyroid 300

Hormone, PTH)

25. OLLEHKA ®YHKL 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.11. FOpMOHbI
YKMpoBoii TKaHm (Adipose Tissue Hormones)

25.11.001

|f|eI'ITI/IH (Leptin)

| 700

25. OLLEHKA ®YHKL 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.12. Perynsiums
aputponoasa (Regulation of Erythropoiesis)

25.12.001 | |3pMTpon03T|/|H (Erythropoetin) | 900

26. MMKPOS3JIEMEHTbI (Microelements) / 26.01. M1Kp03/ieMeHTbI B KPOBU (CbIBOPOTKA KPOBU, Lie/ibHasA KPOBb)

(Microelements, Serum, Venous Blood)

26.01.001 OCHOBHbIE 3CCeHLManbHble (KM3HEHHO HE0OX0AUMbIE) MUKPO3/IEMEHTLI B 1500
CcblBopoTKe KpoBK (Essential Vital Elements, Essential Trace Elements, Serum)

26.01.002 TOKCMYHbIE MUKPO3/IEMEHTbI (TSHKeNble MeTa/bl) B BEHO3HOM Kpou (Toxic 1500
Trace Elements, Toxic Heavy Metals, Venous Blood)

26.01.003 MWKpPO3ieEMEHTbI B CbIBOPOTKE KPOBW U BEHO3HOI KPOBU: CKPUHUHT (Trace 3300
Elements, Serum, VVenous Blood: Screening)

26.01.004 Kagmuii (Cd) B cbiBopoTke Kposu (Cadmium (Cd), Serum ) 850

26.01.005 KobanbT (Co) B cbiBopoTKe Kposu (Cobalt (Co), Serum) 850
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26.01.006 Megb (Cu) B cbiBopoTKe kposwu (Copper (Cu), Serum ) 850
26.01.007 MapraHel, (Mn) B cbiBOpoTKe KpoBu (Manganese (Mn), Serum) 850
26.01.008 CeneH (Se) B cbiBOpOTKe KpoBK (Selenium (Se), Serum) 850
26.01.009 LIMHK (Zn) B cbiBOPOTKE KpoBK (Zinc (Zn), Serum) 850
26.01.010 Hukenb (Ni) B coiBopoTke kposu (Nickel (Ni), Serum) 850
26.01.011 3onoto (Au) B cbiBopoTKe Kposu (Gold (Au), Serum) 850
26.01.012 MonunbaeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 850
26.01.013 Tannwii (T1) B cbiBopoTke Kposu (Thallium (TI), Serum) 850
26.01.014 MbiwbsK (As) B cbIBOPOTKe KpoBu (Arsenic (As), Serum) 850
26.01.015 Vo B cuiBopoTke (lodine, serum) 850
26.01.016 Jlntnia (Li) B cbiBopoTke Kposw (Lithium (Li), serum) 900
26.01.017 Kagmuii (Cd) B BeHo3HO# kposm (Cadmium (Cd), Blood) 850
26.01.018 Kob6anbT (Co) B BeHo3Hoi1 kpom (Cobalt (Co), Blood) 850
26.01.019 Megp (Cu) B BeHo3HOI Kposw (Copper (Cu), Blood) 850
26.01.020 MapraHel (Mn) B BeHO3HO Kposw (Manganese (Mn), Blood) 850
26.01.021 Hukenb (Ni) B BeHo3HoM kpoBu (Nickel (Ni), Blood) 850
26.01.022 CeneH (Se) B BeHO3HOI KpoBw (Selenium (Se), Blood) 850
26.01.023 LInHK (Zn) B BEHO3HOW KpoBu (Zinc (Zn), Blood) 850
26.01.024 CauHel, (Pb) B BeHo3HoI KpoBw (Lead (Pb), Blood) 850
26.01.025 PTyTb (Hg) B BeHo3HOI kposw (Mercury (Hg), Blood) 850
26. MVMIKPO3JIEMEHTbI (Microelements) / 26.02. MukpoanemeHTbl B Mode (Microelements, Urine)
26.02.001 3cceHumanbHble (PKM3HEHHO HEOOXOAMMbIE) U TOKCUYHbIE MUKPO3NEMEHTLI B 2600
Mmoue (Essential Vital Elements, Toxic Trace Elements, Urine)
26.02.002 Kagmuii (Cd) B moye (Cadmium (Cd), Urine) 850
26.02.003 Ko6anbT (Co) B Moye (Cobalt (Co), Urine) 850
26.02.004 Mefb, Moya, pasoBas nopuus (Copper, random urine; Cu) 850
26.02.005 Megp (Cu) B cyTouHoii moye (Copper (Cu), 24-Hours Urine) 850
26.02.006 MapraHel, (Mn) B moye (Manganese (Mn), Urine) 850
26.02.007 CeneH ( Se) B moye (Selenium ( Se), Urine) 850
26.02.008 LIMHK (Zn) B mouye (Zinc (Zn), Urine) 850
26.02.009 Hukenb (Ni) B moye (Nickel (Ni), Urine) 850
26.02.010 CauHel (Pb) B moue (Lead (Pb), Urine) 850
26.02.011 P1yTb (Hg) B Moye (Mercury (Hg), Urine) 850
26.02.012 Tannuia (T1) B moue (Thallium (TI), Urine) 850
26.02.013 MbiwbsK (As) B mode (Arsenic (As), Urine) 850
26.02.014 Antomunnii (Al) B moye (Aluminum (Al), Urine) 850
26.02.015 YKeneso (Fe) B moue (Iron (Fe), Urine) 850
26.02.016 Vog, (1) B moue (lodine (1), Urine) 850
26. MVMIKPO3JIEMEHTbI (Microelements) / 26.03. MukpoasieMeHTbI B Bosiocax (Microelements, Hair)
26.03.001 TOKCUYHbIE MUKPO3nieMeHTbl B Bojiocax (Toxic Trace Elements, Hair) 2800
26.03.002 TOKCUYHBIE 1 3CCEHLMaNbHBIE MUKPO3/IEMeHTbI B Boniocax (Toxic Trace 3000
Elements, Essential Vital Elements, Hair)
26.03.003 BonbLLUOA CKPUHMHT 3neMeHTHOro cocTaea Bonoc (Elemental Composition of 5500
Hair: Screening )
26.03.004 AntomuHnii (Al) B Bonocax (Aluminum (Al), Hair) 850
26.03.005 bapwuii (Ba) B Bonocax (Barium (Ba), Hair) 850
26.03.006 Bepunnuia (Be) B Bonocax (Beryllium (Be), Hair) 850
26.03.007 bop (B) B Bonocax (Boron (B), Hair) 850
26.03.008 Banapguin (V) B Bonocax (Vanadium (V), Hair) 850
26.03.009 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 850
26.03.010 Bonbthpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 850
26.03.011 "annwin (Ga) B Bonocax (Gallium (Ga), Hair) 850
26.03.012 "epmanmin (Ge) B Bonocax (Germanium (Ge), Hair) 850
26.03.013 YKeneso (Fe) B Bonocax (Iron (Fe), Hair) 850
26.03.014 3onoto (Au) B Bostocax (Gold (Au), Hair) 850
26.03.015 Viog (1) B Bonocax (lodine (1), Hair) 850
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26.03.016 Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 850
26.03.017 Kanwuii (K) B Bonocax (Potassium (K), Hair) 850
26.03.018 Kanbumin (Ca) B Bonocax (Calcium (Ca), Hair) 850
26.03.019 Ko6anbT (Co) B Bontocax (Cobalt (Co), Hair) 850
26.03.020 Kpemuuia (Si) B Bonocax (Silica (Si) , Hair) 850
26.03.021 NanTaH (La) B Bonocax (Lantanum 9La), Hair) 850
26.03.022 JNlntnia (Li) B Bonocax (Lithium (Li), Hair) 850
26.03.023 Marnuin (Mg) B Bonocax (Magnesium (Mg), Hair) 850
26.03.024 MapraHel, (Mn) B Bonocax (Manganese (Mn), Hair) 850
26.03.025 Megb (Cu) B Bonocax (Copper (Cu), Hair) 850
26.03.026 Monn6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 850
26.03.027 MbiwbsK (As) B Bonocax (Arsenic (As), Hair) 850
26.03.028 Hatpwuii (Na) B Bonocax (Sodium (Na), Hair) 850
26.03.029 Hwukenb (Ni) B Bonocax (Nickel (Ni), Hair) 850
26.03.030 OnoBo (Sn) B Bosiocax (Tin (Sn), Hair) 850
26.03.031 MnatuHa (Pt) B Bostocax (Platinum (Pt), Hair) 850
26.03.032 PTyTb (HQ) B Boocax (Mercury (Hg), Hair) 850
26.03.033 Py6uawii (Rb) B Bonocax (Rubidium 9Rb), Hair) 850
26.03.034 CauHel, (Pb) B Bonocax (Lead (Pb), Hair) 850
26.03.035 CeneH (Se) B Bonocax (Selenium (Se), Hair) 850
26.03.036 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 850
26.03.037 CtpoHuuii (Sr) B Bonocax (Strontium (Sr), Hair) 850
26.03.038 CypbMa (Sh) B Bonocax (Antimony (Sh), Hair) 850
26.03.039 Tannuia (T1) B Bonocax (Thallium (TI), Hair) 850
26.03.040 docop (P) B Bonocax (Phosphorus (P), Hair) 850
26.03.041 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 850
26.03.042 LIMHK (Zn) B BOonocax (Zinc (Zn), Hair) 850
26.03.043 LinpkoHuii (Zr) B Bonocax (Zirconium (Zr), Hair) 850
26. MKPO3JIEMEHTbI (Microelements) / 26.04. MukpoasieMeHTbI B HOrTax (Microelements, Nails)

26.04.001 TOKCUYHbIE MUKPO3neMeHTbl B HOTrTAX (Toxic Trace Elements, Nails) 1700
26.04.002 TOKCUYHBIE 1 3CCEHLMaBbHBIE MUKPO3/IeMeHTbI B HOTTAX (Toxic Trace Elements, 3000

Essential Vital Elements, Nails)
26.04.003 BonbLLIOA CKPUHMHT 3n1eMeHTHOro cocTaa HorTeli (Elemental Composition of 5000
Nails: Screening )

26.04.004 Antomunnia (Al) B Hortax (Aluminum (Al), Nails) 850
26.04.005 Bapwii (Ba) B Hortsix (Barium (Ba), Nails) 850
26.04.006 Bepunnwii (Be) B HorTsax (Beryllium (Be), Nails) 850
26.04.007 bop (B) B HorTsax (Boron (B), Nails) 850
26.04.008 Banaguin (V) B Hortax (Vanadium (V), Nails) 850
26.04.009 BucmyT (Bi) B Hortsix (Bismuth (Bi), Nails) 850
26.04.010 Bonbthpam (W) B Hortsix (Tungsten, Wolframium (W), Nails) 850
26.04.011 annwuin (Ga) B HorTsx (Gallium (Ga), Nails) 850
26.04.012 epmanuii (Ge) B HorTax (Germanium (Ge), Nails) 850
26.04.013 Yeneso (Fe) B HorTsix (Iron (Fe), Nails) 850
26.04.014 3onoto (Au) B HorTax (Gold (Au), Nails) 850
26.04.015 Viog (1) B HorTsx (lodine (1), Nails) 850
26.04.016 Kagmuii (Cd) B HorTax (Cadmium (Cd), Nails) 850
26.04.017 Kanuii (K) B HorTsx (Potassium (K), Nails) 850
26.04.018 Kanbuwii (Ca) B HorTax (Calcium (Ca), Nails) 850
26.04.019 KobanbT (Co) B HorTsax (Cobalt (Co), Nails) 850
26.04.020 KpemHwuia (Si) B HorTax (Silica (Si), Nails) 850
26.04.021 NaHTaH (La) B HorTsax (Lantanum (La), Nails) 850
26.04.022 Jintwid (Li) B HorTax (Lithium (Li), Nails) 850
26.04.023 Marnwuin (Mg) B HorTsax (Magnesium (Mg), Nails) 850
26.04.024 Mapraned, (Mn) B Hortax (Manganese (Mn), Nails) 850
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26.04.025 Megb (Cu) B HorTsax (Copper (Cu), Nails) 850
26.04.026 Monn6aeH (Mo) B HorTsax (Molybdenum (Mo), Nails) 850
26.04.027 MbiwbsK (As) B HOrtsx (Arsenic (As), Nails) 850
26.04.028 Hatpuin (Na) B Hortsix (Sodium (Na), Nails) 850
26.04.029 Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 850
26.04.030 0noBo (Sn) B HorTax (Tin (Sn), Nails) 850
26.04.031 MnatuHa (Pt) B Hortax (Platinum (Pt), Nails) 850
26.04.032 P1yTb (Hg) B HOrtsax (Mercury (Hg), Nails) 850
26.04.033 Pybuguii (Rb) B HorTax (Rubidium (Rb), Nails) 850
26.04.034 CsuHel, (Pb) B HorTax (Lead (Pb), Nails) 850
26.04.035 CeneH (Se) B HorTax (Selenium (Se), Nails) 850
26.04.036 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 850
26.04.037 CTpoHuuii (Sr) B HOrTsx (Strontium (Sr), Nails) 850
26.04.038 Cypbma (Sh) B Hortax (Antimony (Sb), Nails) 850
26.04.039 Tannuii (T1) B Hortax (Thallium (T1), Nails) 850
26.04.040 doctop (P) B Hortax (Phosphorus (P), Nails) 850
26.04.041 Xpom (Cr) B HorTsx (Chromium (Cr), Nails) 850
26.04.042 LIMHK (Zn) B HOrTax (Zinc (Zn), Nails) 850
26.04.043 LinpkoHuii (Zr) B HorTsx (Zirconium (Zr), Nails) 850

27. NEKAPCTBEHHbIN MOHUTOPWHI (Drug Monitoring) / 27.01. JlekapcTBeHHbI MoHMTOpUHT (Drug Monitoring)

27.01.001 deHobapbutan (SltommHan) (Phenobarbitalum) 2100

27.01.002 ®eHnTOMH (AndeHnH, JunaHTuH) (Phenytoin) 950

27.01.003 Banbnpoeas kucnota (denakuH, KoHeynekc) (Acidum Valproicum, Depakin, 700
Convulexs)

27.01.004 KapbamasenuH (®uHnencuH, Terpeton) (Carbamazepine, Tegretol) 2100

27.01.005 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 900

27.01.006 Takponumyc (Aasarpad, Mporpad), MpoTonuk, Takpocen) (FK506, Advagraf, 1400
Prograf, Protopic, Tacrosel)

27.01.007 JlamoTpumkuH (Lamotrigine) 3100

27.01.008 JNeseTupauetam (Levetiracetam, Keppra®) 3200

27.01.009 Jlntwid (Li) B cbiBopoTke kpoBw (Lithium (Li), serum) 1100

28. ICCJIEOBAHUNA MOUYI (Examinations of Urine) / 28.01. KnuHunyeckue Tectbl (Clinical Tests)

28.01.001 AHanm3 moun obwmin (AHann3 moum obLwmii ¢ MMKpockonueid ocagka) (Complete 180
Urinalysis, Microscopic Examination)

28.01.002 VccnegosaHve Moum o metogy HeunnopeHko (Nechiporenko’s Urine Test) 180

28.01.003 KanbLuii Moum, KauecTBeHHbIl TecT (npoba Cynkosuya) (Sulkowitch Urine 200
Calcium Test)

28. NCCJIEOOBAHUA MOUY I (Examinations of Urine) / 28.02. Broxumusa moun (cyTouHas akckpeuus) (Urine

Biochemistry (Daily Excretion))

28.02.001 AnbbymMuH, Moya (Albumin, Urine) 400

28.02.002 Anb6yMUH/KpPeaTUHNH-COOTHOLLIEHME B Pa3oBoii mopumu moun (OTHOLLEHNME 700
anbbyMUHa K KpeaTVHWUHY B pa3oBoii nopumn moun) (Urine Albumin Creatinine
Ratio, UACR)

28.02.003 I"noko3a, moua (Glucose, Urine) 100

28.02.004 KpeatuHuH, moya (Creatinine, Urine) 100

28.02.005 Mpo6a Pe6epra (KnmpeHe sHAOTEHHOTO KpeaTuHMHA, CKOPOCTb KiyB04KOBOW 100
dunbTpaummn) (Glomerular Filtration Rate, GFR)*

28.02.006 AMunaza B MOYE CyTOYHOMN MW NOPLMOHHON 3a M3MEePEHHOE BPEMS 150
(Anbha-amunasa, guactasa Moumn) (Amylase, 24-Hour or Timed Urine)

28.02.007 MoueBunHa, moya (Urea, Urine) 100

28.02.008 Mouesasi knucnota, Moya (Uric Acid, Urine) 100

28.02.009 O6wwmin 6enok, Moya (Protein Total, Urine) 150

28.02.010 Kanbuuin (Ca), moya (Calcium (Ca), Urine) 100

28.02.011 Kanwuii (K), Hatpuin (Na) (Potasium (K), Sodium (Na)) 150

28.02.012 docdop (P), moua (Phosphorus (P), Urine) 100

28.02.013 Okcanatbl B Moye (Oxalates, Urine) 1400
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28.02.014 KanbLmit-kpeaTMHNHOBOE COOTHOLLIEHME B Pa30BOI NOPLMN MOUM 400
(Calcium-Creatinine Ratio, Random Uring)

28. ICCJIEOBAHNA MOU I (Examinations of Urine) / 28.03. MNcrnxoakTuBHbIE BelecTBa B MoYe (Psychoactive
Substances, Uring)

28.03.001 HapKOTWKM 1 NCUXOTPOMHbIE BELLLECTBA ? CKPUHUHT (KOMMMEKCHBIA aHan3 Mo 3000
Ha onuartbl, aM(eTamMrH, MeTamMmPeTaMUH, KOKauH, KaHHabUHOWAbI 1 X
meTabonutbl) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Ca

28.03.002 KaHHabuHougbl (MapnxyaHa) B Moue (Cannabinoids (Marijuana), Urine)* 1000
28.03.003 Onuatbl (MopuH/repounH) B Moye (Opiates (Morphine/Heroin), Urine)* 1000
28.03.004 BapbuTypatbl B Moye (Barbiturates, Urine)* 1000
28.03.005 «BpefHble NPUBbLIYKMY» (AHaIM3 MOYU HA HUKOTWH, NCUXOTPOMHbLIE 1 3200

HapKOTUYECKWE BELLECTBA, NCUX0AKTMBHbIE /IEKAPCTBEHHbIE MpenapaTbl
(HMKOTVH; NCUXOTPOMHbIE N HAPKOTUYECKME BELLIECTBA, NCUXO0AKTUBHbIE
neKapcTBeHHble npenaparthbl) (Pernicious Habits: Nicotine, Drugs, Psychosti

28. ICCJIEAOBAHNA MOUYI (Examinations of Urine) / 28.04. VccnefoBaHme noveyHoro kamHs (Study of Kidney Stone)

28.04.001 | | KamHu noyeyHble, aHanus (Kidney Stone Analysis) | 3000

29. NCCJIEOOBAHUA KAJIA (Examinations of Feces, Stool Examinations) / 29.01. ccnegoBaHus kana (Examinations of
Feces, Stool Examinations)

29.01.001 Konporpamma (Koprogramma, Stool) 320
29.01.002 AHann3 Kana Ha siiua renbMmHTOB (aiua ravctos) (PRO Stool, Helminth Eggs) 280
29.01.003 AHanm3 Kana Ha aiua rensMuHToB (aiua ramctos) (PRO Stool, Helminth Eggs) 280
29.01.004 AHanns Kana Ha npocteiwme (PRO Stool) 280
29.01.005 ViccnegoBaHue Ha 3HTepo6mo3 (aiiua octpuu), TamnoH (Enterobiasis, Swab) 280
29.01.006 CopepxaHue yrnesoos B Kane (pefyuupytoLive BelecTsa B kasne) (Stool Sugars, 490
Reducing Substances, Fecal)
29.01.007 VccnefoBaHue Kana Ha CKpbITYO KpoBb, 6eH3nanHoBas npoda (Occult Blood 200
Feces Analysis)
29.01.008 CKpbITasi KpoBb B Kasie (KOIOpeKTabHble KPOBOTEUEHWS), KONTMYECTBEHHBIA 600
NMMyHOXMMu4eckunin metog FOB Gold (Quantitative Immunochemical Fecal
Occult Blood, Test FOB Gold)
29.01.009 Jnacrtasa 1 (91), naHkpeatuyeckas anactasa 1 (Elastase 1, E1) 1800
29.01.010 Anbha-1-aHTuTpUncuH B Kane (Alpha-1-Antitrypsin, Feces) 2000
29.01.011 KanbnpotekTuH hekanbHbiin (Fecal Calprotectin) 2000

30. AMATHOCTUKA NHPEKLMOHHbBIX 3ABEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.01.
AneHoBupycHas nHgekumsa (Adenovirus Infection)

30.01.001 AHTUTeNa Knacca IgA K afeHosupycy (Anti-Adenovirus 1gA) 590

30.01.002 AHTuTena knacca IgG Kk afeHosupycy (Anti-Adenovirus 1gG) 590

30. ANATHOCTUKA NHPEKLMOHHbLIX 3AEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.02. Ackapugo3
(Ascariasis)

30.02.001 | |AHT|/|Tena Knacca l1gG K aHtureHam ackapug (Anti-Ascaris lumbricoides 1gG) | 600

30. AMATHOCTUKA MHPEKLMOHHbLIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.03.
Acneprunnes (Aspergillosis)

30.03.001 MneceHb Aspergillus fumigatus (M3), annepren-creumdguyeckme 1gG (Aspergillus 400
fumigatus, 1gG, M3)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.04.
BakTteponaHas daopa (Bacterial flora (Bacteroides spp.))

30.04.001 Baktepouasbl, onpegeneHve AHK B cockobe anuTennanbHbIX KNeToK 300
yporeHuTasibHOro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital Epithelial
Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.05. Boppenwos
(BonesHb Jlaima) (Borreliosis, Lyme Borreliosis, Lyme Disease, L D)

30.05.001 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 250

30.05.002 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 470

30.05.003 AHTuTena knacca IgG k Borrelia burgdorferi, BbisiBNseMble MeTO40M 1250
nmmyHobnotTuHra (Anti-Borrelia burgdorferi 1gG, Immunoblot )

30.05.004 AHTuTeNa knacca IgM k Borrelia burgdorferi, BbISiBNsemMble METOAOM 1250
BectepH-6noTa (Anti-Borrelia burgdorferi IgM, Western Blot (WB))

30.05.005 boppenwnos, onpeaeneHne JHK (Borrelia burgdorferi, DNA)* 400

30.05.006 Boppenun, onpeaeneHune AHK B cuHoBmanbHoi xunakocTu (Borrelia burgdorferi, 500

DNA, Synovial Fluid)*
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30.05.007

Boppenun, onpeaeneHne AHK B cnnHHOMO3roBoii xugkoctu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

500

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.06. BpyLiennes

(Brucellosis)

30.06.001

AHTUTeNa Knacca IgG K BUpYCY BETPAHON OCMbl U OMOSICbIBAOLLErO NMLLas
(Anti-Varicella-Zoster Virus 1gG, Anti-VZV I1gG)

800

30.06.002

AHTUTENA Knacca IgM K BUpYCY BETPSIHOI OCMbI 11 OMOSICLIBAOLLETO NMLLAs
(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

800

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.07.

BUY-nHbekLms (Bupyc nmmyHoaedmumta Yenoseka) (Human Immunodeficiency Virus, HIV)

30.07.001

AHTuTena K BUY 1 1 2 naHtured BUY 1 n 2 (HIV Ag/Ab Combo)

300

30.07.002

BWY-1, onpegeneHve PHK B niasme kposu (HIV RNA, Plasma)*

11000

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.08.

BMY-nHgekyms, nanunnnomMmasmpycHas MHGeKLMs (BUpYC NanuanoMbl Yenoseka) (Human papillomavirus, HPV, HPV

Infection)

30.08.001

Buvpyc nanunnoMbl YeloBeKa BbICOKOTO OHKOTEHHOTO PUCKA, CKPUHUHT 14 TUNOB:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegeneHve AHK B
COCKOGe anuTenuabHbIX KNETOK cin3nucTol npamoin kuwkn (HPV DNA, Scrape
of Rectal Epithelial Cells, 14 Ty

800

30.08.002

Bupyc nannnnomMbl YeoBeKa BbICOKOTO OHKOTEHHOTO PUCKA, CKPUHWUHT 14 TUMOB:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegeneHne JHK B
COCKOo6e anuTenmanbHbIX Knetok potornotkm (HPV DNA, Scrape of Faucial
Epithelial Cells, 14 Types (16, 18,

800

30.08.003

Bupyc nanuniomMbl YeoBeKa BbICOKOr0 OHKOTEHHOT0 PUCKA, CKPUHWUHT 14 TUMOoB:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegeneHve AHK B
COCKOGe 3nuUTeIManbHbIX KNeToK yporeHuTansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14

800

30.08.004

Bupyc nannniombl YesioBeKa BbICOKOrO OHKOMEHHOr 0 pucka, onpegeneHve AHK
16 1 18 Tvnos + KBM B cocko6e anuTeNinanbHbIX KNeTOK YPOreHUTaibHOro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

500

30.08.005

Buvpyc nanunnomMbl Ye/ioBeKa BbICOKOrO OHKOTEHHOTO PUCKa, FEHOTMMMPOBaHWe
[HK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B cockobe
3nuTeNManbHbIX KNeToK cnm3ncToi npsmoin kuwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 14 Types (16, 18,

1100

30.08.006

Burpyc nanunnomMbl Ye/ioBeKa BbICOKOr0 OHKOTEHHOI0 PUCKa, FTeHOTUMPOBaHWe
JOHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B cockobe
anuTenuanbHbIX KNeTok potornoTku (HPV DNA, Scrape of Faucial Epithelial
Cells, 14 Types (16, 18, 31, 33, 35,

1100

30.08.007

Buipyc nanunnombl YeioBeKa BbICOKOTO OHKOTEHHOMO pUCKa, reHOTUMMPOBaHWe
JHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B
cocKobe anuTenuanbHbIX KNeToK yporeHutansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14 Types

1100

30.08.008

Bupyc nannniombl YesioBeKa HU3KOr0 OHKOreHHOr 0 pucka, onpegeneHne AHK 3
TMNOB: 6, 11, 44 + KBM B COCK0O6e anuTennabHbIX KNEeTOK YPOreHUTanbHOro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

500

30.08.009

Bupyc nannnnomMel YenoBeka HU3KOro OHKOreHHOro pucka, onpeaeneHne AHK 3
TUnog: 6, 11, 44 + KBM B cocko6e anuTennanbHbIX KNeTOK CAM3UCTON NpAMOl
knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

500

30.08.010

Bupyc nannniiombl YesioBeKa HU3KOTO OHKOreHHOr0 pucka, onpegeneHne AHK 3
TMNOB: 6, 11, 44 B coCKOGe anuTennasibHbIX KNeTok potornotku (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

500

30.08.011

Bupyc nanunnomsl Yyenoseka, onpegenerdve AHK 4 tunos: 6, 11, 16, 18 + KBM B
COCKOGe anuTeNManbHbIX KNETOK yporeHnTanbHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

900

30.08.012

Bupyc nannnnomsl Yesnoseka, onpegenedve AHK 15 tmnos: 6, 11, 16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 68 + KBM B cockob6e anuTenmanbHbIX KIeTOK
yporeHuTasibHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 15
Types (6, 11, 16, 18, 31, 33, 35,

1000

30.08.013

Bupyc nanunnomsl YesioBeka, onpegenedve AHK 21 tuna: 6, 11, 16, 18, 26, 31,
33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cocKob6e
anuTeNManbHbIX KNeTok yporeHutansHoro tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6,

2400

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.09.

apaHepennes (rapaHepenna) (Gardnerella vaginalis)

30.09.001

|Fapp.Hepenna, onpegeneHve AHK B moue (Gardnerella vaginalis, DNA, Urine)* |

250




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
30.09.002 apgHepenna, onpeaeneHne JHK B cekpeTe npocTathl, 3akynate (Gardnerella 250
vaginalis, DNA, Prostatic Fluid, Semen)*
30.09.003 apaHepenna, onpeaeneHve JHK B cockobe anuTenmnaibHbIX KNeToK 250
yporeHuTasibHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*
30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.10.
"enbmunHTO03 (Helminthiasis)
30.10.001 AHann3 Kana Ha aiiua rensMuHToB (aia ramctos) (PRO Stool, Helminth Eggs) 300
30.10.002 Komnnekc «IMapasutbl» (OMMCTOPXMC, IXMHOKOKKM, TOKCOKapbl, TPUXWUHENTbI) 400

(Parasites: Opisthorchis, Echinococcosis, Toxocara, Trichinella)

30. AMATHOCTUKA NHPEKLMOHHbIX 3ABEOJIEBAHWNN (Serology Diagnosis of Infectious Disease) / 30.11. lenatut A

BUpYcHasa nHekums (Hepatitis A Virus, HAV)

30.11.001 AHTuTena Knacca IgG k Bupycy renatuta A (Anti-HAV I1gG) 500
30.11.002 AxTuTena knacca IgM k supycy renatuta A (Anti-HAV IgM) 600
30.11.003 Bupyc renatuta A, onpegenerdune PHK B coiBopoTke kposu (HAV RNA, Serum)* 500

30. ANATHOCTUKA NMHPEKLIMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.12. lenatuT B

BUPYCHasA NHM

ekuus (Hepatitis B Virus, HBV)

30.12.001 HBs-aHTureH Bupyca renatuta B (HBs-aHTWreH, NOBEPXHOCTHbIA aHTUreH 150
BUpYca renatuta B, «aBCTpanuniicKnii» aHTUreH), KauecTBeHHbIV TecT (HBsSAQ,
Hepatitis B Surface Antigen, Qualitative)
30.12.002 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 400
30.12.003 AHTuTena knaccos IgM u 1gG k HB-core aHTWreHy Bupyca renatuta B, 230
cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;
HBcADb, Total, HBV Core Total Antibodies (1gG + IgM))
30.12.004 AHTUTeNa Knacca IgM k HB-core aHTureHy smpyca renatuta B (Anti-HBc IgM 300
Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM)
30.12.005 AHTuTeNna K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 400
30.12.006 AHTuTeNna K HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) 400
30.12.007 HBs-aHTureH Bupyca renatnta B (HBs-aHTUreH, NOBEPXHOCTHbIV aHTUIeH 1300
BUpYca renatuta B, «aBCTpanuitcKnin» aHTUIeH), KONMMYeCTBEHHBIN TecT (HBSAGQ,
Hepatitis B Surface Antigen, Quantitative)
30.12.008 Bupyc renatuta B, onpegenedne AHK B CbIBOPOTKe KPoBW, KavecTBeHHoe (HBV 400
DNA, Serum, Qualitative)*
30.12.009 Bupyc renatuta B, onpegeneHve JHK B CbIBOPOTKe KPOBM, KOMIMYECTBEHHOE 1800

(HBV DNA, Serum, Quantitative)*

30. AVATHOCTUKA MHDEKLMOHHbIX 3ABO/IEBAHUN (Serology Diagnosis of Infectious Disease) / 30.13. Fenatut C

BUpYycHasa nHekums (Hepatitis C Virus, HCV)

30.13.001 AHTUTeNa Knaccos IgM u 1gG k Bupycy renatuta C, cymmapHo (Anti-HCV Total 240
(I9G + 1gM))*

30.13.002 AHTUTeNa Knacca 1gG K aHTUreHam supyca renatuta C, BbisiB/igemMble METOA0M 3000
nmmyHo610TTMHra (Anti-HCV IgG, Immunoblot)

30.13.003 WHTepneliknH-28B (/1-28B), reHoTUNMpoBaHue (MccneaoBaHme reHeTUUECKNX 1100
MapKepoB, OnpefenatoLLmMX 3PMeKTUBHOCTb NIEUEHUA XPOHMYECKOro renatuta C
nHTepthepoHomM v pubasupuHom) (Interleukin 28 Beta 1L28B, Genotyping (Study
of Genetic Markers Determining Effectivenes

30.13.004 AHTUTENa Knacca IgM K aHTureHam supyca renatuta C (Anti-HCV IgM) 180

30.13.005 AHTUuTena knacca IgG K aHTureHam core, NS3, NS4, NS5 Bupyca renatuta C 400
(Anti-HCV core, NS3, NS4, NS5 1gG)

30.13.006 Komnnekc mapkepos renatutos B n C (NeNe TecToB: 73, 78, 75, 76, 74, 77, 79, 1800
1170) (Markers of Hepatitis B, C )

30.13.007 Bupyc renatuta C, onpegeneHne PHK B cbIBOpOTKe KpoBU, KavecTseHHoe (HCV 600
RNA, Serum, Qualitative)*

30.13.008 Bupyc renatuta C, onpeaeneHne PHK B nna3ve, reHOTUNMPOBaHUe ¢ Cy6Tnamm 1100
(Tunbl 1 (cy6Tvnel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma,

Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

30.13.009 Bupyc renatuta C, konimyectseHHOe onpegeneHve PHK supyca n 1100
reHotunuposaHue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

30.13.010 Bupyc renatuta C (CITO), onpegeneHve PHK B nia3me KpoBW, KONIMUYECTBEHHOE 17000
(HCV RNA, Plasma, Quantitative)*

30.13.011 Bupyc renatuta C, onpegeneHne PHK B cbiBOPOTKe KpoBu metogom IMLIP, 2000

KosnmyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)*




Kog ycnyru |JAHa/INTUY. Ko

HasBaHue ycnyru

LleHa

30.13.012

Bupyc renatuta C (BI'C), ynbTpauyBcTBUTENbHOE OnpefeneHne PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

3000

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.14. lenatut D

BUpYCcHaa nHpekums (Hepatitis D

Virus, HDV)

30.14.001 AHTUTeNa Knacca IgM k Bupycy renatunta D (Anti-HDV IgM) 900
30.14.002 AHTWTENa K aHTUreHam Bupyca renatuta D, cymmapHo (Anti-HDV Total) 170
30.14.003 Bupyc renatuta D, onpegeneHne PHK B cbiBopoTke kpoBn (HDV RNA, Serum)* 600

30. AUATHOCTUKA NHDEKLIMOHHbIX 3ABO/IEBAHII (Serology Diagnosis of Infectious Disease) / 30.15. lenatut E

BUpYycHasa nHdekums (Hepatitis E Virus, HEV)

30.15.001

AHTUTENa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

800

30.15.002

AHTuTena knacca IgG k supycy renaturta E (Anti-HEV 1gG)

800

30. AIMATHOCTUKA NHDEKLIMOHHbIX 3ABOJIEBAHU (Serology Diagnosis of Infectious Disease) / 30.16. l'enatut G
BUpPYCcHas nHekums (supyc renatuta G) (HGV, Hepatitis G Virus)

30.16.001

Bupyc renatuta G, onpegeneHne PHK B cbiBopoTke kposu (HGV RNA, Serum)*l

600

30. ANATHOCTUKA NHPEKLMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.17. eprniec
(repnec-Bupychl Yenoseka 1 n 2 Tmnos, Herpes simplex virus, HSV-1, HSV-2)

30.17.001 AHTUTeNa Knacca IgG k Bupycy npoctoro reprieca 1 u 2 Tunos (Anti-HSV-1, 2 260
19G)

30.17.002 AHTuTena Knacca IgG k supycy npoctoro reprieca 1 tmna (Anti-HSV-1 1gG) 800

30.17.003 AHTuTena Knacca IgG K Bupycy npoctoro reprieca 2 Tmna (Anti-HSV-2 1gG) 600

30.17.004 AHTuTeNa Knacca IgM K Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2 280
IgM)

30.17.005 AHTUTeNa knaccos IgM n IgG, onpegeneHne aBugHOCTU K BUPYCY MPOCTOro 600
repneca 1 n 2 tunos (Anti-HSV-1, 2 IgM, 1gG, Avidity)

30.17.006 "epnecaupyc 1 1 2 TvnoB, onpegeneHune HK B Bbinote (HSV-1, 2 DNA, 250
Exudate)*

30.17.007 epnecsupyc 1 1 2 Tunos, onpegeneHve AHK B cockobe anuTenmanbHbIX KIETOK 250
KOHBLIOHKTMBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

30.17.008 epnecaupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK 250
koxxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

30.17.009 epneceupyc 1 n 2 Tvnos, onpegeneHve JHK B BeHO3HOI kpoBmu (HSV-1, 2 250
DNA, Blood)*

30.17.010 epnecaupyc 1 1 2 TvnoB, onpeaeneHne AHK B moye (HSV-1, 2 DNA, Urine)* 250

30.17.011 epnecsupyc 1 1 2 Trnos, onpegeneHve AHK B cockobe anuTenmanbHbIX KNeToK 250
cnnsmcTon Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

30.17.012 epnecaupyc 1 1 2 TMnoB, onpegeneHne HK B cockobe anuTennanbHbIX KNETOK 250
potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

30.17.013 epnecsupyc 1 1 2 Tunos, onpegeneHve AHK B cbiBopoTKe Kposu (HSV-1, 2 400
DNA, Serum)*

30.17.014 epnecsupyc 1 1 2 Tunos, onpegenedne AHK B citoHe (HSV-1, 2 DNA, Saliva)* 250

30.17.015 epnecsupyc 1 v 2 Trnos, onpegenexne AHK B cCNMHHOMO3r0BOWA XWAKOCTM 250
(HSV-1, 2 DNA, Cerebrospinal Fluid)*

30.17.016 "epnecsupyc 1 n 2 Tvnos, onpegenexdve JHK B cekpeTe npocTarbl, 3AKynsare 250
(HSV-1, 2 DNA, Prostatic Fluid, Semen)*

30.17.017 epnecsupyc 1 1 2 Tunos, onpegeneHve AHK B cockobe anuTenmanbHbIX KNeToK 250
yporeHuTasibHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial
Cells)*

30.17.018 epnecaupyc 1 1 2 TMnoB, onpegeneHne AHK B BbinoTe, TnuposaHune (HSV-1, 450
2 DNA, Exudate, Typing)*

30.17.019 epnecsupyc 1 1 2 Tunos, onpegeneHve AHK B cockobe anuTenmansHbIX KeTOK 450
KOHBIOHKTUBbI, TUNUpoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial
Cells, Typing)*

30.17.020 epnecsupyc 1 n 2 Trnos, onpegeneHne AHK B cockobe anuTenmanbHbIX KIETOK 450
KoXu, TnupoBaHne (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*

30.17.021 epnecaupyc 1 1 2 TMnoB, onpeaeneHne HK B BeHO3HOIN KPOBK, TUNNPOBaHME 600
(HSV-1, 2 DNA, Blood, Typing)*

30.17.022 epnecsupyc 1 1 2 TMnoB, onpegeneHne AHK B Mode, TunuposaHme (HSV-1, 2 500
DNA, Urine, Typing)*

30.17.023 epnecsupyc 1 1 2 Tunos, onpegeneHve AHK B cockobe anuTenmansHbIX KeTOK 450
CNM3NCTOI Hoca, TnuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells,
Typing)*




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

30.17.024 epnecaupyc 1 1 2 TMnoB, onpeaeneHne HK B cockobe anuTennanbHbIX KNETOK 450
poTornoTku, TunmposaHne (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells,
Typing)*

30.17.025 epnecsupyc 1 n 2 Tvnos., onpegenerdve JHK B CbIBOPOTKE KPOBY, TUMMPOBaHMe 600
(HSV-1, 2 DNA, Serum, Typing)*

30.17.026 epnecsupyc 1 n 2 Tvnos, onpegeneHve AHK B cntoHe, TunmposaHue (HSV-1, 2 450
DNA, Saliva, Typing)*

30.17.027 epnecsupyc 1 1 2 Trnos, onpegeneHne AHK B CIMHHOMO3r0BOW XNAKOCTH, 450
TunupoBaHne (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*

30.17.028 ["epnecsupyc 1 n 2 Tunos, onpegeneHme JHK B cekpeTe NnpocTaThl, I9KYNATE, 450
TunuposaHmne (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

30.17.029 epnecaupyc 1 1 2 TMnoB, onpegeneHne HK B cockobe anuTennanbHbIX KNETOK 450
YPOreHUTa/IbHOr 0 TpaKTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital
Epithelial Cells, Typing)*

30. AMATHOCTUKA NMHPEKLMOHHbLIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.18.

epnec-Bupyc Yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)

30.18.001 AHTUTeNa Knacca IgG K repnecsupycy Yenoseka 6 tuna (Anti-HHV-6 1gG) 600

30.18.002 "epnecsupyc 6 Tuna, onpegenedne AHK B Boinote (HSV-6 DNA, Exudate)* 250

30.18.003 epnecsupyc 6 Tvna, onpegenedne JHK B BeHo3HOI KpoBu (HSV-6 DNA, 500
Blood)*

30.18.004 "epnecsupyc 6 Tuna, onpegenedne AHK B moye (HSV-6 DNA, Urine)* 250

30.18.005 epnecsupyc 6 Tuna, onpegeneHne AHK B cockobe anUTeNanbHbIX KNeTOK 250
cnnsmcToii Hoca (HSV-6 DNA, Scrape of Nasal Epithelial Cells)*

30.18.006 epnecsupyc 6 Tuna, onpegeneHne HK B cockobe anUTeNanbHbIX KNeTOK 250
potornotku (HSV-6 DNA, Scrape of Faucial Epithelial Cells)*

30.18.007 epnecsupyc 6 Tuna, onpegeneHne AHK B cbiBopoTke kposu (HSV-6 DNA, 500
Serum)*

30.18.008 "epnecsupyc 6 Tna, onpeaeneHne AHK B cntoHe (HSV-6 DNA, Saliva)* 250

30.18.009 epnecaupyc 6 Tuna, onpeaeneHne AHK B cnnHHoMo3roeoli xxugkoctn (HSV-6 250
DNA, Cerebrospinal Fluid)*

30.18.010 epnecsupyc 6 Tna, onpegeneHne AHK B cekpeTte npocTtaTtbl, 3akynate (HSV-6 250
DNA, Prostatic Fluid, Semen)*

30.18.011 epnecsupyc 6 Tuna, onpegeneHne AHK B cockobe anUTeINanbHbIX KNeTOK 400
yporeHutasbHoro Tpakta (HSV-6 DNA, Scrape of Urogenital Epithelial Cells)*

30.18.012 AHTUTeNa knaccos IgM n IgG, onpegeneHne aBugHOCTY K BUPYCY MPOCTOro 600
repneca 1 n 2 tunos (Anti-HSV-1, 2 IgM, 1gG, Avidity)

30.18.013 Komnnekc nccnegosaHnii Ha TORCH-uHgekumn 1gG n IgM, onpeaeneHue 2000
aBnaHoctu (ToRCH-Infection 1gG, IgM, Avidity)

30.18.014 Komnnekc nccnegosannii Ha TORCH-uHgekuyun IgG v IgM, 6e3 onpeaeneHns 1900
aBnaHoctn (ToRCH-Infection 1gG, IgM, without Avidity)

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.19.

epnec-Bupyc Yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)

30.19.001 |AHTI/ITeJ'Ia Knacca 1gG K repnecsupycy 4venoseka 8 tuna (Anti-HHV-8 1gG) | 600

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.20. MoHopes
(roHokokK) (Neisseria gonorrhoeae)

30.20.001 "oHOKOKK, onpegeneHve AHK B cockobe anuTenmanbHbIX KNeTOK KOHbHOHKTUBbI 250
(Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

30.20.002 "oHokKoKK, onpefeneHne AHK B moue (Neisseria gonorrhoeae, DNA, Urine)* 250

30.20.003 "oHoKoKK, onpeaeneHne JHK B cockobe anuTenmanbHbIX KIETOK CAU3NCTON 250
npsmoii kuwwikn (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

30.20.004 "oHOKOKK, onpefeneHve OHK B cockobe anuTenvanbHbIX KNeTOK pOTOr/I0TKU 250
(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

30.20.005 "oHOKOKK, onpegeneHve AHK B cnHoBmanbHol xungkoctu (Neisseria 500
gonorrhoeae, DNA, Synovial Fluid)*

30.20.006 "oHoKOKK, onpeaeneHne OHK B cekpeTe npocTarthl, askynsTe (Neisseria 250
gonorrhoeae, DNA, Prostatic Fluid, Semen)*

30.20.007 "oHOKOKK, onpegeneHve AHK B cockobe anuTenuanbHbIX KNeToK 250
yporeHuTasibHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
Epithelial Cells)*

30.20.008 MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHue 550

YyBCTBMTEMBHOCTU K aHTUMMKPOGHbLIM npenapatam (GC, Neisseria gonorrhoeae
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.23.
[unz3eHTepus amebHas, amedunas (Entamoeba histolytica)
30.23.001 AHTUTena Knacca IgG K aHTUreHam auseHTepuiAiHoN amebbl (Anti-Entamoeba 600
histolytica 1gG)
30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.24.
[Jun3eHTepus bakTepuanibHas, Wunrennes, wunrennsl (Shigella flexneri, Shigella sonnei)
30.24.001 PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 550
30.24.002 PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) 550
30.24.003 PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) 550
30.24.004 MoceB Ha NaToreHHyo KueyHyto diopy (Stool Culture (Salmonella spp., 600
Shigella spp.). Bacteria Identification)
30.24.005 MoceB Ha NAaTOreHHYH KULLEYHYHO (h10py, ONpeaeneHne YyBCTBUTEIbHOCTM K 700
aHTUMUKPOGHLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)
30.24.006 MoceB Ha NAaTOreHHYH KULLEYHYHO (h1opy, onpeaeneHne YyBCTBUTEIbHOCTM K 700
aHTMMMKPOGHBLIM NpenapaTam u 6akTepurodaram (Stool Culture, Salmonella spp.,
Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)
30. ANATHOCTUKA NMHPEKLMOHHbBIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.25.
Ounbtepus, andTepuinHan nanodvka (Corynebacterium diphtheriae)
30.25.001 AnTuTena knacca IgG k gudtepuitHomy aHaTokcuHy (Anti-Diphtheria Toxoid 1100
19G)
30.25.002 Moces Ha andreputo (Corynebacterium diphtheriae Culture) 700

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABO/IEBAHIWI (Serology Diagnosis of Infectious Disease) / 30.26. iepcuHun,

MepcuHM03, NceBaoTy6epkynes (Ye

rsinia enterocolitica)

30.26.001 AHTuTeNa Kknacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia 550
enterocolitica IgA)
30.26.002 AHTUTeNa Knacca lgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia 550
enterocolitica 1gG)
30.26.003 MoceB Kana Ha nepcuHum (Yersinia enterocolitica, nepcnHnos, onpegenexHume 800
YyBCTBUTE/ILHOCTU K aHTUMUKPOOGHBLIM npenapaTam (Yersinia enterocolitica, Stool
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
30.26.004 PIMIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 550
30.26.005 PIMIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, IHA) 550
30.26.006 PIMIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, IHA) 550
30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.27.
KamnunobakTtepunos, kamnuaobaktep (Campylobacter spp.)
30.27.001 MoceB Kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool 550

Culture. Bacterial Identification)

30. ANATHOCTUKA NHPEKLMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.28. KaHanaos,
KaHamga (Candidiasis, Candida)

30.28.001 AHTuTena Knacca IgG K Candida albicans (Anti-Candida albicans 1gG ) 240

30.28.002 MneceHb Candida albicans, 1gG (M5) (M5 Candida albicans, 1gG ) 400

30.28.003 KaHgnaa, onpegenedne HK B BbinoTe (Candida albicans, DNA, Exudate)* 300

30.28.004 KaHamaa, onpegeneHne HK B cockobe snutenmanbHbIX KNeTok koxu (Candida 250
albicans, DNA, Scrape of Skin Epithelial Cells)*

30.28.005 Kangnpa, onpegenedne AHK B moye (Candida albicans, DNA, Urine)* 250

30.28.006 KaHaupaa, onpegenedme JHK B cockobe anmTennanbHbIX KNeTOK CM3UCTON 250
npsmoii knwwikn (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

30.28.007 KaHngnpa, onpegenedve AHK B cockobe anuTenManbHbIX KNETOK POTOrNO0TKN 250
(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)*

30.28.008 Kangupa, onpegenenve AHK B cntoHe (Candida albicans, DNA, Saliva)* 250

30.28.009 Kangnpa, onpegenenve AHK B cekpete npocTaThl, 3skynate (Candida albicans, 250
DNA, Prostatic Fluid, Semen)*

30.28.010 KaHanaa, onpegeneHne HK B cockobe anuTenmanbHbIX KNeToK 250
yporeHuTasibHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital
Epithelial Cells)*

30.28.011 KaHngmpa (Candida albicans, Candida crusei, Candida glabrata), onpegeneHue 550
[JHK (Candida albicans, Candida crusei, Candida glabrata, DNA)*

30.28.012 KaHauaos, ckpuHuHr 1 Tunuposarmne (Candidiasis, Screening and Typing) 1000

30.28.013 KaHanpos, ckpuHuHr (Candidiasis, Screening ) 400

30.28.014 KaHgnpos, TunuposaHue (Candidiasis, Typing) 700




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

30.28.015

MoceB Ha ApoxkenofobHble rpunbs (pogos Candida, Cryptococcus) ¢
onpefeneHnem YyBCTBUTENbHOCTU K aHTUMMKOTUYecKM npenapatam (Yeast

Culture. Identification and Antimycotic Susceptibility testing)

550

30. ANATHOCTUKA NMHPEKLIMOHHbBIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.29. KneLueBoii

HLEedaInT, BU

pyc KneweBoro aHuedanuta (Flavivirus, Tick-borne encephalitis virus)

30.29.001 AHTUTeNa Knacca IgG K Bupycy knewesoro sHuedanuta (Anti-Tick-borne 300
Encephalitis Virus (TBEV) IgG)

30.29.002 AHTUTeNa Knacca IgM K Bupycy Knewesoro sHuetanuta (Anti-Tick-borne 300
Encephalitis Virus (TBEV) IgM)

30. AMATHOCTUKA NMHPEKLMOHHbBIX 3AEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.30.

Knoctpnamnos, nceBaomemopaHo3Hbiin Konut (Clostridium difficile)

30.30.001 Moces Ha knoctpugum (Clostridium difficile, ncegomem6paHo3HbIA KONT) 800
(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility]
Testing)

30.30.002 Toxin A Clostridium difficile, nceBgoMemMbpaHO3HbIA KOMNT, aHTUMEHHbIA TeCT 700

(Toxin A Clostridium difficile. One Step Rapid Immunochromotographic Assay)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.31. KokntoLwu

(Bordetella pertussis, Whooping Cough)

30.31.001 AHTuTena Knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 800
30.31.002 AHTuTena Knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 800
30.31.003 AHTuTena Knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis 1gM) 800
30.31.004 Koknow (Bordetella pertussis), onpesenenve AHK (Bordetella pertussis, DNA)* 250
30.31.005 MoceB oTAeNSIEMOro POTOrN0TKM Ha 6opaeTennbl (Bordetella 900
pertussis/parapertussis, kokntoLu/napakokntowu) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)
30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.32. Kopb
(Morbillivirus, Measles virus)
30.32.001 AHTUTeNa Knacca IgG Kk Bupycy kopu (Anti-Measles 1gG) 1100
30.32.002 AHTUTENa Knacca IgM K Bupycy Kopm (Anti-Measles IgM) 800

30. AMATHOCTUKA MHPEKLIMIOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.33. KpacHyxa

(Rubella virus)

30.33.001 AHTuTena Knacca IgG Kk Bupycy kpacHyxu (Anti-Rubella IgG) 3380

30.33.002 AHTUTENa Knacca IgM K Bupycy KpacHyxu (Anti-Rubella IgM) 280

30.33.003 AHTUTeNa Knacca 1gG K aHTUreHam BUpyca KpacHyxu, BbiSiB/iieMble METOA0M 2200
nmmyHobnotTuHra (Anti-Rubella 1gG, Immunoblot )

30.33.004 AHTuTeNa Kknacca IgM 1 IgG K BUpYyCYy KpacHyXu, onpeseneHre aBuaHoCTu 900
(Anti-Rubella IgM, 1gG, Avidity)

30.33.005 Bupyc kpacHyxu, onpegenedne AHK B cbiBopoTke Kposu (Rubella Virus, DNA, 450
Serum)*

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.34.

KpunTtocnopunanos, BoasHucTas amapes (Kpuntocnopuann napeym) (Cryptosporidium parvum)

30.34.001 KpunTtocnopugumn napeym (Cryptosporidium parvum), auapeiHblii CUHAPOM, 600
aHTUreHHblIii TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3AEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.35.

JlakTobaKkTepuu, JakTobaunnsbl (Lactobacillus spp.)

30.35.001 NakTobaktepuu, onpeseneHve AHK B cockobe anuTenmanbHbIX KeToK 260
yporeHuTasibHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)*

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.36.

Jluctepmos, nuctepun (Listeria monocytogenes, Listeriosis)

30.36.001 Nnctepun, onpegenerne AHK B cockobe anuTenmanbHbIX KNETOK CAN3NCTON 350
Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

30.36.002 NucTepun, onpegeneHne JHK B nnasme kposu (Listeria monocytogenes, DNA, 300
Plasma)*

30.36.003 NucTepun, onpeaeneHne HK B cockobe snuTennanbHbIX KNETOK POTOMIOTKM 400
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

30.36.004 INuctepun, onpegeneHne AHK B cHoBManbHoi xuakocTu (Listeria 450
monocytogenes, DNA, Synovial Fluid)*

30.36.005 Nnctepun, onpegeneqne AHK B cnMHHOMO3roBow xugkoctu (Listeria 300
monocytogenes, DNA, Cerebrospinal Fluid)*

30.36.006 MoceB rMHeKoNOrMyeckKoro Matepuana Ha nuctepuu (Listeria monocytogenes, 800

nuctepuno3s) (Listeria monocytogenes Culture. Bacteria Identification)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.37.
Jambnunos,namoenuu (Giardia lamblia intestinalis)

30.37.001 AHTUTeNa KnaccoB IgM, IgG, IgA K aHTUreHam nsam6nia, CyMmmapHO 600
(Anti-Giardia lamblia IgM, 1gG, IgA, Total)

30.37.002 Naménun (Giardia liamblia), gnapeiiHblii CMHAPOM, aHTUTeHHbIA TecT (Giardia 800
liamblia. One Step Rapid Immunochromotographic Assay)

30.37.003 AHTuTeNa Knacca IgM K aHTureHam namb6aunii (Anti-Giardia lamblia IgM) 300

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.38.

MeHunHIrnT, MeHnHrokokk (Neisseria meningitides)

30.38.001 MoceB Ha MEHWHTOKOKKM, OMpeAeneHmne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM 800

npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

30. ANATHOCTUKA NHPEKLIMOHHbLIX 3ABEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.39. Myko3bl

(napasuTapHble rpnbbl — aepmatTodnTbl) (SKin and Nail Mycoses)

30.39.001 Mapa3suTapHble FPUbLI, MMKPOCKOMUYECKOe McceaoBaHMe Npob HorTeid (Fungal 1000
Infections of Nails)

30.39.002 Mapa3snTtapHble rprbbl, MUKPOCKOMMYECKOe uccnefosaHne npob koxu (Fungal 1000
Infections of Skin)

30.39.003 MWuKpOCKOMMSA 1 NOCceB Ha NapasuTapHble rprbbl (Koxa) (Parasitic Fungi, 1700
Microscopy and Culture (skin))

30.39.004 MUKpOCKOMMsA 1 NOCEB Ha NapasuTapHble rpubbl (Hortu) (Parasitic Fungi, 1700

Microscopy and Culture (nails))

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.40.
MwukonnasmeHHasa nHgeKLUus, Mukonaasmos (Mycoplasma genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

30.40.001 Mukonnasma (Mycoplasma hominis), onpegeneHune HK B mouye (Mycoplasma 250
hominis, DNA, Urine)*

30.40.002 Mukonnasma (Mycoplasma hominis), onpegeneHne HK B cekpeTe npocTaThl, 250
askynsate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

30.40.003 Mukonnasma (Mycoplasma hominis), onpegeneHue HK B cockobe 250
anuTeNManbHbIX KNETOK yporeHutansHoro tpakta (Mycoplasma hominis, DNA,
Scrape of Urogenital Epithelial Cells)*

30.40.004 Mukonnasma (Mycoplasma genitalium), onpegeneHne AHK B moye (Mycoplasma 250
genitalium, DNA, Urine)*

30.40.005 Mukonnasma (Mycoplasma genitalium), onpegenenne HK B cekpeTe npocTaThl, 250
agkyngare (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

30.40.006 Mukonnasma (Mycoplasma genitalium), onpegenenve AHK B cockobe 250
anuTeNMabHbIX KETOK yporeHutasbHoro tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)*

30.40.007 Mukonnasma (Mycoplasma pneumoniae), onpegeneHue JHK B mokpoTe 430
(Mycoplasma pneumoniae, DNA, Sputum)*

30.40.008 Mukonnasma (Mycoplasma pneumoniae), onpegeneHune JHK B nnasme Kposu 430
(Mycoplasma pneumoniae, DNA, Plasma)*

30.40.009 Mukonnasma (Mycoplasma pneumoniae), onpegeneHne HK B cockobe 380
anuTennanbHbIX KNeTok potornotku (Mycoplasma pneumoniae, DNA, Scrape of
Faucial Epithelial Cells)*

30.40.010 Mwkonnasma (Mycoplasma pneumoniae), onpegeneHune AHK B critoHe 380
(Mycoplasma pneumoniae, DNA, Saliva)*

30.40.011 AHTUTeNa Knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma hominis 1100
IgM, 19G)

30.40.012 AHTuTena Knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 650

30.40.013 AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 450

30.40.014 AHTuTENa Knaccos IgM 1 1gG k Mycoplasma pneumoniae (Anti-Mycoplasma 1100
pneumoniae IgM, 1gG)

30.40.015 AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma 600
pneumoniae IgM)

30.40.016 AHTUTena Knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniag 600
19G)

30.40.017 AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 400

30.40.018 AHTUTeNa Knaccos 1gG un IgA kK Mycoplasma hominis (Anti-Mycoplasma hominis 900

1gG, IgA)

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.41.
MuKpo6MoLIEHO3 yporeHnTasibHoro TpakTa (Urogenital Tract Microbiocenosis)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
30.41.001 NakTtob6akTepun, onpefenedme AHK B cockobe anuTenmanbHbIX KNeToK 250
yporeHuTasibHOro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)*
30.41.002 Baktepouasbl, onpegeneHve OHK B cockobe anuTenmnanbHbIX KNeToK 250
yporeHuTasibHOro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital Epithelial
Cells)*
30.41.003 MobunyHkyc, onpegeneHune JHK B cockobe anuTennaibHbIX KNeToK 250
yporeHuTasibHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
Epithelial Cells)
30.41.004 CKPUHWHT MUKpOhNopbl yporeHUTansHoro Tpakta (13 + KBM), cockob 1550
ANUTENVaNbHBIX KNETOK yporeHutanbHoro TpakTa (Microflora of Urogenital
Tract, Scrape of Urogenital Epithelial Cells, Screening)*
30.41.005 BoisineHue Bo3byanteneid MMM (7 + KBM), cockob anuTennanbHbIX KNeTok 950
yporeHutasibHoro Tpakta (ldentification of Sexually Transmitted Infections (STI)
Pathogens, Scrape of Urogenital Epithelial Cells)*
30.41.006 OEMO®JIOP-9 + KBM, cOCKO6 3nuTeIManbHbIX KNETOK YPOreHUTaIbHOro 1100
TpakTa (FEMOFLOR?9, Scrape of Urogenital Epithelial Cells)*
30.41.007 OEMO®DJIOP-17 + KBM, cockob anmTenmanbHbIX KNETOK YPOreHUTaslbHOro 1760
TpakTa (FEMOFLOR?17, Scrape of Urogenital Epithelial Cells)*
30.41.008 MHBNO®JIOP ? KOMMNNEKCHOE UCCNeaoBaHMe MUKPOMIOPbI YPOreHNTaIbHOro 3000
TpakTa (INBIOFLOR ? Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT))
30.41.009 BbisiBneHue Bo3oyauTeneii UMMM (4 + KBM): onpegenerne AHK Chlamydia 1700
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, AHK uenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA,
30.41.010 BakTepuanbHblii BarmHo3 (Bacterial Vaginosis, BV) 1700
30.41.011 MHBWO®JTIOP ? ycnoBHO-NaToreHHbIe M1KOMIa3Mbl YeloBeKa (YPOoreHTabHbIi 550
cKpuHuHr) (INBIOFLOR ? Mycoplasma, Urogenital Screening)
30.41.012 KaHamaos, ckpuHuHT 1 TunmposaHme (Candidiasis, Screening and Typing) 1050
30.41.013 KaHampaos, ckpuHuHr (Candidiasis, Screening ) 450
30.41.014 KaHgnpaos, TunmposaHue (Candidiasis, Typing) 700
30.41.015 YCNoBHO-MATOreHHbIE MUKOMIa3Mbl, MOHUTOPUHT 3(EKTUBHOCTUN NeYeHNs 450
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of
Treatments)
30.41.016 Y CNOBHO-MATOreHHbIE MUKOMNNa3Mbl, MOHUTOPUHT 3W(EKTUBHOCTMN NeYEHNS 450
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)
30.41.017 YCNOBHO-NATOreHHbIE MUKOM/a3Mbl, MOHUTOPUHT 3((EKTUBHOCTU fIeYeHUs 450
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)
30. ANATHOCTUKA NHPEKLIMOHHbIX 3ABO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.42.
MobunyHkyc (Mobiluncus curtisii, M. mulieris)
30.42.001 MobunyHkyc, onpegeneHune JHK B cockobe anuTennaibHbIX KNeToK 250
yporeHuTasibHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
Epithelial Cells)
30. ANATHOCTUKA NHDEKLIMOHHbIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.44.
OnucTopxo3 (Kowaybs AByycTKa, Opisthorchis felineus)
30.44.001 AHTuTena Knacca IgG K aHTureHam onuctopxumca (Anti-Opisthorchis felineus 300
1gG)
30.44.002 AHTUTeNa KnaccoB IgM, 1gG 1 umpkynupytowme MMMyHHble kKomnsekcebl (LINK) K 300

aHTureHam onucropxuca (Anti-Opisthorchis felineus IgM, 19G, Circulating
Immune Complexes (CIC))

30. AMATHOCTUKA NHPEKLMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.45. OcTpble

KuLleYHble nHdekumn (Acute Inte

stinal Infections)

30.45.001 JHTeposupychl, onpefgeneHne PHK B kane (Enterovirus, RNA, Fecal) 500
30.45.003 OcTpble K1WeYyHble UHgekummn, MNLP-CKPUHUHT BOCbMU 6aKTepuasbHbIX 1 1300
BMPYCHbIX BO30YAMTENE OCTPbIX KMLLEYHbIX MHKeKLMiA B kane (Acute Intestinal
Infections, PCR, Fecal)
30.45.004 OcTpble KuweYyHble UHGeKLMK, MLP-CKPUHUHE TPEX BUPYCHBIX BO3OYAMTENEN, 1400

kan (Acute Intestinal Infections, PCR, Fecal)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.46.

Mapakokntowl (Bordetella parapertussis)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

30.46.001

MoceB 0TAeNsieMOro poTornoTkK Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakokntow) (Bordetella

pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

900

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.47. MapoTut

anuaemmnyeckuin (Parotitis epidemica, Mumps, Epidemic Parotitis)
30.47.001 AHTUTeNa Knacca IgG K Bupycy anngemmyeckoro napotuta (Anti-Mumps 1gG) 700
30.47.002 AHTUTeNa Knacca IgM K Bupycy snuaemmnyeckoro napotuta (Anti-Mumps IgM) 700

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.48.

[MpocTenumne: an3eHTeEpUnHasa ameba, namonus, 6anaHTuanii (Entamoeba histolytica, Giardia intestinalis, Balantidium coli)

30.48.001

|AH6J'II/I3 Kana Ha npocTteliume (PRO Stool)

300

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.49.

PecnnpaTopHO-CUHUMTUaIbHASA MHDEKLNS (PecnUpaToOpPHO-CUHUMTUa/IbHBIV BUPYC) (Respiratory Syncytial Virus, RSV)

30.49.001 AHTUTeNa Knacca 1gG K pecnupaTtopHO-CUHUUTUANILHOMY BUPYCY 700
(Anti-Respiratory Syncytial Virus (RSV) 1gG)

30.49.002 AHTUTeNa Knacca IgM K pecnnpaTopHO-CUHLUTHAIbHOMY BUPYCY 700
(Anti-Respiratory Syncytial Virus (RSV) IgM)

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.50.

PuKKeTcKnos, TUt cbinHol (pukketcumn) (Typhus, Rickettsia prowazekii)

30.50.001 PIMIA ¢ cbINHOTMU(O3HLIM AMarHOCTUKYMOM puKKeTcuid MpoBaveka (Rickettsia 550
prowazekii, IHA)

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.51.

PoTaBupycHas nHekums (potasupyc) (Rotavirus)

30.51.001 PoTtaBupyc (Rotavirus), AuapeiiHblil CUHAPOM, aHTUIeHHBIV TecT (Rotavirus Direct 500
Detection by Latex Agglutination)

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.52.

CanbmoHebl (T 6ptoLlHoii, napaTud, canbMmoHennes, Salmonella spp.)

30.52.001 AxTtutena k Salmonella typhi, PIT"A (Salmonella typhi Antibodies, IHA) 500

30.52.002 PMI"A ¢ Salmonella gr.A (Salmonella gr.A, IHA) 500

30.52.003 PMIA c¢ Salmonella gr.B (Salmonella gr.B, IHA) 500

30.52.004 PMIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 500

30.52.005 PIMIA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 500

30.52.006 AnTuTena Kk Salmonella gr.E, PMIA (Salmonella gr.E Antibodies, IHA) 500

30.52.007 PIMIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 500

30.52.008 MoceB Ha NaToreHHyo KuwevHyto giopy (Stool Culture (Salmonella spp., 600
Shigella spp.). Bacteria Identification)

30.52.009 lMoceB Ha NaTOreHHYH KULLEYHYHO (opy, OnpeenieHne YyBCTBUTENbHOCTU K 800
aHTUMUKPOGHLIM npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria ldentification and Antibiotic Susceptibility Testing)

30.52.010 MoceB Ha NaTOreHHYH KULLEYHYHO (h1opy, OnpejeneHne YyBCTBUTEIbHOCTM K 800

aHTUMMKPOB6HLIM Npenapatam 1 6akTepuodaram (Stool Culture, Salmonella spp.,
Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage

Efficiency Testing)

30. AMATHOCTUKA MHPEKLIMIOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.53. Cucmnuc
(Treponema pallidum, Syphilis)

30.53.001 Cuunnc RPR — aHTukapamonunmHosblid TecT (Syphilis RPR (Rapid Plasma 100
Reagins), Anticardiolipin Test)

30.53.002 AHTUTeNa KnaccoB IgM 1 1gG Kk Treponema pallidum, cymmapHo 300
(Anti-Treponema pallidum 1gM, IgG, Total)

30.53.003 AHTuTena knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM ) 600

30.53.004 AHTUTeNa Knacca IgM K Treponema pallidum, BbisiBNsieMble METOAOM 2600
MMMYHO6/10TTUHIa (Anti-Treponema pallidum IgM, Immunoblot )

30.53.005 AxTuTena knacca IgG k Treponema pallidum, BbisiBNsieMble METOLOM 2100
nMMyHo6/10TTUHTa (Anti-Treponema pallidum 1gG, Immunoblot )

30.53.006 Peakuymsa BaccepmaHa (RW) Ha cugmnmc (KOMMIEKC CEPOIOrMYecKmX peakumin Ha 900
cuunnc) (Wassermann Reaction (RW), Wassermann Test)

30.53.007 BnegHas TpenoHema, onpegeneHve JHK B cocko6e anmMTenmanbHbIX KNeToK 250
KOHbOHKTMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial
Cells )*

30.53.008 bnefgHas TpenoHema, onpegenedve AHK B cOCK0oGe annTenmabHbIX KNETOK KOXU 250
(Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*

30.53.009 BnegHan TpenoHema, onpegeneHve AHK B moye (Treponema pallidum, DNA, 250

Urine)*




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

30.53.010

bnegHas TpenoHema, onpegeneHne AHK B otaensemom (Treponema pallidum,
DNA, Secretion)*

250

30.53.011

brefHas TpenoHema, onpefeneHne AHK B cOCko6e anuTenmaNbHbIX KeTOK
potornotku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*

250

30.53.012

BrefHas TpenoHema, onpegenedve AHK B cbiBOpoTKe KpoBw (Treponema
pallidum, DNA, Serum)*

400

30.53.013

BrnegHas TpenoHema, onpegeneHve AHK B CMMHHOMO3r0BOI XMAKOCTH
(Treponema pallidum, DNA, Cerebrospinal Fluid)*

250

30.53.014

bnegHas TpenoHema, onpegeneHve AHK B cekpeTe npocTarhbl, 3Ky naTe
(Treponema pallidum, DNA, Prostatic Fluid, Semen)*

250

30.53.015

brnegHas TpenoHema, onpegeneHme AHK B cOCkoGe anuTenmabHbIX KNeToK
yporeHuTasibHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital
Epithelial Cells)*

250

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.54.

CTadnn1oKoKKoBas MHbeKLMS (CTadMI0KOKK 30/10TUCTbINW, Staphylococcus aureus)

30.54.001

MoceB Ha 3010TUCTbIA CTAPUNOKOKK (METULMANNH-PE3UCTEHTHbIA 30/10TUCTbIA
cTadmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification)

500

30.54.002

MoceB Ha 30M10TUCTLIN CTaUIOKOKK (METULMMIMH-PE3UCTEHTHBIA 30/10TUCTbIN
cTacmnokokk, MP3C) (Staphylococcus aureus), onpezeneHvie 4yBCTBUTENbHOCTU
K aHTUMUKPOOHBIM npenapaTam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Ba

500

30.54.003

MoceB Ha 3010TUCTbIA CTatiMIOKOKK (METULIMANNH-PE3NCTEHTHBIA 30/10TUCTLIN
cTathmnokokk, MP3C) (Staphylococcus aureus), onpefeneHve 4yBCTBUTENbHOCTU
K pacLUMpeHHOMY CNeKTpy aHTUMUKPOOHBIX npenapatos (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureu

800

30.54.004

MoceB Ha 3010TUCTbIA CTAPUNOKOKK (METULMANNH-PE3UCTEHTHbIA 30/10TUCTbIA
cTathmnokokk, MP3C) (Staphylococcus aureus), ornpefeneHve 4yBCTBUTENbHOCTU
K aHTUMMKPOBGHLIM Npenapatam 1 6akTeprodgaram (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — M

760

30.54.005

MoceB Ha 30M10TUCTBIN cTadmnoKokk (Staphylococcus aureus) (Staphylococcus
aureus Culture. Bacteria Identification)

760

30.54.006

MoceB Ha 30M10TUCTLIN cTaMNOKOKK (Staphylococcus aureus), onpegeneHune
YyBCTBUTENLHOCTM K aHTUMUKPOOGHBIM npenapaTam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

760

30.54.007

MoceB Ha 30M10TUCTBIN cTadmMnoKokk (Staphylococcus aureus), onpeaeneHune
UyBCTBUTEMbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTVMMKPOOHbLIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)

800

30.54.008

MoceB Ha 30110TUCTLIN cTadMNoKoKK (Staphylococcus aureus, onpegeneHve
YyBCTBUTENbHOCTM K aHTUMUKPOGHLIM NpenapatamM 1 6akTepuodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)

900

30. ANATHOCTUKA NHDEKLIMOHHbIX 3ABO/IEBAHII (Serology Diagnosis of Infectious Disease) / 30.55. CToN6HSAK

(Tetanus)

30.55.001 | |AHTI/ITel'Ia Knacca 1gG K ctonbHa4Homy aHaTokcuHy (Anti-Tetanus toxoid 1gG) | 1100

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.56.

CTpenToKOKKOBas MH(eKUus (CTpenToKoKKKM rpynn A u B) (Streptococcus group A, B, S. pyogenes, S. agalactiae)

(Streptococcal Infection)

30.56.001 CtpenTokoKk, onpefenernve HK B MokpoTe (Streptococcus spp., DNA, 800
Sputum)*

30.56.002 CTpenToKOKK, onpegeneHve AHK B nna3me KpoBu (Streptococcus spp., DNA, 670
Plasma)*

30.56.003 CTpenToKOKK, onpefeneHne AHK B cOCK0Ge anmTenmanbHbIX KNeTOK POTOrN0TKM 400
(Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*

30.56.004 CtpenToKoKK, onpefenenve AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 400

30.56.005 MoceB Ha GeTa-reMoMTMYeCKUiA CTPENTOKOKK rpynnbl A (Streptococcus group A, 900
Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

30.56.006 MoceB Ha GeTa-reMoMTMYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A, 1100

Streptococcus pyogenes), OnpeaenieHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM
npenapataM (Streptococcus pyogenes Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

30.56.007 MoceB Ha GeTa-reMonMTMYECKNiA CTPENTOKOKK rpynmnbl B (Streptococcus group B, 500
Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

30.56.008 MoceB Ha GeTa-reMoMTUYECKUIA CTPENTOKOKK rpyninbl B (Streptococcus group B, 900
Streptococcus agalactiae), onpeaeneHne YyBCTBUTEIbHOCTY K @aHTUMMUKPOGHbIM
npenapatam (Streptococcus agalactiae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

30.56.009 CTpenTOKOKK rpynnsl B, aHTUreHHbI TecT (Streptococcus Group B. One Step 760
Rapid Immunochromotographic Assay)

30. AUATHOCTUKA NHDEKLIMOHHbIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.57.

CTtpoHrunonao3s (Strongyloides stercoralis)

30.57.001 AHTUTeNa Knacca IgG K aHTureHam cTpoHrunongosa (Anti-Strongyloides 1300
stercoralis 1gG)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.58.

T-numdoTponHbIn BUpyc (Deltaretrovirus, Human T-Lymphotropic Virus, HTLV)

30.58.001 AHTUTENa Knacca IgG K T-numgoTponHoMy BUpYCY Yenoseka Tvna 1 u 2 TMnos 400
(Anti-HTLV-1, 2 19G )

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.59.

ToKcokapo3 (TokcoKapa, Toxocara canis)

30.59.001 | |AHT|/|Tena knacca IgG K aHTureHam Tokcokap (Anti-Toxocara 1gG) | 220

30. ANATHOCTUKA NHDEKLIMOHHbIX 3ABO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.60.

Tokconnasmos (Tokcorsiasma) (Toxoplasmosis, Toxoplasma gondii)

30.60.001 AnTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii 1gG) 300

30.60.002 AHTuTena knacca IgM Kk Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 300

30.60.003 AHTuTeNa Knaccos IgM 1 1gG k Toxoplasma gondii, onpefeneHne aBugHOCTK 760
(Anti-Toxoplasma gondii IgM, 1gG, Avidity)

30.60.004 Tokconnasma, onpegaenenve AHK B Bbinote (Toxoplasma gondii, DNA, 170
Exudate)*

30.60.005 Tokconnasma, onpegenerdve AHK B cbiBopoTke Kposu (Toxoplasma gondii, 400
DNA, Serum)*

30.60.006 Tokconnasma, onpegeneHne AHK B cnimHHOMO3roBoii xmakoctu (Toxoplasma 170
gondii, DNA, Cerebrospinal Fluid)*

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.61.

TpuxuHennes (TpyxuHenna, Trichinella spiralis)

30.61.001 AHTUTeNa Knacca IgG K aHTureHam tpuxmHenn (Anti-Trichinella 1gG) 500

30.61.002 AHTUTENa Knaccos IgM 1 1gG K aHTureHam Tpuxuxenn (Anti-Trichinella IgM, 900
19G)

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.62.

TpuxomoHmas (TpuxomoHaaa) (Trichomonas vaginalis, Trichomoniasis)

30.62.001 AHTuTena Knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 260

30.62.002 AHTUTena knaccos 1gG u IgA k Trichomonas vaginalis (Anti-Trichomonas 260
vaginalis 1gG, 1gA)

30.62.003 TpuxomoHaaa, onpegeneHne AHK B moye (Trichomonas vaginalis, DNA, Urine)* 250

30.62.004 TpuxomoHaaa, onpegeneHne AHK B cekpeTe npocTathl, 3skynate (Trichomonas 250
vaginalis, DNA, Prostatic Fluid, Semen)*

30.62.005 TpuxomoHaga, onpegeneHve AHK B cockobe anuTenmanbHbIX KIETOK 250
yporeHuTasibHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.63.

Tybepkynes (MMKobakTepun Tybepkysesa) (Mycobacterium Tuberculosis)

30.63.001 AHTUTeNa KnaccoB IgM, IgA, IgG k Mycobacterium tuberculosis, cymmapHo 1500
(Anti-Mycobacterium tuberculosis IgM, IgA, 19G, Total)

30.63.002 MukobakTepumn Ty6epkynesa, onpegeneHve AHK B Boinote (Mycobacterium 300
tuberculosis, DNA, Exudate)*

30.63.003 MukobakTepun Tybepkynesa, onpefenedme AHK B MmokpoTe (Mycobacterium 500
tuberculosis, DNA, Sputum)*

30.63.004 MukobakTepumn Ty6epkynesa, onpegeneHve JHK B MeHCTpyasibHOI KPoBWU 300
(Mycobacterium tuberculosis, DNA, Menstrual Blood)*

30.63.005 MukobakTepumn Tybepkynesa, onpegeneHve AHK B moue (Mycobacterium 250
tuberculosis, DNA, Urine)*

30.63.006 MukobakTepun Tybepkynesa, onpegeneHme HK B CbIBOPOTKe KPOBU 400

(Mycobacterium tuberculosis, DNA, Serum)*




Kog ycnyru |JAHa/INTUY. Ko

HasBaHue ycnyru

LleHa

30.63.007 MukobakTepun Tybepkynesa, onpegeneHne JHK B CUHOBMAIbHOM XNAKOCTN 400
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

30.63.008 MukobakTepuu Tybepkynesa, onpegeneHne JHK B CIMHHOMO3r0BOI XMAKOCTU 300
(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

30.63.009 MukobakTepun Tybepkynesa, onpefenedme AHK B cekpeTe npocTaTsl, 39KynsaTe 250
(Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.64.

Ypeannasmos (ypeansasmbl) (Ureaplasmosis, Ureaplasma spp., Ureaplasma urealyticum, Ureaplasma parvum)

30.64.001 AnTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 280
19G)

30.64.002 AnTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 280
1gA)

30.64.003 AHTuTena knaccoB 1gG n IgA K Ureaplasma urealyticum (Anti-Ureaplasma 280
urealyticum IgG, IgA)

30.64.004 Ypeannasma (Ureaplasma urealyticum) (6mnosap T-960), onpeaeneHve AHK B 250
moue (Ureaplasma urealyticum (T-960), DNA, Urine)*

30.64.005 Ypeannasma (Ureaplasma urealyticum) (6uoBap T-960), onpegeneHne AHK B 250
cekpeTe npocTaThbl, 3skynate (Ureaplasma urealyticum (T-960), DNA, Prostatic
Fluid, Semen)*

30.64.006 Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeseneHve AHK B 250
COCKOGe anuTeNManbHbIX KNETOK yporeHnTanbHoro TpakTta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

30.64.007 Ypeannasma (Ureaplasma parvum), onpegeneHne AHK B moye (Ureaplasma 250
parvum, DNA, Uring)*

30.64.008 Ypeannasma (Ureaplasma parvum), onpegenedne AHK B cekpeTe npocTaThbl, 250
askynsate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

30.64.009 Ypeannasma (Ureaplasma parvum), onpegeneHue AHK B cockobe 250
anuTeNManbHbIX KNeToK yporeHutansHoro tpakta (Ureaplasma parvum, DNA,
Scrape of Urogenital Epithelial Cells)*

30.64.010 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHne JHK 250
B Moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

30.64.011 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHune HK 250
B cekpeTe npocTarthl, akynsaTe (Ureaplasma urealyticum + Ureaplasma parvum,
DNA, Prostatic Fluid, Semen)*

30.64.012 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK 250
B COCKO6E anuTenabHbIX KNEeTOK yporeHnTasibHoro TpakTa (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.65.

XenukobakTepHas nHekums (xenmkobakrtep) (Helicobacter pylori)

30.65.001 AnTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 300

30.65.002 AxTutena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 700

30.65.003 AxTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 700

30.65.004 AHTuTena knacca IgG k Helicobacter pylori, BbisiBnsieMble METOLOM 2200
nMmmMmyHob6oTTUHra (Anti-Helicobacter pylori 1gG, Immunoblot)

30.65.005 AHTuTena knacca IgA k Helicobacter pylori, BbisiBnsieMble METOLOM 2200
nmmyHob6noTTUHra (Anti-Helicobacter pylori IgA, Immunoblot)

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.66.

XnamunguniiHas nHgekums, xnammanos (xnammugmm) (Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,

Chlamydophila pneumoniae)

30.66.001 AHTUTena Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA 200

30.66.002 AHnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 200
19G)

30.66.003 AHTuTeNa KnaccoB IgA n IgG k Chlamydia trachomatis, pasgensHo 250
(Anti-Chlamydia trachomatis IgA, 19G)

30.66.004 AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis 500
IgM)

30.66.005 AxTutena knacca IgM u IgG k Chlamydophila pneumoniae (anti-Chlamydophila 350
pneumoniae IgM, 1gG)

30.66.006 AHTuTena knacca IgG k 6enky Tennosoro woka (bTLL) Chlamydia trachomatis 900
(Anti-cHSP60 I1gG)

30.66.007 XenukobakTep nunopwu, onpegenedne AHK B 6uonTtaTe CAN3NCTOM Xenyaka 700
n/vnn aeeHaguatunepcTHol kuwku (Helicobacter pylori, DNA, Bioptates of
Gastric Mucosa and/or Duodenum, PCR)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

30.66.008 Xnamuausa (Chlamydia trachomatis), onpegeneHne AHK B Bbinote (Chlamydia 250
trachomatis, DNA, Exudate)*

30.66.009 Xnamungusa (Chlamydia trachomatis), onpegeneHne AHK B cockobe 250
aNuUTenuanbHbIX KNeToK KOHbIoHKTUBLI (Chlamydia trachomatis, DNA, Scrape of
Conjunctiva Epithelial Cells )*

30.66.010 Xnamungua (Chlamydia trachomatis), onpegeneHve AHK B moye (Chlamydia 250
trachomatis, DNA, Urine)*

30.66.011 Xnammngusa (Chlamydia trachomatis), onpegeneHne AHK B cockobe 250
3NMTENMaNbHbIX KNeTOK CAM3NCTON npsimoit Kuwwkn (Chlamydia trachomatis,
DNA, Scrape of Rectal Epithelial Cells)*

30.66.012 Xnamuams (Chlamydia trachomatis), onpeaeneHne HK B cockobe 250
aNUTeNVaNbHBIX KNeToK potornoTku (Chlamydia trachomatis, DNA, Scrape of
Faucial Epithelial Cells)*

30.66.013 Xnamugusa (Chlamydia trachomatis), onpegeneHve JHK B cMHOBMa/IbHOI 400
»>xugkoctu (Chlamydia trachomatis, DNA, Synovial Fluid)*

30.66.014 Xnammngusa (Chlamydia trachomatis), onpegenenne JHK B CMIMHHOMO3r0BO 250
»uakoctu (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*

30.66.015 Xnamugusa (Chlamydia trachomatis), onpegenedne AHK B cekpeTe npocTathl, 250
ankynsTe (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)*

30.66.016 Xnamngusa (Chlamydia trachomatis), onpegeneHne AHK B cockobe 250
ANUTENVANbHBIX KNETOK YporeHutanbHoro Tpakta (Chlamydia trachomatis, DNA,
Scrape of Urogenital Epithelial Cells)*

30.66.017 AxTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila 550
pneumoniae 1gA)

30.66.018 AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila 200
pneumoniae IgM)

30.66.019 AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila 200
pneumoniae 1gG )

30.66.020 Xnamungus (Chlamydia pneumoniae), onpegenexve AHK B MokpoTe 900
(Chlamydophila pneumoniae, DNA, Sputum)*

30.66.021 Xnamugusa (Chlamydia pneumoniae), onpegeneHve AHK B nna3ve Kposu 550
(Chlamydophila pneumoniae, DNA, Plasma)*

30.66.022 Xnamugusa (Chlamydia pneumoniae), onpegeneHve AHK B cockobe 500
anuTenuanbHbIX Knetok potornotku (Chlamydophila pneumoniae, DNA, Scrape
of Faucial Epithelial Cells)*

30.66.023 Xnamugusa (Chlamydia pneumoniae), onpegenenve AHK B cntoHe 500
(Chlamydophila pneumoniae, DNA, Saliva)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.67.

LinTomeranosupycHas nHdekums (umtomeranosmpyc, LIMB) (Cytomegalovirus, CMV, Cytomegalovirus Infection)

30.67.001 AHTuTena Knacca IgG k untomeranosmpycy (Anti-CMV IgG) 250

30.67.002 AHTUTENa Knacca IgM k umntomeranosupycy (Anti-CMV IgM) 280

30.67.003 AHTUTeNa knaccos IgM n 1gG K unTomeranosupycy, onpegeneHve aBugHoCcTu 500
(Anti-CMV IgM, IgG, Avidity)

30.67.004 LinTomeranosupyc, onpegeneHune AHK B Bbinote (CMV DNA, Exudate)* 250

30.67.005 LinTomeranosupyc, onpeaeneHne JHK B cockobe anuTenmanbHbIX KNeToK 250
KoHBbIOHKTMBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )*

30.67.006 LinTomeranosupyc, onpegeneHune HK B cockobe snuTennanbHbIX KNETOK KOXN 250
(CMV DNA, Scrape of Skin Epithelial Cells)*

30.67.007 Lintomeranosupyc, onpegeneHve AHK B BeHo3Ho kposu (CMV DNA, Blood)* 400

30.67.008 Lintomeranosupyc, onpegenedne JHK B moye (CMV DNA, Urine)* 250

30.67.009 LinTomeranosupyc, onpegenenne AHK B cockobe anuTenanbHbIX KNeToK 250
cnmsncToii Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)*

30.67.010 LinTomeranosupyc, onpegeneHne JHK B cockobe anuTeiManbHbIX KNeTOK 250
potornotkm (CMV DNA, Scrape of Faucial Epithelial Cells)*

30.67.011 LinTomeranosupyc, onpegenedve HK B cbisopoTke kposu (CMV DNA, 3350
Serum)*

30.67.012 LinTomeranosupyc, onpeaenedne JHK B cntoHe (CMV DNA, Saliva)* 250

30.67.013 LinTomeranosupyc, onpegeneHne AHK B cnnHHOMO3roBoit xungkoctn (CMV 250
DNA, Cerebrospinal Fluid)*

30.67.014 LinTomeranosupyc, onpegeneHne HK B cekpeTe npocTaThl, 3skynate (CMV 250
DNA, Prostatic Fluid, Semen)*

30.67.015 LinTomeranosupyc, onpegenenne AHK B cockobe anuTennanbHbIX KNeToK 250

yporeHutanbHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)*




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.68.
OHTEepobumo3 (ocTpuubl, Enterobius spp.)

30.68.001 | |I/Iccne,qosaHV|e Ha 3HTepo6mno3 (aiiua octpuu), TamnoH (Enterobiasis, Swab) | 380

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.69.

AnuwiTeriHa-bapp BUpycHasa nHhekums (supyc dnwtenHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)

30.69.001 Bupyc 3nwreliHa-bapp, onpegenenve AHK B Beinote (EBV DNA, Exudate)* 250

30.69.002 Bupyc 3nwTeiiHa-bapp, onpegeneHne AHK B BeHO3HOI kpoBu (EBV DNA, 250
Blood)*

30.69.003 Bupyc SnuwteitHa-bapp, onpeaeneHne JHK B moue (EBV DNA, Urine)* 250

30.69.004 Bupyc 3nwrteiiHa-bapp, onpegeneHve AHK B cockobe anuTenmanbHbIX KNETOK 250
cnnsmnctoii Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

30.69.005 Bupyc SnwreiiHa-bapp, onpeaeneHne JHK B cockobe anuTenmnanbHbIX KNeToK 250
potornotku (EBV DNA, Scrape of Faucial Epithelial Cells)*

30.69.006 Bupyc 3nwteitHa-bapp, onpegeneHne AHK B cbiBopoTke Kposu (EBV DNA, 400
Serum)*

30.69.007 Bupyc dnwteiiHa-bapp, onpegenerve AHK B cntoHe (EBV DNA, Saliva)* 250

30.69.008 Bupyc 3nwreitHa-bapp, onpegeneHve AHK B cnnHHOMO3roBoit xugkoctu (EBV 250
DNA, Cerebrospinal Fluid)*

30.69.009 Bupyc 3nwreiiHa-bapp, onpegenenne AHK B cekpeTe npocTtaThl, 3akynate (EBV 250
DNA, Prostatic Fluid, Semen)*

30.69.010 Bupyc 3nwrteiiHa-bapp, onpegeneHve AHK B cockobe anuTenmanbHbIX KNeTOK 250
yporeHutanbHoro TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*

30.69.011 AHTUTeNa Knacca IgM K KancugHomy aHTUreHy Bupyca niuTeliHa-bapp 280
(Anti-EBV Viral Capsid Antigens (VCA) IgM )

30.69.012 AHTuTeNa Knacca IgG K aaepHOMY aHTUreHy Bupyca AnwTeitHa-bapp (Anti-EBV 250
Nuclear Antigen (EBNA) 1gG )

30.69.013 AHTuTeNa knacca IgG K paHHeMy aHTUreHy Bupyca dniwTeiiHa-bapp (Anti-EBV 250
Early Antigen (EA) 1gG)

30.69.014 AHTuTeNa Knacca 1gG K KancugHoOMy aHTUreHy Bupyca 3nwTeliHa-bapp 280
(Anti-EBV Viral Capsid Antigens (VCA) IgG )

30.69.015 AHTHTEeNa Knacca 1gG K HyKneapHOMY 1 npegpaHHeMy aHTUrEeHY Bupyca 350
AnwreinHa-bapp (Epstein-Barr Virus Nuclear Antigen 1gG, EBNA 1gG)

30.69.016 Bupyc SnuwreiiHa-bapp (B3b), onpeaeneHne aHTuTen Knacca IgG metoaom 1300
MMMyHo6n10TTUHIa (EBV IgG, Immunoblot)

30.69.017 Bupyc 3nwrteiiHa-bapp (B3B), onpefeneHne aHTMTeN Knacca IgM MeTogom 1300
nMMyHo610TTHHra (EBV IgM, Immunoblot)

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3AEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.70.

OXMHOKOKKO03 (3XMHOKOKKW, Echinococcus spp.)

30.70.001 | |AHT|/|Tena Knacca 1gG K aHTUreHam sxmHokokka (Anti-Echinococcus 1gG) | 280

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.71.

dllepnxmno3 (KuLievHas nanoyka, awepuxus, Escherichia coli)

30.71.001 WcenenosaHue Ha KuweyHyto nanoyky (Escherichia coli O157:H7, swepuxmos), 700
AvapeiHbIi CMHAPOM, aHTUreHHbIN TecT (Escherichia coli O157:H7. One Step
Rapid Immunochromotographic Assay)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.10.

enbmuHTO3 (Helminthiasis)

30.10.003 | |AHan|/|3 Kasa Ha aiiua renbMMHTOB MeTogom PARASEP | 676

31. MMKPOBMOIOTMYECKWNE NCCNELOBAHUA: HECMELN®UNYECKME BOCTIA/INTE/IbHBIE

3ABOJIEBAHUNA PA3NTNYHBIX TOKATN3ALIMIA (Microbiological investigations) / 31.01. Mukpo6uoaormyeckue

nccnefoBaHns: Hecneummyeckre BocnannTeibHble 3a60/1eBaHNS Pas/iMyHbIX okanusaunin (Microbiological

investigations)

31.01.047 MoceB OTAeNSeMOro rn1as Ha MUKpoopy, onpefeneHne YyBCTBUTEIbHOCTU K 0
aHTMMMKPOGHLIM NpenapaTam u 6akTeprodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

31.01.001 [Jncbaktepnos knweyrvka (Stool Culture) 1300

31.01.002 [ncbakTepnos KULLIEYHMKA, ONpefeneHne YyBCTBUTENBHOCTU K 6akTepuodaram 1500
(Stool Culture. Intestinal Bacterial Overgrowth, Bacteriophage Efficiency Testing

31.01.003 VccnemoBaHue Ha 61MOLEHO3 Baranuia, onpeaeneHne YyBCTBUTENbHOCTA K 1100
aHTUMMKPOGHBLIM NpenapaTtam (C MUKPOCKOMNKWel NpenapaTa, OKpaLeHHOro no
pamy) (Vaginal Biocenosis: Bacteriophage Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

31.01.004 Mukpockonmueckoe (6aKTepMOCKOMMYECKOe) 1CCne0BaHNE Ma3Ka, 150

oKpawleHHoro no Mpamy (Gram Stain. Bacterioscopic Examination of Smear)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

31.01.005

MoceB 0TAeNsieMOro poTornoTkK Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakokntow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

900

31.01.006

MoceB Ha ApoxokenofobHble rpubsl (pogos Candida, Cryptococcus) ¢
onpefeneHnem YyBCTBUTENbHOCTU K aHTUMMKOTUYecKM npenapatam (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

500

31.01.007

Moces Ha knocTpugmm (Clostridium difficile, nceBgoMemM6paHO3HbIA KOMUT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic Susceptibility]
Testing)

600

31.01.008

VccnenosaHue Ha KueyHyto nanoudky (Escherichia coli 0157:H7, slwepnxmnos),
AvapeiHbIi CMHAPOM, aHTUIeHHBI TecT (Escherichia coli O157:H7. One Step
Rapid Immunochromotographic Assay)

700

31.01.009

MoceB Ha MMKONIa3Mbl, OMpefesieHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

400

31.01.010

MoceB Ha MEHWUHTOKOKKM, OMpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

700

31.01.011

MoceB Ha BnarafnLHyto TpxomoHaay (Trichomonas vaginalis, TprxomoHMa3)
(Trichomonas vaginalis Culture)

700

31.01.012

MoceB Ha ypeanna3mbl (Ureaplasma spp.), onpegeneHne YyBCTBUTENbHOCTU K
aHTUMUKPO6HLIM npenapatam (Ureaplasma spp. Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

700

31.01.013

Moces Ha mukonnasmy (Mycoplasma hominis) 1 ypeannasmsl (Ureaplasma spp.),
onpefeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOOHBIM npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

950

31.01.014

MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpeaeneHne
YyBCTBUTENILHOCTU K aHTUMUKPOGHBLIM npenapaTtam (GC, Neisseria gonorrhoeae
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

500

31.01.015

MoceB Ha NaToreHHyo KuwevHyto giopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

550

31.01.016

MoceB Ha NaTOrEHHYO KULLEYHYIO (piIopy, OnpesieneHne YyBCTBUTENBHOCTM K
aHTMMMKPO6HBLIM npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

700

31.01.017

MoceB Ha NATOreHHYH KMLLEYHYHO (PAIOpY, ONPeAesieHne YyBCTBUTEIBHOCTU K
aHTMMMKPOOHbLIM NpenapaTam K 6akTepunodaram (Stool Culture, Salmonella spp.,
Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

700

31.01.018

MoceB Ha andTeputo (Corynebacterium diphtheriae Culture)

650

31.01.019

MoceB Ha 3010TUCTbIA CTathUNIOKOKK (METULIMANNH-PE3NCTEHTHBIA 3010TUCTLIN
cTatmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification)

500

31.01.020

MoceB Ha 3010TUCTbIA CTAPUNOKOKK (METULMANNH-PE3UCTEHTHbIA 30/10TUCTbINA
cTatmnokokk, MP3C) (Staphylococcus aureus), onpefeneHve 4yBCTBUTENbHOCTU
K aHTUMUKPOOHbIM npenapaTam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Ba

500

31.01.021

MoceB Ha 30M10TUCTBIN CTAPUNOKOKK (METULMINH-PE3UCTEHTHBIA 30/10TUCTbIN
cTadmnokokk, MP3C) (Staphylococcus aureus), onpeaeneHme 4yBCTBUTENbHOCTU
K pacLUMpeHHOMY CNeKTpy aHTUMUKPOOHBIX Npenapatos (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureu

700

31.01.022

MoceB Ha 3010TUCTbIA CTathUNIOKOKK (METULIMANNH-PE3NCTEHTHBIA 3010TUCTLIN
cTathmnokokk, MP3C) (Staphylococcus aureus), onpefeneHue YyBCTBUTENbHOCTU
K aHTUMUKPOGHBIM NpenapaTam 1 6akTepuodaram (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — M

700

31.01.023

MoceB Ha 30M10TUCTBIN cTadmnoKokk (Staphylococcus aureus) (Staphylococcus
aureus Culture. Bacteria ldentification)

700

31.01.024

MoceB Ha 30M10TUCTLIN cTadmMNoKOKK (Staphylococcus aureus), onpegeneHune
YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapaTam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

700

31.01.025

MoceB Ha 3010TUCTbIN cTadMNOKOKK (Staphylococcus aureus), onpeaeneHue
YyBCTBUTENbHOCTU K PacLLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility,

Enlarged Testing)

750




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

31.01.026

MoceB Ha 3010TUCTbIN cTadnIOKOKK (Staphylococcus aureus, onpeaeneHune
YyBCTBUTEMbHOCTU K aHTUMMKPOGHbLIM MpenapaTam 1 6akTeprodgaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)

900

31.01.027

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcrHnos, onpegeneHue
YyBCTBUTE/ILHOCTY K aHTUMUKPOOGHBIM npenapaTam (Yersinia enterocolitica, Stool
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

750

31.01.028

MoceBs Kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool
Culture. Bacterial Identification)

500

31.01.029

MoceB rMHEKONOrnyeckoro Matepmana Ha nuctepun (Listeria monocytogenes,
nuctepuno3s) (Listeria monocytogenes Culture. Bacteria Identification)

750

31.01.030

lMoceB paHeBOro OTAENAEMOr0 U TKaHeli Ha MUKPOQIopy, onpeaeneHne
YyBCTBUTEIbHOCTU K aHTUMUKPOOGHBLIM npenapaTam (Wound/Pus/Aspirate/Tissue
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

650

31.01.031

MoceB paHeBOro OTAE/IIEMOr0 U TKaHeld Ha MUKPOQ/Iopy, OnpeaeneHmne
YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaToB
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

700

31.01.032

MoceB paHeBOro OTAENSAEMOrO M TKaHei Ha MUKpodnopy, onpeaeneHne
YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapaTamM 1 6akTepuodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

750

31.01.033

MoceB rpygHoro Monoka Ha Mukpodnopy (Breast Milk Culture. Bacteria
Identification)

600

31.01.034

lMoceB rpyfHOro Mosioka Ha MUKPOMIopY, OnpesenieHne YyBCTBUTENBHOCTM K
aHTUMUKPOGHBLIM npenapatam (Breast Milk Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

750

31.01.035

MoceB rpyAHOro Mofioka Ha MUKPOMIopy, onpeaeneHne YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHbLIX npenapatoB (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

900

31.01.036

MoceB rpyHOro MosokKa Ha MUKpodiopy, onpeseneHne YyBCTBUTENBLHOCTU K
aHTUMUKPOGHLIM Npenapatam 1 6akTepuodaram (Breast Milk Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

900

31.01.037

lMoceB »enun Ha MUKPOIopY, ONpeseneHne YyBCTBUTENBHOCTM K
aHTUMMKPO6HBLIM NpenapaTam (Bile Culture. Bacteria Identification and Antibiotid
Susceptibility Testing)*

900

31.01.038

MoceB Xenum Ha MUKpohopy, onpeaeneHne YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHLIX npenapaToB (Bile Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

1000

31.01.039

MoceB OTAENAEMOr0 BEPXHUX [bIXaTe/lbHbIX NYyTen Ha MUKPOdIopY,
onpefeneHne YyBCTBUTENBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam (ogHa
nokanmsaums) (Upper Respiratory Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

600

31.01.040

MoceB 0TAENSAEMOr0 BEPXHUX AbIXaTeNbHbIX NyTel Ha MUKPOG/IOpY,
onpegenieHye YyBCTBUTENbHOCTY K PaCLUIMPEHHOMY CMEKTPY aHTUMUKPOGHBIX
npenapatos (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

750

31.01.041

MoceB OTAENSEMOr0 BEPXHUX AbIXaTe/bHbIX NyTel Ha MUKPOG/IOpY,
onpegenieHne YyBCTBUTENIbHOCTY K aHTUMMKPOBHbIM NpenapaTam U
6akTepunodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

750

31.01.042

MoceB MOYM Ha MUKPOMIOPY, ONpeseneHne YyBCTBUTENIBHOCTU K
aHTUMUKPOG6HLIM nNpenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

600

31.01.043

MoceB MOYM Ha MUKPOMAOpPY, OnpesenieHne YyBCTBUTENBHOCTU K pacLUpeHHOMY
CMNEeKTPY aHTUMMKPOG6HbLIX npenapatos (Urine Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

700

31.01.044

MoceB MOYM Ha MMKPOMIOPY, ONpefeneHNe YyBCTBUTENBHOCTU K
aHTMMMKPOOHbIX Npenapatam u 6aktepmodiaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

700

31.01.045

MoceB 0TAeNseMOro rnas Ha MUKpogaopy, onpeaeneHne YyBCTBATENBLHOCTM K
aHTUMUKPOGHLIM Npenapartam (Eye Culture. Bacteria Identification and Antibiotic

Susceptibility Testing)*

500




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

31.01.046

MoceB OTAeNSIEMOrO a3 Ha MUKPOdIopy, onpefeneHne YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMEeKTPY aHTUMUMKPOOHLIX npenapaTos (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

650

31.01.048

MoceB Ha MUKpPOIOpY OTAENAEMOrO MOM0BbLIX OPraHoB, ONpefesieHne
YyBCTBUTE/ILHOCTY K aHTUMUKPOGHBIM npenapaTtam (Genitourinary Tract Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

900

31.01.049

MoceB OTAENSIEMOr0 NOJOBbLIX OPraHoB Ha MUKPOM/IOPY, onpeaeneHue
YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

1000

31.01.050

MoceB OTAENSAEMOr0 NOJOBbLIX OPraHoB Ha MUKPOMIIOPY, OnpeseneHue
YyBCTBUTENbHOCTW K aHTUMMKPOGHBLIM Npenaparam 1 6aktepmogaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1000

31.01.051

CTpenTOKOKK rpynnbl B, aHTMreHHbI TecT (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay)

650

31.01.052

Moces 0TAeNseMOro yLueid Ha MUKpOMIopy, OnpefeneHne YyBCTBUTENLHOCTY K
aHTUMMKPO6HLIM Npenapatam (Eye Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

550

31.01.053

MoceB OTAeNSEMOrO YLUe Ha MUKPOMNOpPY, onpeeneHne YyBCTBUTENBHOCTM K
pacLIMpeHHOMY CMEKTPY aHTUMMUKPOGHbIX npenapatoB (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

650

31.01.054

MoceB 0TAENSEMOrO YLUeli Ha MUKPOgIopy, onpeaeneHre YyBCTBUTENbHOCTM K
aHTUMUKPOGHLIM Npenapartam 1 6akTepuodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

700

31.01.055

MoceB MOKPOTHI M TPaxeobpOoHXMabHbIX CMbIBOB Ha MUKPOQ/IOpPY, ONpeaeneHmne
YyBCTBUTENbHOCTM K aHTUMUKPOGHbLIM NpenapaTam 1 MUKPOCKONKel Maska
(Sputum and Tracheobronchial washings Culture. Bacteria Identification and
Antibiotic Susceptibility Testing, Microscopy)

600

31.01.056

MoceB MOKPOTbI M TPaxXeo6pOHXMabHbBIX CMbIBOB Ha MUKPOQIOPY, OrnpeseneHve
YyBCTBUTENbHOCTM K PACLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos v
MuKpockonwueli mMaska (Sputum and Tracheobronchial washings Culture. Bacteria
Identification, Antibiotic Susceptibility, E

1000

31.01.057

PoTtaBupyc (Rotavirus), AnapeiiHblil CUHAPOM, aHTUIeHHBIV TecT (Rotavirus Direct
Detection by Latex Agglutination)

500

31.01.058

AgzeHosupyc (Adenovirus), anapeiiHblii CUHAPOM, aHTUIeHHbIA TecT (Adenovirus.
One Step Rapid Immunochromotographic Assay)

650

31.01.059

Nambnmu (Giardia liamblia), gnapeiiHbii CMHAPOM, aHTUTeHHBIN TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay)

650

31.01.060

MoceB Ha GeTa-reMonMTMYECKNiA CTPENTOKOKK rpynmbl B (Streptococcus group B,
Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)

500

31.01.061

MoceB Ha GeTa-reMoMTMYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B,
Streptococcus agalactiae), onpefieneHne YyBCTBUTENILHOCTU K aHTUMUKPOOHBIM
npenapatam (Streptococcus agalactiae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

900

31.01.062

MoceB Ha 6eTa-reMoNIMTMYECKWIA CTPENTOKOKK rpynnbl A (Streptococcus group A,
Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

900

31.01.063

MoceB Ha GeTa-reMonMTMYECKUIA CTPENTOKOKK rpynmnbl A (Streptococcus group A,
Streptococcus pyogenes), onpegeneHue YyBCTBUTENILHOCTU K aHTUMUKPOBHbIM
npenapatam (Streptococcus pyogenes Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1000

31.01.064

KpunTtocnopugumn napeym (Cryptosporidium parvum), auapeiHblii CUHAPOM,
aHTUreHHbIi TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

650

31.01.065

XennkobakTep nunopu (Helicobacter pylori), aHTureHHblin Tect (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

650

31.01.066

Toxin A Clostridium difficile, nceBgoMemMbpaHO3HbIA KOMWT, aHTUrEHHbIA TeCT
(Toxin A Clostridium difficile. One Step Rapid Immunochromotographic Assay)

650

31.01.067

BbisiBNneHve, NOACHET 1 ONpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapaTam yporeHUTabHbIX MUKPOOPraHN3MOB KOMIOPUMETPUYECKUM METO/0M
(Urogenital Microorganisms: Detection, Count and Antimicrobial Agent
Susceptibility, Colorimetric Method)

2000

31.01.068

Moces Ha Gardnerella vaginalis (Gardnerella vaginalis Culture)

600




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
31.01.069 MoceB Ha Candida albicans (Candida albicans Culture) 400
31.01.070 MoceB Ha Mycoplasma genitalium (kauyecTBeHHbI 1 KONMYECTBEHHbI METOA) 400
(Mycoplasma genitalium Culture, Qualitative, Quantitative)
32. NIMMYHONOTI'MYECKUNE NCCJIEAOBAHUA (Immunological Studies) / 32.02. AMMyHOFn06ynnHbI 06LLme
(Immunoglobulins, Total)
32.02.001 VimMyHornobynuHbl knacca A (Immunoglobulin A, 1gA) 300
32.02.002 ViMMyHornobynuHel knacca M (Immunoglobulin M, IgM) 300
32.02.003 VimMmyHornobynuHbl knacca G (Immunoglobulin G, 1gG) 300
32.02.004 VIMMyHOro6ynmHbl Knacca E (o6wuii IgE, nMMyHorno6ynmH E o6wwimin) 300
(Immunoglobulin E Total, IgE Total)
32. NIMMYHONOTI’MYECKUME NCCJTIEAOBAHUA (Immunological Studies) / 32.03. Cneunduyeckue 6enkn (Specific
Proteins)
32.03.001 | |303V|Hocbmnb|-|bu7| KaTMOHHBI 6en0kK (Eosinophil Cationic Protein, ECP) | 900
32. UMMYHOJIOTMYECKUME NCCNEOAOBAHUMA (Immunological Studies) / 32.04. KOMNOHEHTbI KOMIM/IEMEHTA
(Complement Components)
32.04.001 |KOMI‘IOHEHTbI cuctembl komnnemeHTa C3, C4 (Complement components C3, C4) | 650
32. UMMYHOJTIOTMHECKUWE NCC/IEAOBAHNA (Immunological Studies) / 32.05. LintokuHb! (Cytokines)
32.05.001 WHTepneiikun-1? (UJ1-1?) (Interleukin 1 Beta, IL-1) 1700
32.05.002 WHTepneiiknH-6 (1J1-6) (Interleukin 6, 1L-6) 1700
32.05.003 WHTepneiikmn-8 (J1-8) (Interleukin 8, 1L-8) 1700
32.05.004 WnTepneiiknH-10 (111-10) (Interleukin 10, IL-10) 1700
32.05.005 dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, 1700
Cachectin)
34. AATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHW (Diagnosis of Autoimmune Diseases) / 34.01. CucteMHble
3a60/1eBaHUS coenHUTENbHON TKaHu (Connective-Tissue Diseases, CTDs)
34.01.001 AHTUALepHbIe aHTUTeNna (AAA, aHTUHYKeapHbIe aHTUTeNa), CKPUHWUHT 400
(Anti-Nuclear Antibodies, ANA, Screening)
34.01.002 AHTUTena Knacca IgG K asycnupanbHoit HatueHoin AHK (aHTn-gcAHK IgG, 400
aHtTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)
34.01.003 AHTVHYKNeapHsblin hakTop, HEp-2 cybcTpat (AH®, TUTPbI, aHTUHYK/EapHble 1300
aHTWTeNa MeTO0M HeMpAMOiA MMMYHOM/IHOOPECLIEHLMM Ha Npenaparax
HEp-2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,
Fluorescent Anti-Nuclear Antibodies detection, FANA, Titer
34.01.004 AHTUTena Knacca IgG K akcTparupyemomy HykneapHoMmy aHTureHy (9HA) 1350
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,
Anti-RNP)
34.01.005 MaHenb aHTUHYK/eaPHbIX aHTUTES NPK CKEPoSepMUM (pasaenbHOe onmncaHue 3650
aHTuTen K aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, nbpunnspuH,
NOR90, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, R0-52), ummyH06510T
(Scleroderma (Systemic Sclerosis) Antibody Panel: Ant
34.01.006 AHTVHYKNeapHble aHTUTeNa (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 2900
k[a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome,
Rib P, AMA-M2, Jo-1 aHTureny), ummyHo610T (ANA: Anti-Sm, RNP/Sm, SS-A
(60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Sc
34.01.007 AHTUTeNa Knacca 1gG K HykneocoMaMm (aHTUSAEPHbIe aHTUTENa), CKPUHWUHT 1300
(Anti-Nuclear Antibodies, ANA, 1gG, Screening)
34.01.008 CKpUHUHT 60ne3Heli coegnHMTENbHOM TKaHN (AT K SHA, aHTUHYK/eapHbIl 2000
thakTop (AHD))
34.01.009 CucteMHas KpacHasl Bon4aHka, obcnegosaHue (AT K Hykneocomam, AT K 3550
KapamonunuHy, 1gG; AT K KapanonunuHy, IgM; aHTUHYKneapHbIi (akTop
(AHD))
34.01.010 JnddepeHumansHas guarHoctrka CKB v gpyrx peBMaTuyeckux 3a6oneBaHuii 2000
(AT K HyKneocomaMm, aHTUHYKNeapHbIi akTop (AH®))
34.01.011 Mpodmnb «CructemMHas KpacHas BonyaHka (CKB), MOHUTOPUHT aKTUBHOCTU 1300
(anTn-gc-OHK 1gG, C3, C4 KOMMOHEHTLI KOMMeMeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA IgG,
C3 and C4 complement components) )
34. AMATHOCTUMKA AYTOVMIMMYHHbIX 3ABEOTEBAHUI (Diagnosis of Autoimmune Diseases) / 34.02.
AHTUMochonunuaHbiv cudapom (Antiphospholipid Syndrome, APS)
34.02.001 AHTUTeNa knaccos IgM 1 1gG k doconmnugam (Anti-Phospholipid Antibodies, 600
APA, IgM, 1gG)
34.02.002 BonyaHouHbIli aHTMkoarynsHT (BA) (Lupus Anticoagulant, LA ) 550




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

34.02.003 AHTUTena KnaccoB 1gG un IgM K docatmnamncepuHy (Anti-Phosphatidylserine, 1500
1gG, IgM)

34.02.004 AHTUTENa Knaccos IgA, IgM, 1gG Kk KapanonunuHy, ckpuHuHr (Cardiolipin 500
Antibodies IgA, IgM, 1gG, aCL, Screening)

34.02.005 AHTuTena knacca IgA k kapguonununy (Anticardiolipin 1gA, aCL 1gA) 700

34.02.006 AHTuTena Knacca IgG Kk kapgmonununy (Anticardiolipin 1gG, aCL 1gG) 700

34.02.007 AHTuTena knacca IgM k kapgvonunuiy (Anticardiolipin IgM, aCL 1gM) 1250

34.02.008 AHTUTeNa KnaccoB 1gG, IgA, IgM K 6eTa-2-rnMkonpoTenHy 1, CcyMmapHo 1400
(Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

34.02.009 AHTUTeNa knaccos 1gG v IgM K dochaTnanncepuH-npoTpPOMGUHOBOMY 1400
Komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies,
Anti-PS/PT, IgG, 1gM, Total)

34.02.010 AHTUTeNa Knacca lgG K aHHekcrHy V (Annexin V Antibodies, aAnV, 1gG) 1300

34.02.011 AHTUTeNa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) 1400

34.02.012 AT K Kapgnonununy, 1gG, IgM 1500

34.02.013 [JnarHoctuka BTOpMYHOro aHTudochonunugHoro cuHapoma (AH®, AT K 2650
Kapauonunuay, l1gG, IgM)

34.02.014 AHTUhOCHONNMNAHBIA CUHAPOM, pa3BepHYTOE CEPONOrNYECKOe 1cCneaoBaHne 3600
(AH®; AT K kapanonununy, 1gG, IgM; AT K 6eTa-2-rnnkonpoTenHy 1)

34. AMATHOCTUMKA AYTOMIMMYHHbIX 3ABEOTEBAHUI (Diagnosis of Autoimmune Diseases) / 34.03. IMMyHHble

dhakTopbl 6ecnioama (Immunological Infertility factors)

34.03.001 AHTWTENa aHTMCNEPMasTbHbIE B CbIBOPOTKe KpoBW (Anti-Spermatozoa Antibodies, 500
ASA, Serum)

34.03.002 AHTUTENA aHTUCNEepManbHbIe B cnepme (Anti-Spermatozoa Antibodies, ASA, 1450
Semen)

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.04. PeBMaTouaHbIi

apTpuT, NnopaxkeHns cyctaBoB (Antiphospholipid Syndrome, APS)

34.04.001 PesmaTongHblii haktop (P®) (Rheumatoid Factor, RF) 150

34.04.002 AHTUTENA K LMK/IMYECKOMY LUTPYAIMHUPOBaHHOMY nenTugy (ALLLLMT) 1200
(Anti-Cyclic Citrullinated Peptide, anti-CCP)

34.04.003 AHTuTena knacca IgG K KepaTuHy (AHTUKepaTUHOBbIE aHTUTeNa, AKA, 1700
AHTUUnarrpuHoBble aHtuTena, A®A) (Anti-Keratin Antibodies, AKA,
Anti-Filaggrin Antibodies, AFA, 19G)

34.04.004 AHTUTENa Knacca IgG K MoAuunGrUpoBaHHOMY LUTPYNTIMHAPOBAHHOMY 1450
BUMEHTUHY (aHTU-MLLB) (Anti-Mutated Citrullinated Vimentin Antibodies,
Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies
19G)

34.04.005 PeBmaTonaHblii haktop (PD), BLISBISEMbIA METOAOM TYpPOUANMETPUN 1350
(Rheumatoid Factor, RF, Turbidimetry)

34.04.006 KpucTtanibl B Maske CUHOBUa/IbHOW XMAKOCTM (MOHOYpaT HaTpus, nupodocdat 1450
kanbums) (Synovial Fluid Smear, Crystals)

34.04.007 MonekynspHo-reHeTuyeckoe uccnefosaHve HLA-B27 (Molecular Genetic 800
Testing HLA-B27)

34. AUATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.05. BacKynuTbl 1

nopaxeHusi nodek (Vasculitis and Renal Lesions)

34.05.001 AnTuTena knacca IgG k 6asanbHoin MembpaHe Ky604KkoB noyek (aHTn-bMK) 1400
(Glomerular Basement Membrane Antibodies, Anti-GBM, IgG)

34.05.002 AHTuTena Knacca IgG k umutonnasme Heiitpodmnos (AHLLA) (Anti-Neutrophil 1700
Cytoplasmic Antibodies, ANCA, 1gG)

34.05.003 AHTUTeNa KnaccoB 1gG, IgA, IgM K kneTkam cocyamctoro sHaotenus (HUVEC), 1500
cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)

34.05.004 AHTUTeNa Knaccos 1gG, IgA, IgM K peuenTopy toctonunasel A2 (PLAZR), 2800
cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG, IgA,
IgM, Total)

34.05.005 AHTuTena knacca IgG k muenonepokcugase (aHTM-MPO) (Myeloperoxidase 1200
Antibody, MPO)

34.05.006 AHTuTena Knacca IgG k Clg chaktopy komnnemeHTa (Anti-Complement 1q 1200
Antibodies, Anti-C1q, 19G)

34.05.007 AHTUTeNa Knacca IgG K npoTenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 1200
Antibodies, PR-3-Antibodies, PR-3 ANCA, 19G)

34.05.008 MaHenb aHTUTEeN K aHTUFeHaM aHTUHEATPO(UAbHBIX aHTUTEN (MaHe b aHTUIeHOB 2900
AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

34.05.009 [narHocTuKa rpaHyneMaTo3HbIX BaCKyIMTOB (aHTUHYKneapHbIl haktop (AHD), 2100
AT K untonnasme Hevitpodmnos (AHLIA/pANCA, cANCA), 1gG)

34.05.010 [JunarHoctuka 6bICTPONPOrpeccupyroLLEro rnomepynoHegputa (AT K 6a3anbHoi 1500
MembpaHe kny6oukoB novek, AT k uuTonnasme Helitpounos (AHLUA/PANCA,
cANCA), 1gG)

34.05.011 [JnarHoctuka ayTOMMMYHHOIO MOpPaXKeHWs MOYeK (aHTUHYK/eapHbIi hakTop 3270
(AH®), AT K 6a3a/ibHO MembpaHe Kny604KoB nouek, AT K uuMTonnasme
HeTpothunos (AHLIA/DANCA, cANCA), 19G)

34. AIMATHOCTUKA AYTOMMMYHHbIX 3ABOTEBAHWUI (Diagnosis of Autoimmune Diseases) / 34.06.

AyTOMMMYHHbIe 3HAOKPUHONATUK: caxapHblii gnabeT 1-ro Tmuna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

34.06.001 AnTuTena knacca IgG k 6eta-kneTkam Nomxenyao4Hol xenesbl (Anti-Islet Cell 1400
Antibodies, Islet Cell Autoantibodies, ICA)

34.06.002 AHTuTena Knacca lgG K rnytamataekapbokcunase (aHTu-GAD) (Anti-GAD 1600
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, I1gG)

34.06.003 AnTuTena knacca IgG k uHcynmuy (Insulin Autoantibodies, 1AA, 1gG) 400

34.06.004 AHTUTeNa K TuposuHocthatase (I1A-2) (Islet Antigen 2 Antibodies, Anti-1A2 1600
Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies)

34.06.005 AHTUTENA K aHTWUIeHaM KNETOK NOMKeNyA04uHol enesbl GAD/IA-2, cymmapHo 1500
(Anti-GAD/1A2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and
Insulinoma Antigen 2 (Tyrosine Phosphatase, 1A2, ICA-512) Autoantibodies,
Total)

34. IMATHOCTUKA AYTOVMIMMYHHbIX 3ABEOTEBAHUN (Diagnosis of Autoimmune Diseases) / 34.07.

AyTOMMMYHHbIE S3HAOKPMHOMATUK: ayTOMMMYHHbIE 3a60/1eBaHMA LLMTOBUAHOM >enesbl (Autoimmune Thyroid diseases)

34.07.001 AHTUTENA K TUpeongHoii nepokengase (AT-TIMO, MUKPOCOManbHble aHTUTENA) 280
(Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO
Antibodies, TPOAb, Anti-TPO)

34.07.002 AHTUTeNa K Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies, 280
Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)

34.07.003 AHTWTENA K MUKPOCOMaNbHOW (hpakumm TupeountoB (AT K MUKPOCOMalbHOMY 650
aHTureHy TupeounTos, AT-MAI, AMAT, TupeouHble aHTUMUKPOCOMa/IbHble
aHTuTena) (Anti-Thyroid Microsomal Antibodies)

34.07.004 AHTuTena K peuenTtopam TTI (AT K peLenTopam TUPEOTPOMNHOro ropMoHa B 1100
CbIBOPOTKe Kposu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRADbs, TSH binding inhibitor
immunoglobulin, TBII)

34. AIMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHUN (Diagnosis of Autoimmune Diseases) / 34.08.
AyTOMMMYHHbIE 3HAOKPMHONATUN: ayTOMMMYHHOE MOPaXkeHNe HaanoveuHNKoB (60/1e3Hb AANCOHA), ayTOMMMYHHas
natonorus rodHan (Autoimmune adrenal insuffic

34.08.001 AHTUTENa Knaccos IgA, IgM, 1gG K TKaHM anyHUKa (aHTUOBapUaibHbIe 1100
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

34.08.002 AHTUTeNa Knaccos IgA, IgM, IgG K cTepongnpofyUmpyOLLIMM KeTKam 1150
HagnouveuHuka (ACIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAD,
Steroidal Cell Autoantibodies, SCA, 1gA, 1gM, 1gG, Total)

34.08.003 AHTUTeNa Kknaccos IgA, IgM, IgG K cTepongnpofyUMpyIOLLMM KIETKaM ANYKa, 1500
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell
Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against Testis,
IgA, IgM, IgG, Total)

34.08.004 AHTUTENA K CTEPONSNPOLYLMPYIOLLMM KNeTKaM PenpoAyKTUBHbLIX TKaHeM 2500

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.09.

AYTOMMMYHHbIEe 3a601eBaHMsA Kok (Autoimmune Skin Diseases)

34.09.001 AnTuTeNa Knacca IgG k 6asanbHoil MembpaHe Koxu (Basement Membrane Zone 1700
Antibodies, BMZ, 1gG )

34.09.002 AHTuTena knacca lgG k gecmocomam anugepmumca (Desmoglein Antibodies, 2300
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, 19G)

34.09.003 AnTuTena Knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2300

34.09.004 AHTuTena Knacca lgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2300

34.09.005 AnTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous 2300
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, 1gG)

34.09.006 AHTuTena Knacca lgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous 2300
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, 1gG)

34.09.007 Mpotmnb «narHocTuka 6ynnesHbix gepmaTtosos (AT K gecMocoMam 3700

anugepmuca, AT K 6asasibHol MembpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin basal

membrane))




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

34. AUATHOCTUKA AYTOMIMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.10.
AyTOMMMYHHbIE MOPaXXEHUS >KeNy[0YHO-KuULLeYHoro TpakTa. Liennakmsa (Autoimmune Disorders of Gastrointestinal Tract

(Gl Tract, GIT). Coeliac Disease)

34.10.001 AHTUTeNa KnaccoB IgA 1 IgG K 3HAOMM3NIO (AaHTUIHAOMU3UIAHBIE aHTUTENA, 1200
A3MA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)

34.10.002 AHTUTENA KNacca IgA K 3HAOMM3NIO (aHTU3HAOMU3WIAHbIE aHTUTeNa, ASMA) 1300
(Anti-Endomysial Antibodies, Anti-EMA, 1gA)

34.10.003 AHTUTENa Knaccos IgA, 1gG, 1gM K napueTanbHbIM KeTkam xxenyaka (AMKXK), 1300
cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies,
APCA, IgA, 19G, IgM, Total)

34.10.004 AHTUTENa Knaccos IgA n IgG K peTukynuHy, cymmapHo (Anti-Reticulin 1200
Antibodies, ARA, IgA, 1gG, Total)

34.10.005 AHTHTENa Knacca 1gG K feaMnanpoBaHHbIM nNenTugam rnnagmHa 470
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG)

34.10.006 AHTUTeNa Knacca IgA K geaM1avpoBaHHbIM NeNTUam ravagmHa 470
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA)

34.10.007 AHTUTENA Knacca IgA K TKaHeBOi TpaHcratoTaMuHaze (Anti-Tissue 900
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

34.10.008 AHTuTeNa Knacca IgG K TKaHeBOii TpaHcrAoTaMuHaze (Anti-Tissue 900
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

34.10.009 AHTuTeNa Knacca IgG K BHyTpeHHeMy akTopy Kactna (Anti-Intrinsic Factor, 1400
IFADb, Intrinsic Factor Antibodies, 1gG)

34.10.010 AHTUTena Knacca IgG K caxapomuueTam (auarHocTunka 60ne3Hn KpoHa) 1150
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 19G )

34.10.011 AHTUTeNa Knacca IgA K caxapomuueTam (auarHocTunka 6one3Hn KpoHa) 1200
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gA )

34.10.012 AHTuTeNa knacca IgA k uutonnasme Helitpounos (AHLLA) (Anti-Neutrophil 1200
Cytoplasmic Antibodies, ANCA, IgA)

34.10.013 JunarHoctuka ayTouMMyHHOro naHkpeatuta n gpyrux lgG4-accounmpoBaHHbIX 1700
3abonesaHmin (Diagnosis of Autoimmune Pancreatitis and other 1gG4-Related
Diseases)

34.10.014 CepoanarHocTuka ayToMMMYHHOI0 racTpuTa 1 NepHULMO3HON aHemun (AT K 1600
NapueTaibHbIM KNETKaM kenyaka; AT K BHYTpeHHeMy hakTopy Kactna)

34.10.015 CepogunarHocTuka 6one3Hn KpoHa 1 Hecneumpmuyeckoro A3BeHHOro KonnTa 3600
(HAK) (AHLIA/pANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, 1gG, IgA)

34.10.016 Llenvakms, ceponornyecknin ckpuHuHr (AT K 3Hgomusuto, 1gA; AT K 1500
[leaMniMpoBaHHbIM NenTuaaM rnvaavHa, 19G; 1gA obu.)

34.10.017 Llenvakus, ceponorunyeckan anarHoctuka (AT K aHgomusmio, IgA; AT K 2600
TKaHeBOV TpaHcrnytamuHase, IgA, 1gG; IgA obul,.)

34.10.018 KanbnpotekTuH thekanbHbiii (Fecal Calprotectin) 2000

34.10.019 AHTuTENa Knaccos 1gG v IgA K TKaHeBOI TpaHCryTamuHase (Anti-Tissue 1200
Transglutaminase, tTG, Anti-tTG, 1gG, IgA,)

34.10.020 Mpotunb «HenepeHoCUMOCTb 3M1aK0oBbIX» (AT K ravaguHy 1gG, AT K ravaguHy 1500
IgA, AT K TKaHeBoI1 TpaHcrnyTamase IgG, 1gA) (Cereal Intolerance profile
(gliadin 19G antibodies, gliadin IgA antibodies, tissue transglutamase antibodies))

34.10.021 AHTUTENA KNaccos IgA 1 1gG K 60Ka10BUAHBIM KIETKAM KULLEYHMKE, CYMMapHO 1400
(Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

34.10.022 AHTuTena Knaccos 1gG n IgA K GP2 aHTureHy LieHTpoaLHapHbIX KNeToK 1800
nomKenyao4Hom xenesbl (Anti-GP2, 1gG, 1gA)

34.10.023 AHTUTENA K aUMHAPHBIM KeTKaM MogyKenyfoyHoim xenessl, 1gG n IgA cymmapHO 1400
(aHTWTeNa K 3K30KPUHHOW YacT NOMKeNyA0UHON Xenesbl, Autoantibodies
against Exocrine Pancreas, Pancreatic Antibodies, PAB)

34. AMATHOCTUKA AYTOMIMMYHHbIX 3ABEOTEBAHWUI (Diagnosis of Autoimmune Diseases) / 34.11.

AYTOMMMYHHbIe NopaxxeHnsa nedyeHn (Autoimmune Liver Diseases)

34.11.001 AHTUTeNa KnaccoB IgA, 1gG, IgM K muToxoHApuAM (AHTUMUTOXOHAPUANbHbIE 1250
aHTuTena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG,
IgM, Total)

34.11.002 AHTUTENa Knacco IgA, 1gG, IgM K rnaakoii MyckynaType, cymmapHo (Smooth 1250
Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG,
IgM, Total)

34.11.003 AHTHTeNa Knaccos IgA, 1gG, IgM K Mrkpocomam neyeHn n noyek (aHTU-LKM), 1250

cymmapHo (Antibodies to Liver/Kidney Microsome, aLKM, LKM, IgA, 1gG, IgM
Total)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

34.11.004 MaHenb aHTMTEN Knacca IgG npw ayTOMMMYHHbIX 3a60n1eBaHMsAX neveHn (AT K 3300
aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), ummyHo6s10T (Autoimmune Disease Liver Panel: AMA-M2, M2-3E
(BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/

34.11.005 AHTUTeNa Knacca IgG K acnanorimkonpoTenHoBoMy pelentopy (aHTU-ASGPR) 1740
(Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)

34.11.006 Komnsiekc Mapkepos ayTouMMyHHOro renatuta (Markers of Autoimmune 1250
Hepatitis)

34. AMATHOCTUMKA AYTOVMIMMYHHbIX 3ABEOTEBAHUI (Diagnosis of Autoimmune Diseases) / 34.12.

AyTOMMMYHHbIe HEBPOIOrnyeckume 3abonesaHnsa ( Autoimmune Neurological Diseases)

34.12.001 AHTUTeNa Knaccos IgA, 1gG, IgM Kk akBanopuHy 4, CyMMapHoO (auarHocTuka 2400
HeipoonTukomunenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, 19G, IgM, Total)

34.12.002 AHTUTeNa Knacca IgG K ckeneTHbIM Mbltiam (ACM) (Anti-Skeletal Muscle 1300
Antibodies, ASMA, 1gG)

34.12.003 AHTUTENA Knaccos IgG u IgM K raHrnnosungam (nanH-6not: GM1; 4900
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1la, GT1b, GQ1b, cynbhatngp),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,
Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

34.12.004 MwuosnT-cneundunyHble aHTMTENa Knacca IgG (naiiH-6noT1: Mi-2, Ku, PM-Scl 3200
100/75; Jol PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)

34.12.005 AHTWTENA K aLeTUNXONMHOBOMY peuenTopy (AXP, AMarHOCTMKa MUacTeHUn), 4650
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

34.12.006 AHTVHelipoHa/bHbIe aHTUTeNa Knacca IgG (nainH-6n0t1: Hu (ANNAL), Yo-1 4650
(PCAL1), CV2, Ma2, Ri (ANNAZ2), amtpudumann) (Anti-Neuronal Antibodies,
Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))

34.12.007 AHTUTENa Knaccos IgA, 1gG, 1IgM k NMDA (N-meTui-D-acnapTar) 3700
rnytamMaTHoMmy peuentopy, cymmapHo (N-Methyl-D-Aspartate Receptor
Antibodies, IgA, 19G, IgM, Total)

34.12.008 OnNnroknoHa/bHbINA IgG B NMkBOpe (LepebpoCnMHAIbHOM XMAKOCTH) 1 3700
cbiBopoTKe Kposu (Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum)

34.12.009 N-TepMUHaNbHbIA NponenTug npokonnareHa 1 obwuii (Procollagen Type 1 1000
N-terminal Propeptide, PINP, Total)

34. AMATHOCTUKA AYTOMIMMYHHbIX 3ABEOTEBAHUI (Diagnosis of Autoimmune Diseases) / 34.13.

AYTOMMMYHHbIe 3a60/1eBaHUS nerkux n cepaua (Autoimmune Lung Diseases, Autoimmune Heart Diseases)

34.13.001 AHTUTeNa Knacca IgG K cepaieuHoin myckynatype (M1Mokapay), 1300
aHTMMUWOKapananbHble aHTuTena (Anti-Heart Antibodies, 1gG)

34.13.002 AKTUBHOCTb aHrMOTEH3MH-NpeBpaLaroLero gepmeHTa (AM®) cbiIBOPOTKM KPOBYU 2400
(Angiotensin Converting Enzyme, ACE, Serum)

34.13.003 HeontepuH (HI) B cbiBopoTke Kposu (Neopterin, Serum) 1700

34.13.004 BocnanutensHble Muokapguonatum (AT K MutoxoHgpusam (AMA), AT K 2100

CepAevHol MycKynaType)

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.14. VIMMyHHble

TpOMOOLIUTOMNE

Hun (Immune Thrombocytopenia, ITP)

34.14.001

AHTUTENA Knacca K 1IgG TpomboumTam, Henpsamoii TecT (Platelet Antibodies IgG,
Indirect)

1400

35. A/INNIEPTOJ1IOr MYECKUE NCCJIEQOBAHUSA (Allergy Research) / 35.01. immyHornobynvH E obLumia (IgE, Total)

35.01.001 VimmyHorno6ynmHbl knacca E (06wwit IgE, uMmyHornobynunH E o6Lumii) 300
(Immunoglobulin E Total, IgE Total)

35. AJITIEPTOJ1IOTMYECKUE NCCIEQOBAHUA (Allergy Research) / 35.02. OnpegeneHue cneunduyeckux IgE:

KommneKcHble aiepronadenn (Determination of Specific IgE: Comprehensive Allergy Panels)

35.02.001 MaHensb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 2300

35.02.002 MaHens neguatpuyeckas, IgE (Pediatric Panel, 1gE) 2300

35.02.003 MaHenb pecnupaTopHble anneprexsl, IgE (Respiratory Panel, IgE) 2300

35. AJIJIEPTOJIOTMYECKUME NCCJIEAOBAHIA (Allergy Research) / 35.03. OnpegeneHue cneuudmyveckux IgE:

nuueBble asiiepredsbl (Determination of Specific IgE: Food Allergens)

35.03.001 MaHenb nuwesble annepredsl, IgE (Food Allergy Panel, IgE) 2300

35.03.002 Cwmecb NULLEBbIX anfiepreHoB 1: anenbCuH, 6aHaH, 610Ko, nepcuk, IgE (FP15 500
(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)*

35.03.003 Cwmecb NULLEBBIX anfiepreHoB 2: KMBK, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, 500

F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
35.03.004 CMecCb MULLEBBIX anfiepreHoB 3: CBUHMHA, KypPUHOE MSICO, FOBsiAMHA, 6apaHnHa, 500

IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb,

IgE)*
35.03.005 AHaHac, IgE (Pineapple, IgE, F210) 370
35.03.006 AnenscuH, IgE (Orange, IgE, F33) 370
35.03.007 Apaxuc, IgE (Peanut, IgE, F13) 370
35.03.008 BaHaH, IgE (Banana, IgE, F92) 370
35.03.009 BapaHwuHa, IgE (Lamb, IgE, F88) 370
35.03.010 beTta-nakTornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 370
35.03.011 loBsaguHa, IgE (Beef, IgE, F27) 370
35.03.012 pelindpyT, IgE (Grapefruit, IgE, F209) 370
35.03.013 "peyHeBast MyKa, IgE (Buckwheat, IgE, F11) 370
35.03.014 KaseuH, IgE (Casein, IgE, F78) 370
35.03.015 KanycTa ko4yaHHas, IgE (Cabbage, IgE, F216) 370
35.03.016 KapTtodens, IgE (Potato, IgE, F35) 370
35.03.017 Kusn, I1gE (Kiwi Fruit, IgE, F84) 370
35.03.018 Kny6Huka, IgE (Strawberry, IgE, F44) 370
35.03.019 Koposbe monoko, IgE (Milk, IgE, F2) 370
35.03.020 Kpabbl, IgE (Crab, IgE, F23) 370
35.03.021 KpeseTtku, IgE (Shrimp, IgE, F24) 370
35.03.022 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 370
35.03.023 JlnmoH, IgE (Lemon, IgE, F208) 370
35.03.024 MaHro, IgE (Mango, IgE, F91) 370
35.03.025 Mopkoss, IgE (Carrot, IgE, F31) 370
35.03.026 OBcsHaa Myka, IgE (Oat, IgE, F7) 370
35.03.027 Mekapckue apoxoku, IgE (Baker’s Yeast, IgE, F45) 370
35.03.028 Mepcuk, IgE (Peach, IgE, F95) 370
35.03.029 MuBHble apoxoky, IgE (Brewer’s Yeast, IgE, F403) 370
35.03.030 Mpoco, IgE (Common Millet, IgE, F55) 370
35.03.031 MuweHnyHas Myka, IgE (Wheat, IgE, F4) 370
35.03.032 Puc, IgE (Rice, IgE, F9) 370
35.03.033 CsuHKHa, IgE (Pork, IgE, F26) 370
35.03.034 Cenbpepeii, IgE (Celery, IgE, F85) 370
35.03.035 CoeBble 606bI, IgE (Soybean, IgE, F14) 370
35.03.036 Tomarbl, IgE (Tomato, IgE, F25) 370
35.03.037 Tpecka, IgE (Codfish, IgE, F3) 370
35.03.038 ThikBa, IgE (Pumpkin, IgE, F225) 370
35.03.039 dyHpyk, IgE (Hazelnut, IgE, F17) 370
35.03.040 LLlokonap, IgE (Chocolate, IgE, F105) 370
35.03.041 A6noko, IgE (Apple, IgE, F49) 370
35.03.042 AnyHbIin 6enok, IgE (Egg White, IgE, F1) 370
35.03.043 AnyHbIi XenTok, IgE (Egg Yolk, IgE, F75) 370
35. AJITIEPTOJ1IOT MYECKUE NCCIIEQOBAHUA (Allergy Research) / 35.04. OnpegeneHue cneunduyeckux IgE:
6bITOBbIe asiiepredbl (Determination of Specific 10E: Household Allergens)
35.04.001 Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, 500

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2,

M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albic
35.04.002 Mnecexb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 370
35.04.003 Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 370
35.04.004 Mnecenb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 370
35.04.005 MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 370
35.04.006 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 370
35.04.007 JomawHsas noins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 370
35.04.008 JomaiiHas nbins/H2-Stier, IgE (House Dust — Hollister-Stier, IgE, H2) 370




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
35.04.009 Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides 370
pteronyssinus, IgE, D1)
35.04.010 Knewy, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) 370
35.04.011 Knew, Dermatophagoides microceras (D3), IgE (Dermatophagoides microceras, 370
IgE, D3)
35. AJIJIEPTOJIOTMYECKUME NCCJ/IEOOBAHIA (Allergy Research) / 35.05. OnpegeneHue cneuudmyveckux IgE:
asiiepredbl xmMBoTHLIX (Determination of Specific IgE: Allergens of Animal Origin)
35.05.001 CMecb anfiepreHoB fOMaLLHWX FPbI3yHOB: ANUTENNA MOPCKOA CBUHKW, SNUTENNIA 900
KponvKa, anuMTennii XoMsika, Kpbica, Mbilwb, IgE (EP70 (E6, E82, E84, E87, E88),
Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium, Hamster Epithelium,
Rat, Mouse, IgE)*
35.05.002 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 300
35.05.003 Cobaka, IgE (Dog Epithelium, IgE, E2) 370
35.05.004 TapakaH, IgE (Cockroach, IgE, 16) 370
35.05.005 Mopckas cBuHKa, anutenuid, IgE (Guinea Pig Epithelium, IgE, E6) 370
35.05.006 BonHucTblii nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 370
35.05.007 OBua, anutenuid, IgE (Sheep Epithelium, IgE, E81) 370
35.05.008 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 370
35. AJITEPTOJ1IOrMYECKUE NCCEQOBAHUA (Allergy Research) / 35.06. OnpegeneHue cneunduyeckux IgE:
anneprexbl Nbinblbl pacteHnt (Determination of Specific IgE: Allergens of Plant Pollen)
35.06.001 CMech annepreHoB TPasbl: eXka cbopHas, OBCAHHMLA yTroBas, PoXb 500
MHOFONIETHASA, TUMOMeeBKa, MATIUK NyroBoi, IgE (GP1 (G3, G4, G5, G6, G8),
Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass, Timothy
Grass, June Grass (Kentucky Bluegrass), IgE)*
35.06.002 CMecCb anniepreHoB Tpasbl: KOMOCOK AYLUMCTbINA, POXXb MHOFOMIETHSA, 500
TUMOeeBKa, POXKb Ky/bTUBMPOBaHHas, ByxapHUK LwepcTucTelid, Ige (GP3 (G1,
G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye Grass,
Timothy Grass, Cultivated Rye Grass, Velvet Grass, |
35.06.003 CmecCb annepreHoB AepeBbEB: 0/bXa, NeLnHa 06bIKHOBEHHaS, 1Ba, 6epe3a, Ayo, 500
IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch,
Oak, IgE)*
35.06.004 CMecb anfiepreHoB COpPHOI TpaBbl: aMbpo3us NOMbIHHOMNCTHAS, MOSbIHb 500
06bIKHOBEHHAA, MOJOPOXHUK, Mapb 6enas, 301bHuMK/conaHka, IgE (WPL (W1,
W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort, English
Plantain, Lamb's Quarters, Russian Thistle, IgE)*
35.06.005 Bepesa, nbinbug, IgE (Birch, IgE, T3) 370
35.06.006 Tononb, IgE (Cottonwood, IgE, T14) 370
35.06.007 TumoeeBka, nbinbUa, IgE (Timothy Grass, IgE, G6) 370
35.06.008 MonbiHb 06bIKHOBEHHAS, Nbinbua, IgE (Mugwort, IgE, W6) 370
35.06.009 MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 370
35. AJIJIEPTOJIOTMYECKUME NCCJIEOOBAHIA (Allergy Research) / 35.07. OnpegeneHue cneuudmyeckux IgE:
npogeccroHanbHble asnepredsbl (Determination of specific IgE: professional allergens)
35.07.001 | narekc, IgE (Latex, 19G, K82) | 370
35. A/INIEPTOJ1IOr'MYECKUE NCCIIEQOBAHWUA (Allergy Research) / 35.08. OnpegeneHue cneunduyeckux 1gG:
nuLleBble annepredbl (Determination of Specific 1gG: Food Allergens)
35.08.001 Cmech NULLEBbIX ansiepreHoB 1: anenbCuH, 6aHaH, a1610Ko, nepcuk, 1gG (FP15 500
(F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, 1gG)*
35.08.002 CmecCb MULLEBbIX anfiepreHoB 2: KMBK, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, 500
F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)*
35.08.003 CmecCb NULLEBBIX anniepreHoB 3: CBUHMHA, KypUHOe MACO, FoBsiAMHa, 6apaHnHa, 500
1gG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb,
IgG)*
35.08.004 OnpegeneHne cneuntnyeckux MMMyHorn06ynmHos knacca G (IgG) K NnLeBbIM 9000
annepreHam (Basic Food Profile, 1gG)
35.08.005 AHaHac, IgG (Pineapple, 1gG, F210) 370
35.08.006 AnenbcuH, IgG (Orange, IgG, F33) 370
35.08.007 Apaxuc, IgG (Peanut, IgG, F13) 370
35.08.008 BaHaH, IgG (Banana, IgG, F92) 370
35.08.009 BapaHuHa, 1gG (Lamb, 1gG, F88) 370
35.08.010 Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 370
35.08.011 loBagvHa (F27), annepreH-cneumdguueckume 1gG (Beef, IgG, F27) 370




Kog ycnyru |AHaSIMTUY. Koj HasBaHue ycnyru LieHa
35.08.012 "penndpyT (F209), annepreH-cneundudeckme 1gG (Grapefruit, 19G, F209) 370
35.08.013 "peuHeBast Mmyka (F11), annepreH-cneumgudeckme IgG (Buckwheat, IgG, F11) 370
35.08.014 KaseunH (F78), annepreH-cneumnguyeckme IgG (Casein, IgG, F78)) 370
35.08.015 KanycTa kouvaHHas (F216), anneprex-cneundmueckme 1gG (Cabbage, 1gG, F216) 370
35.08.016 Kaptodens (F35), annepreH-cneuunduyeckune 1gG (Potato, 1gG, F35) 370
35.08.017 Kusu (F84), annepren-cneundumyeckue 1gG (Kiwi Fruit, 1gG, F84) 370
35.08.018 Kny6Hwuka (F44), annepreH-cneundguyeckne IgG (Strawberry, 19gG, F44) 370
35.08.019 Koposbe monoko (F2), annepreH-cneuuguyeckue IgG (Milk, 1gG, F2) 370
35.08.020 KpeseTku (F24), annepreH-cneumnguyeckune IgG (Shrimp, 1gG, F24) 370
35.08.021 KypuHoe msco (F83), anneprex-cneunguueckre 1gG (Chicken Meat, 1gG, F83) 370
35.08.022 JnmoH (F208), annepreH-cneumnduyeckue IgG (Lemon, IgG, F208) 370
35.08.023 MaHro (F91), annepreH-cneuuguyeckune 1gG (Mango, 1gG, F91) 370
35.08.024 MopkoBsb (F31), anniepreH-cneundmyeckue 1gG (Carrot, 19G, F31) 370
35.08.025 OBcsHaa Myka (F7), annepreH-crieuugudeckre 1gG (Oat, 19G, F7) 370
35.08.026 Mekapckue apoxokun (F45), annepreH-crneundmueckue 1gG (Baker’s Yeast, 1gG, 370
F45)
35.08.027 Mepcuk (F95), annepreH-crneunguueckume IgG (Peach, 1gG, F95) 370
35.08.028 MusHble apoxoku (F403), annepreH-creunguyeckme 1gG (Brewer’s Yeast, 1gG, 370
F403)
35.08.029 Mpoco (F55), annepren-cneunguyeckne 1gG (Common Millet, 1gG, F55) 370
35.08.030 MuweHnyHas myka (F4), anneprex-cneumdunyeckume IgG (Wheat, 19G, F4) 370
35.08.031 Puc (F9), annepreH-crneunguueckure 1gG (Rice, 1gG, F9) 370
35.08.032 CsuHuHa (F26), annepreH-cneuudguyeckue 1gG (Pork, 1gG, F26) 370
35.08.033 Coesble 60661 (F14), annepreH-cneumduyeckune IgG (Soybean, 1gG, F14) 370
35.08.034 Tomartbl (F25), annepreH-cneuuduyeckue IgG (Tomato, IgG, F25) 370
35.08.035 Tpecka (F3), anneprex-cneuuguueckre 1gG (Codfish, IgG, F3) 370
35.08.036 ThikBa (F225), anneprex-cneundmueckre 1gG (Pumpkin, 1gG, F225) 370
35.08.037 PyHayk (F17), annepreH-crneunduyeckume 1gG (Hazelnut, 19G, F17) 370
35.08.038 LLlokonag (F105), anneprex-cneundmueckue 1gG (Chocolate, 1gG, F105) 370
35.08.039 A6noko (F49), annepreH-cneumguyeckme IgG (Apple, IgG, F49) 370
35.08.040 AnyHblii 6enok (F1), annepreH-cneuundnyeckume 1gG (Egg White, 1gG, F1) 370
35.08.041 AnuHblii xentok (F75), annepreH-cneundmnyeckue 1gG (Egg Yolk, IgG, F75) 370
35. AJIJIEPTOJIOTMYECKUE NCCJIEOOBAHKA (Allergy Research) / 35.09. OnpegeneHue cneuudmyeckux IgG:
6bIToBbIe ansiepreHbl (Determination of Specific 19G: Household Allergens)
35.09.001 Cwecb annepreHos nneceHun: Penicillium notatum, Cladosporium herbarum, 500
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 19G (MP1 (M1, M2,
M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albic
35.09.002 MneceHb Penicillium notatum (M1), annepreH-cneyudunyeckue 1gG (Penicillium 370
notatum, 1gG, M1)
35.09.003 Mnecexb Cladosporium herbarum (M2), annepreH-cneunguueckume 1gG 370
(Cladosporium herbarum, 1gG, M2)
35.09.004 Mnecexb Aspergillus fumigatus (M3), annepreH-cneyndguyeckne 1gG (Aspergillus 370
fumigatus, 1gG, M3)
35.09.005 MneceHb Alternaria tenuis (M6), annepreH-cneyudgudeckune 1gG (Alternaria 370
tenuis, 19G, M6)
35.09.006 Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneuudguyeckue 1gG 370
(Dermatophagoides pteronyssinus, 1gG, D1)
35.09.007 Knewy, Dermatophagoides farinae (D2), annepreH-cnevuuguyeckue IgG 370
(Dermatophagoides farinae, 1gG, D2)
35.09.008 Knewy, Dermatophagoides microceras (D3), annepreH-cneumguyeckume 1gG 370
(Dermatophagoides microceras, 1gG, D3)
35.09.009 JomaluHas nbinb/Greer (H1), annepreH-cneumgunyeckme IgG (House Dust — 370
Greer, 19G, H1)
35.09.010 JomaluHas nbinb/Stier (H2), annepreH-cneymdgunyeckume IgG (House Dust — 370

Hollister-Stier, 1gG, H2)

35. AJIJIEPTOJIOTMYECKUE NCCJIEAOBAHKA (Allergy Research) / 35.10. OnpegeneHue cneuudmyeckux IgG:
a/1/1eprexbl XXMBOTHbIX (Determination of Specific 1gG: allergens of Animal Origin)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

35.10.001 Kowwuka, snutenuii (E1), annepreH-cneundmueckne 1gG (Cat Dander-Epithelium, 370
19G, E1)

35.10.002 Cobaka, anutenuii (E2), annepreH-crneumdguyeckme IgG (Dog Epithelium, IgG, 370

E2)

36. UICCJIELOBAHUE CIEPMbI (Study of Sperm) / 36.03. AHTUcnepManbHble aHTUTeNa (Antispermatozoal Antibodies)

36.03.001 AHTWTENa aHTMUCNepMasibHbIE B CbIBOPOTKe KpoBK (Anti-Spermatozoa Antibodies, 500
ASA, Serum)

36.03.002 AHTWTeNa aHTMCNepMasnbHble B crnepme (Anti-Spermatozoa Antibodies, ASA, 1450
Semen)

37. UNTOJTOTMYECKUE NCCNELQOBAHUA (Cytological Research) / 37.01. XKuaKocTHasa LMTOIOrUA, OKpacka no

Manannkonay (Liquid-Based Cytology, LBC, Pap Stain)

37.01.001 YXugkocTHasa umTonorms. LinTonornyeckoe nccnegosaHne roMarepuana Weinku 1450

MaTKm (OKpawumBaHue no ManaHukonay, TexHonorus NovaPrep ®) (Liquid Based
Cytology, LBC. Cervical Screening (Papanicolaou Stain (Pap Stain), Technology
NovaPrep ®))

37. UNTOJIOTMYECKUE NCC

EOOBAHWA (Cytological Research) / 37.02. OkpatuvBaHue o MNanaHvkonay ? Pap-Tect

(Papanicolaou Stain)

37.02.001 LinTonornyeckoe nccnegoBaHme bromatepuana Lelikn MaTku (OKpalumBaHme no 900
ManaHukonay, Pap-TtecT) (Cytological Examination: Cervix, Pap-test)

37.02.002 LinTonoruyeckoe uccnefoBaHne bromaTtepuana pasnMyHbIX NoKanmsauuia, Kpome 900

Lelikun maTku (oKpalumBaHue o ManaHukonay, Pap-TecT) (Cytological

Examination: Different Biomaterial exept Cervix, Pap-test)

37. UNTOJIOTMYECKUE NCCH
(Romanowsky-Giemsa Stain)

EANOBAHWNSA (Cytological Research) / 37.03. OkpalumBaHue no PoMaHOBCKOMY-I m3e

37.03.001 LInTonornyeckoe nccnefosaHme matepumana, nofy4eHHoro npy Xmpypruyeckmnx 370
BMeLLIaTeNbCTBaxX U Apyrux cpoUHbIx uccnefosaHuax (Cytological Examination of
Material Obtained during Surgical Procedures and Other Urgent Research)

37.03.002 VccnefoBaHne COCKOGOB M OTMEYATKOB C MOBEPXHOCTU KOXU U CMIU3UCTbIX 370
(Examination of Scrapings and Prints of Skin and Mucous Membranes)

37.03.003 VccnemoBaHne COCKOB0B M OTMEYaTKOB OMyX0sield 1 OMyX0nenofo6HbIX 500
o6pasoBaHuii (Examination of Scrapings and Prints Tumor and Tumor Like
Formations)

37.03.004 VcecnenosaHue sHAockonmueckoro matepuana (Examination of Endoscopic 500
Material)

37.03.005 VccnepoBaHus MpoMbIBHBLIX BOS, 6pOHXO0B (ViccnefoBaHne CMbIBOB C 6POHXOB) 500
(Examination of Bronchial Washouts)

37.03.006 VccnepoBaHme COCKO60B LUEKM MaTKU 1 LLEPBMKaNIbHOTO KaHana (Examination of 300
Scrapings: Cervix and Cervical Canal )

37.03.007 LinTonoruyeckoe nccnefoBaHne anUTENNA LUEAKN MaTKK C OMMCAHUEM MO 550
TepMmuHonorudeckoi cucteme betecga (The Bethesda System ? TBS)
(Cytological Examination of Cervical Epithelium with Description on The
Bethesda System, TBS)

37.03.008 VcecnenosaHue acnupata 13 nonocty matkm (Maskum) (Examination of Uterine 370
Aspiration )

37.03.009 ViccnepoBaHue oTneyaTka ¢ BHyTpMMaToYyHoii cnvpanu (BMC) (Examination of 370
Imprint Intrauterine Device, lUD)

37.03.010 VccnenosaHue moum (Examination of Urine) 370

37.03.011 VccnenosaHue BbleneHWid ©3 Mon04HOM xenesbl (Examination of Breast 370
Discharge)

37.03.012 VccnefoBaHune TpaHCCy4aToOB, IKCCYAaToB, cekpeTos (Examination of 370
Transudates, Exudates, Secrets)

37.03.013 VccnenoBaHune mokpoTbl (Examination of Sputum) 370

37.03.014 ViccnemoBaHne MyHKTAaTOB MOIOYHOV Xene3bl (Examination of Punctates: Breast) 370

37.03.015 VccnemoBaHue nyHKTaToB KX (Examination of Punctates: Skin) 370

37.03.016 VccnepoBaHme NMyHKTATOB ApYrux opraHoB 1 TkaHeld (Examination of Punctates: 1400
Other Organs and Tissues)

37.03.017 LinTonornyeckoe nccnegoBaHme NyHKTaTa LWMTOBUAHOM Xenesbl C ONMCaHWEM NO 600
TepMUHO/OrMYeckoii Knaccugukaumm betecaa (The Bethesda System for
Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

37.03.018 LiMTonornyeckoe mccnefoBaHne cockoba (Maska) Cn3ncTol 060/104KN NMOIOCTM 250

Hoca (ofHa nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal

Mucous Membrane (1 Localization))




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

37.03.019

ViccnenoBaHue 3HAOCKOMMYECKOro MaTepumana Ha Hanmume Helicobacter pylori
(Examination of Endoscopic Material: Presence of Helicobacter pylori)

600

37. UNTOJTIOTMYECKUE NCCH
(Cytological Examination of Early

EOOBAHWA (Cytological Research) / 37.04. KoHcynbTalmsa roToBbIX NpenapaTos

Stained Slides with Cytological Smear)

37.04.001

KoHcynbTauus roToBbIX LIMTONOrMYECKMX NpenapaToB (0HO CTEK/0)
(Consultation of Finished Cytological Preparations (1 Glass))

500

38. TMICTOJIOTMYECKUE NCCJ/IEAOBAHIKA (Histological Examination) / 38.01. FMCTOM0rMYECKUE NCCNEA0BaHMS C
OKpalLMBaHNEM FemMaToKCUIMH-30

3uHoM (Histology, hematoxylin and eosin stain (H&E stain, HE stain))

38.01.001

MCTONOrMYecKoe nccneaoBaHme 6oNcUitHOro MaTeprana U matepyana,
MOYYEHHOI0 NPU XMPYPrNYECKNX BMeLLaTeNbCTBaxX( 3HAOCKOMMYECKOr0
maTepwvasna; TKaHeil KEHCKOI MOM0BOW CUCTEMbI; KOXU,MATKNX TKaHel;
KPOBETBOPHOW W TMM(ONAHON TKAHEW; KOCTHO-XPSALLIEBOV TKaHW

1500

38.01.002

acTpwuT, accoummpoBaHHbIii ¢ Helicobacter pylori (ructonornyeckuii npoguib)
(Helicobacter pylori Associated Gastritis)

3300

38.01.003

Mmctoxvmuueckoe uccneposaHune Helicobacter pylori (cnmsb) (Helicobacter
pylori, Mucus, Histochemical Study)

1500

38.01.005

PeLlenTopbI K 3CTPOreHaM 1 MPOrecTepoHY, UMMYHOMMCTOXUMUYECKOE
nccnegoBaHune (6romartepuan, MKCMpPoBaHHbIN B NapadrHoBom 610ke) (Estrogen
and Progesterone Receptors, Immunohistochemical Study (Fixed Biomaterial in
Paraffin Block))

5500

38.01.006

KoHcynbTaums rotoBbIX MMCTONOMMYECKMX NpenapaTtoB (1 cTekno + 1 6/10K)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

1300

38.01.007

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXUMUYECKOE UCCNEe0BaHNE: OLEHKA
nponudepaTMBHOI akTUBHOCTU No akcnpeccumn Ki-67 (buomatepman,
thMKCMpOoBaHHbI B hopmanHoBom Bydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67, Imm

4400

38.01.008

Ki-67 (MIB-1) akcnpeccus, IMMYHOICTOXMMWYECKOE UCCef0BaHUNE: OLeHKa
nponudgepaTMBHON aKTMBHOCTM No akcnpeccun Ki-67 (6uomatepuman,
(hrkcvpoBaHHbIl B napatuHoBom 61oke) (Ki-67 (MIB-1) Expression, Assessment
of Proliferative Activity by Expression Ki-67, Immun

4400

38.01.009

HER2/neu skcnpeccunsi, HER2-cTaTyc, UMMYHOrMCTOXUMWUYECKOE UCCNeA0BaHNE,
NIrX (6romatepuan rKcMpoBaHHbIi B hopmanuHoBom bydepe) (HER2/neu
Expression, HER?2 Status, Immunohistochemical Study (Fixed Biomaterial in
Formalin Buffer))

4400

38.01.010

OnpegeneHve HER?2 cTaTyca onyxonn MeTogoM MMMYHO(/1yOpeCcLeHTHO
rmbpuausauum in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

18000

38.01.011

HER2/neu skcnpeccus, HER2-cTatyc, UMMYHOrMCTOXUMUYECKOE UCCNe0BaHNe,
NIrX (buomatepuan, hMKCMpoBaHHbI B NapatmHoBoM 610ke) (HER2/neu
Expression, HER2 Status, Immunohistochemical Study (Fixed Biomaterial in
Paraffin Block))

4400

38.01.012

VIMMYHOTMCTOXMMMYECKAsA A1arHOCTMKA XPOHUYECKOr0 3HAOMETpUTA —
BbISB/IEHME Nia3MaTnyeckmx knetok (CD138) (buomatepman, (PUKCUMPOBaHHI B
thopmanuHosom Bydepe) (Chronic Endometritis, Identification of Plasma Cells
CD138, Immunohistochemical Diagnosis (Fixed Bioma

4400

38.01.013

VIMMYHOTMCTOXMMMYECKAsA ANarHOCTMKa XPOHUYECKOr0 3HAOMETPUTA —
BbISIBNIEHME Na3maTnyeckmx Knetok (CD138) (buomatepwan, (h1KCUPOBaHHbIN B
napadmHoBom 610ke) (Chronic Endometritis, Identification of Plasma Cells
CD138, Immunohistochemical Diagnosis (Fixed Biomate

4400

38.01.014

VIMMYHOIMCTOXUMUYECKOE UCCNef0BaHNe MapKepa paHHen AnarHOCTUKM
[MCNa3nn ¢ BbICOKOI CTEMEeHbIO pUCKa 03/10KavecTBneHns: p16INK4a
(6romatepuan, h1KcpoBaHHbIii B hopManiHoBoM bydepe) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a, Immuno

3900

38.01.016

VIMMYHOrMCTOXMMUYECKWIA CKPUHWMHT PaKa LUEeRKM MaTK1 — MCCNefoBaHne BYX
MapKepoB /1 paHHell ANarHOCTMKM AVCMa3MM C BbICOKOI CTEMEHbI0 pUCKa
o3nokayecTeneHust: pl6INK4a + Ki-67 (6uomatepuvan, (hMKCUPOBaHHBIN B
thopmanvHoBom bydepe) (Cervical Cancer — Study of Two Ma

6500

38.01.017

VIMMYHOIMCTOXUMUYECKUIA CKPUHWHT paKa LUEAKN MaTKn — NCCefloBaHNe ABYX
MapKepoB [/151 paHHel AMarHOCTMKM AVCMNA3NMN C BbICOKOW CTEMEHbH) pUCKa
o03/10KkadecTBneHus: pl6INK4a + Ki-67 (brnomatepuan, gmKCMpPOBaHHbIA B
napadguHoBoM 6110ke) (Cervical Cancer — Study of Two Mark

6500

38.01.018

Pak MONOYHOI Xene3bl — KOMMIEKCHbIA MMMYHOTMCTOXMMUYECKMIA Npotnib
(buomatepuan, hMKCMPOBaHHLIN B (hopmanmHoBoM Bydepe) (Breast Cancer,

Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

13000




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

38.01.019

PaK MOM04YHOI Xene3bl — KOMNAEKCHbI MMMYHOFMCTOXMMUYECKINIA Npodnib
(6romaTtepuan, (PrUKCMpoBaHHbIN B NapadrHoBoM 610ke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

13000

38.01.020

MiMmmyHorucToxmmumyeckoe (UIMX) nccnefosaHune: amarHocTmka
nvmgonponudepaTMBHbIX 3ab01eBaHUIA (GMoMaTepuas, 3aKYEHHbIN B
napadguHoselii 6510K) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

15500

38.01.021

VimmyHoructoxummyeckoe (UIMX) nccnefosaHue: AMarHocTmka
nnmdonponngepaTUBHbIX 3a60/1eBaHW (6roMaTepra, PUKCUPOBaHHbIN B
thopmanuHosom 6ydepe) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Fixed Biomaterial in Formalin Buffer))

15500

38.01.022

VimMmyHoructoxmmumndeckoe (UIMX) nccnefoBaHune: AMarHocTMKa rmcToreHesa
MeTacTa3oB Mpu HeyCTaHOB/IEHHOM MePBMUYHOM ouvare (CNeKkTp MapKepoB Ans
BbISIBNIEHNS TKAHEBOM NPUHAANEXHOCTH) (BuomaTepuran, 3aK/THOYeHHbIN B
napaguHoBbIii 6n0K) (Immunohistochemical diagnosis in cancer

15500

38.01.023

VmmyHoructoxumuyeckoe (UIMX) nccnegosaHue: AnarHocTmka ructoreHesa
METacTa30B MpW HeyCTaHOB/IEHHOM MePBMYHOM Oyare (CekTp MapkepoB Ans
BbISIBNIEHNS TKAHEBOIN NpUHALNEXHOCTH) (BuomaTepran, (MKCUPOBaHHBIN B
thopmanvHoBom bydepe) (Immunohistochemical diagnosis in ¢

15500

38.01.004

PeLienTopbl K 3CTPOreHaM M NPOrecTepoHy, MMMYHOTUCTOXMMUYECKOE
nccneposaHue (Estrogen and Progesterone Receptors, Immunohistochemical
Study)

38.01.015

VIMMYHOIMCTOXMMUYECKOE UCCef0BaHNe MapKepa paHHen AnarHOCTUKM
QNCNNa3nM C BbICOKOI CTEMEHbIO PUCKa 03/10KavecTBNeHNs: pl6INK4a
(6romatepuan, hnkcrpoBaHHbIii B napatuHoBom 610ke) (Early Diagnosis Marker
of Dysplasia with High Risk Malignancy: p16INK4a, Immunohi

39. LUTOTrEHETUYECKUME NCC/IEAOBAHINA (Cytogenetic Research) / 39.01. LinToreHeTU4ecKme uccneaoBaHus

(Cytogenetic R

esearch)

39.01.001

VccnepoBaHue KapmoTuna (KONMYECTBEHHBIE 1 CTPYKTYPHble aHOMa/IUK
xpomocom) (Karyotype)

5000

40. TEHETWY

(Genetic VIP-Profiles)

ECKWME MPEAPACIMONTOXXEHHOCTW (Genetic Predispositions) / 40.01. FeHeTuueckume VIP-npodunn

40.01.001

MonHoe reHeTMueckoe obcnefoBaHve Ans My>xunH (reHsl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, U

84000

40.01.002

MonHoe reHeTnueckoe ob6cnefoBaHye 415 XeHLWrH (reHsl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN,
RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, U

61000

40.01.004

MonHoe reHeTMYecKoe 06Cnef0BaHNe CYNPYXKECKOM Napbl (KEHLMHA) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTTL, GSTM1, GSTP1, LCT, CALCR, COL1AL, CFTR,
GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG

74500

40.01.005

MonHoe reHeTMyeckoe obcnefoBaHve pebeHka (Manbumk) (reHsl ACE, AGT, F2,
F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1AL, CFTR, GJB2,
PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,

65000

40. TEHETIY
thakTopsl (Life

ECKWE MPEAPACIMONMOXXEHHOCTW (Genetic Predispositions) / 40.02. O6pa3 >X13HU U FreHeT
style and Genetic Factors)

nyeckue

40.02.001

3n0poB.bIit 06pa3 xu3Hu (reHsl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB,
UGT1AL, DAT, OPRM1, ANKK1, ALDH2, ADH2) (Healthy Lifestyle (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1, GSTM1,

39000

40.02.002

A 3p0poB (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, UGT1AL, AR, CFTR; AZF-perunoH) (I'm Healthy (for
Men) (Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, UGT1Al, AR, CFTR; AZF-Region))

31500

40.02.003

A 3p0po.a (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1,
GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm Healthy (for Women)
(Genes F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1,
GSTP1, NAT2, BRCA1, BRCA2, UGT1A1))

27500




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

40.02.004

OLeHKa pP1CKOB, CBSI3aHHbIX C MHTEHCUBHOW (mn3nyeckoli Harpyskoii (reHsl ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA,
FGB) (Higher Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1

17500

40.02.005

OLEHKa PUCKOB, CBS3aHHbIX C MHTEHCMBHOM (M3nYecKoii Harpyskoii (reHbl ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA,

FGB) (6e3 onuncaHms pesy/nbTaToB Bpadom-reHeTukom) (Higher Physical Activity:

Risk Assessment (Genes ACE, AGT, F2, F5, Apo

15000

40.02.006

MoaroToBska k onepaumu (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for
Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

3700

40.02.007

MoaroToBka K onepauun (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onncaHus
pesynbTaToB BpayoM-reHeTMkoM) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

2000

40.02.008

OnacHoCTb Mpu npremMe opasibHbIX KOHTpaLenTueoB (reHsl F2, F5) (Risk of Oral
Contraceptives, Ocs (Genes F2, F5))

2100

40.02.009

OnacHoCTb Mpu npremMe opasibHbIX KOHTpauenTueos (reHsl F2, F5) (6e3
ornucaHua pe3ynbTaTos BpadyoM-reHeTnkom) (Risk of Oral Contraceptives, OCs
(Genes F2, F5) (without Description))

1900

40.02.010

Puck pa3sutus paka npu kypeHun (reHsl GSTT1, GSTM1, GSTP1, NAT2) (Risk
of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT?2))

9900

40.02.011

Puck pa3suTuns paka npu KypeHun (reHsl GSTT1, GSTM1, GSTP1, NAT2) (6e3
onucaHua pe3ynbTaToB BpadyoM-reHeTnkom) (Risk of Cancer in Smoking (Genes
GSTT1, GSTM1, GSTP1, NAT2) (without Description))

8100

40.02.012

Heo6Xx0aMMOoCTb 3aLmThl KoK npu 3arape (reHsl GSTT1, GSTM1, GSTP1,
NAT?2) (Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1, GSTP1,
NAT2))

9900

40.02.013

HeobxoaMMoCTb 3aLuThl KOXuM npu 3arape (reHsl GSTT1, GSTM1, GSTP1,
NAT2) (6e3 onucaHus pesynbTaToB Bpauom-reHeTukom) (Tanning Risks:
Protection of Skin (Genes GSTT1, GSTM1, GSTP1, NAT2) (without
Description))

8100

40.02.014

Mprem XapeHbIX U KOMYeHbIX NPOAYKTOB U PUCK pa3BUTMSA paka (reHbl GSTT1,
GSTM1, GSTP1, NAT2) (Intake of Grilled and Smoked Foods and Cancer Risk
(Genes GSTT1, GSTM1, GSTP1, NAT2))

9900

40.02.015

MpreM >KapeHbIX U KOMYeHbIX NPOAYKTOB U PUCK pa3BuTuA paka (reHbl GSTT1L,
GSTM1, GSTP1, NATZ2) (6e3 onvcaHus pesynbTaToB BpauOM-reHeTUKOM)
(Intake of Grilled and Smoked Foods and Cancer Risk (Genes GSTT1, GSTML,
GSTP1, NAT?2) (without Description))

8100

40.02.016

HenepeHoCcUMOCTb MoOsioKa y B3pocbix ntofeit (reH LCT) (Lactose Intolerance in
Adulthood (Gene LCT))

1500

40. TEHETWY
(Reproductive

Health)

ECKWE MPEAPACIMOTOXKEHHOCTW (Genetic Predispositions) / 40.03. PernpogyKTUBHOe 34,0p0Bbe

40.03.001

YKeHckoe 6ecniogue n 0CnoXHeHve 6epemeHHOCTM (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA II; kapuotun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA 11; Karyotype))

20000

40.03.002

Xouy cTaTb MaMoli: 0COXHEHUS GepemeHHOCTU (reHbl F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy Complications
(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

15000

40.03.003

Xouy cTaTb MamoiA: OCNOXXHeHNs GepeMeHHOCTH (reHbl F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD) (6e3 onucaHus pe3ynbTaTos BpauyoM-reHeTkom) (Want
to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD) (without Description))

13000

40.03.004

CKIOHHOCTb K TPOM603aM NMpu 6epeMeHHOCTU: MUHUMa/IbHasA naHeb (reHbl F2,
F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

2300

40.03.005

CKNOHHOCTb K TPOMG03aM Npy 6epeMEHHOCTU: MUHUMabHas NaHenb (reHbl F2,
F5) (6e3 onucaHus pesynbTaToB Bpadom-reHeTukom) (Thrombotic Tendency in
Pregnancy: Minimum (Genes F2, F5) (without Description))

1900

40.03.006

[ecTo3bl 1 (heTONNaLeHTapHas HefocTaTouHOCTL (reHbl ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT,
MTHFER, MTRR, MTR, F2, F5))

9000

40.03.007

[ecTo3bl 1 (PeTONNaLeHTapHas HefocTaTouHOCTL (reHbl ACE, AGT, MTHFR,
MTRR, MTR, F2, F5) (6e3 onucaHus pe3ynbTaToB BpayoM-reHeTuKoMm) (Gestosis
and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(without Description))

8000




Kog ycnyru |JAHa/INTUY. Ko

HasBaHue ycnyru

LleHa

40.03.008

MpWBbIYHOE HEBbIHALLIMBAHWE BEPEMEHHOCTH, B T. Y. CK/IOHHOCTb K TPOM603aMm
npu 6epeMeHHOCTU: paclumnpeHHas naHens (reHsl MTHFR, MTRR, MTR, F2, F5)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5))

4000

40.03.009

MpWBbIYHOE HEBbIHALLIMBAHWE BEPEMEHHOCTH, B T. Y. CKIOHHOCTb K TPOM603aM
npu 6epeMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR, MTRR, MTR, F2, F5)
(6e3 onmcaHma pesynbTaToB BpadomM-reHeTukom) (Habitual Miscarriage,
Thrombotic Tendency in Pregnancy: Extended Panel (

3000

40.03.010

BO3HMKHOBEHWE U30/IMPOBaHHbIX NMOPOKOB pa3BuTua y nnofa (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR))

2800

40.03.011

BO3HMKHOBEHWE U30/MPOBaHHbIX MOPOKOB pa3BuTua y nnoga (reHsl MTHFR,
MTRR, MTR) (6e3 onucaHus pesynbTaToB BpadyoM-reHeTnkoMm) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))

2200

40.03.012

TpoMOOTUYECKME OCNIOXKHEHMA NPU CTUMYNALUMKN 0BYNAUMK (reHbl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

2200

40.03.013

TpoM60TUUECKNE OCNIOXKHEHWS NPU CTUMYNALMKN 0BYNAUMK (reHbl F2, F5) (6e3
onucaHna pe3ynbTaToB Bpa4yoM-reHeTnkom) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

1800

40.03.014

AppeHoreHuTanbHblii cnHgpom (AC). Monck YacTbiX MyTaLuii B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene CYP210HB,
9 Freq. Mut.)

15500

40.03.015

OnacHoCTb Npu NpuemMe opaibHbIX KOHTpaLenTrBoB (reHbl F2, F5) (Risk of Oral
Contraceptives, Ocs (Genes F2, F5))

2200

40.03.016

OnacHoCTb Mpu npremMe opasibHbIX KOHTpaLenTueoB (reHsbl F2, F5) (6e3
onucaHms pesynbTaTtos BpadoM-reHeTmkom) (Risk of Oral Contraceptives, OCs
(Genes F2, F5) (without Description))

1800

40.03.017

O6meH honmesoii kncnoTsl (reHbl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

2800

40.03.018

O6meH honmesoii kucnoTsl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHms
pesynbTaToB BpadoM-reHeTnkoMm) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

2200

40.03.019

HacnefcTBeHHbIe Clyyan paka MOMIOYHOM Xenesbl U/Uan SUYHUKOB (reHbl
BRCAL, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

4300

40.03.020

HacneacTBeHHbIe ClyYan paka MOMOYHOM XKenesbl U/MIn SUHHNKOB (reHbl
BRCAL, BRCAZ2) (6e3 onucaHus pesy/bTaToB Bpadom-reHeTmkom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description))

3700

40.03.021

HacneacTBeHHbIe C/lydan paka MOMIOYHOI Xenesbl n/nnn smyHnkos BRCAL,
BRCA2, CHEK?2, NBN (Hereditary Breast and/or Ovarian Cancer )

8000

40.03.022

Myxckoe 6ecnnogme (reHsl AR, CFTR; AZF-pervoH; kapuoTun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))

16300

40.03.023

"eHeTnyeckve thakTopbl My>cKoro 6ecnnogus (reHsl AR, CFTR; AZF-pervoH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

13500

40.03.024

HapyLueHuns cnepmaroreHesa: nonHas naHenbs (AZF-pervon) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

8900

40.03.025

HapyLueHwns cnepmartoreHesa: nofHasa naHenb (AZF-permon) (6e3 onvcaHns
pe3ynbTaToB BpavoM-reHeTMkoM) (Impairment of Spermatogenesis: Full Panel
(AZF-Reqion) (without Description))

9000

40. TEHETNYECKWE MPEAPACTIOJIOXKEHHOCTW (Genetic Predispositions) / 40.04. HLA-TunvpoBaHue 1
pe3yc-thakTop (HLA (Human Leukocyte Antigens) Typing and Rh factor)

40.04.001

OnpepaeneHne pesyc-thaktopa (Rh factor Definition)

4000

40.04.002

OnpeaeneHne reHoTuna pesyc-takropa (RH factor Genotype)

8000

40.04.003

OnpepeneHue reHoTuNa pesyc-thaktopa (6e3 onMcaHus pe3ynbTaToB
Bpa4yom-reHeTnkom) (Genotype of RH factor Definition (without Description))

8000

40.04.004

MonekynsipHo-reHeTnyeckoe nccnegosanne HLA-B27 (Molecular Genetic
Testing HLA-B27)

900

40.04.005

TunuposaHue reHos cuctembl HLA 11 knacca (reHsl DRB1, DQAL, DQB1)
(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
DQA1, DOB1))

6000

40.04.006

TunuposaHue reHos cuctembl HLA 11 knacca - nokyc DRB1 (System Human
Leukocyte Antigen (HLA) Class 1, Typing)

1600

40. TEHETUYECKWE MPEAPACTIOJIOXXEHHOCTW (Genetic Predispositions) / 40.05.20.5 CucTtema cBepTbIBaHUSA

KpoBu (Blood-Clotting Sequence)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

40.05.001

TpomM603bl: paclunpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

3200

40.05.002

Tpom60o3bl: paclumpeHHas naHenb (reHsbl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHua pe3ynbTaToB BpayoM-reHeTnkom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

3000

40.05.003

PaclumpeHHOe 1ccnefoBaHne reHoB cMcTeMbl remocTasa (reHbl F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2,
ITGB3, F7, PAI-1))

5000

40.05.004

PacLumpeHHOe nccneaoBaHne reHoB cMCTeMbl remMocTasa (reHbl F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTMkoM) (Extended Study of Hemostatic System (Genes
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F

4000

40.05.005

Tpom603bl: CoKpaLLleHHas naHenb (reHsl F2, F5) (Thrombosis: Minimum (Genes
F2, F5))

2200

40.05.006

Tpom603bl: COKpaLLleHHas naHenb (reHsbl F2, F5) (6e3 onvucaHns pesynbTaTos
BpayoMm-reHetnkom) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

2000

40.05.007

dunbpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

2700

40.05.008

®ubpuHoreH (reH FGB) (6e3 onucaHna pe3ynbTaToB BPa4YOM-TreHETUKOM)
(Fibrinogen (Gene FGB) (without Description))

2700

40.05.009

wnepromoupmcTemHemus (reHsl MTHFR, MTRR, MTR) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR))

2700

40.05.010

mnepromoupmcTemHemus (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHus
pe3ynbTaToB BpavoM-reHeTukoM) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

2200

40.05.011

'vneparperauus Tpom6oumnToB (reHsl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2800

40.05.012

vneparperayns TpomooumnTos (reHbl ITGA2, GP1BA) (6e3 onucaHus
pesynbTaToB BpavoM-reHeTMkoMm) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

2500

40.05.013

TpombouuTapHbIi peuenTop ¢unbpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

1800

40.05.014

TpombouuTapHbIii peuentop gubpuHoreHa (reH ITGB3) (6e3 onucanus
pe3ynbTaToB BpavoM-reHeTMkoM) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description))

1500

40. TEHETWY

ECKWE MPEAPACIMONTOXXEHHOCTW (Genetic Predispositions) / 40.06. BonesHu cepaua v coc

and Blood Vessel (Cardiovascular) Diseases)

ynoB (Heart

40.06.001 CeppfeyHo-cocyamucTble 3abonesaHus (reHol ACE, AGT, F2, F5, ApoE, MTHFR, 15700
MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-Vascular Diseases
(Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3,
ITGA2, GP1BA, FGB))

40.06.002 ApTepuansHas runepTeHsus, nonHas naHens (ressl ACE, AGT, NOS3) (Arterial 4150
Hypertension: Full Panel (Genes ACE, AGT, NOS3))

40.06.003 ApTepuanbHas runepTeH3ns, nonHas naHenb (reHbl ACE, AGT, NOS3) (6e3 3700
onuncaHus pesynbTaToB BpavoM-reHeTukom) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3) (without Description))

40.06.004 ApTepuansHas rmnepTeHsuns, CBA3aHHas ¢ HapyLLeHUaMU B 2700
PeHVHaHTNOTeH3MHOBOI cucTeme (reHbl ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT))

40.06.005 ApTepuanbHasa rmnepTeHsuns, CBA3aHHaa ¢ HapyLLeHUsIMU B 2700
PEHMHaHI1MoTeH3nHOBOM cucteme (reHsl ACE, AGT) (6e3 onncaHus pesynbTaTtoB
Bpayom-reHeTnkom) (Arterial Hypertension, Renin-Angiotensin System Disorder
(Genes ACE, AGT) (without Description))

40.06.006 ApTepuanbHas rmnepTeH3uns, CBsi3aHHas € HapyLLeHWsiMK B paboTe 1800
sHpoTennansHoint NO-cuHTassl (reH NOS3) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3))

40.06.007 ApTepuansHas rmnepTeH3ns, CBA3aHHas ¢ HapyLLeHWsMy B paboTe 1500
sHpoTenuanbHo NO-cuHTasbl (reH NOS3) (6e3 onmcaHns pe3ynbTaTos
Bpayom-reHeTnkom) (Arterial Hypertension, Endothelial NO-Synthase
Disturbance (Gene NOS3) (without Description))

40.06.008 WMBC, nHgapkT muokapaa (reHsl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) 7800

(Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE,
AGT, NOS3, ApoE))




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
40.06.009 MBC, nHapkT muokapaa (reHbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (6e3 7500
onucaHna pe3ynbTaToB Bpa4oM-reHeTnkom) (Ischemic Heart Disease, Myocardial
Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (without
Description))
40.06.010 Wwemnyeckuid nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (Ischemic Stroke 6000
(Genes ITGB3, ITGA2, GP1BA, FGB))
40.06.011 WNwemnyeckuii nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (6e3 onncaHus 5500
pe3ynbTaToB BpavoM-reHeTukoM) (Ischemic Stroke (Genes ITGB3, ITGAZ2,
GP1BA, FGB) (without Description))
40.06.012 ATtepocknepos (reH ApoE) (Atherosclerosis (Gene ApoE)) 3000
40. TEHETUYECKWE MPEAPACIIOJIOXKEHHOCTW (Genetic Predispositions) / 40.07. Bone3HW »enya04HO-KULLIEYHOTO
TpakTa (Gastrointestinal Diseases)
40.07.001 bonesHb KpoHa (reHsl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes 5300
DLG5, NOD2, OCTN1, OCTN2))

40. TEHETUNYECKWE MPEAPACIMONOXEHHOCTW (Genetic Predispositions) / 40.08. BonesHu LeHTpasibHOW HePBHO
cucteMbl (Central Nervous System (CNS) Diseases)

40.08.001

|Eone3Hb Anbureiimepa (redH ApoE) (Alzheimer's Disease (Gene ApoE))

| 3000

40. TEHETUYECKWE MPEAPACTIOJIOXXEHHOCTW (Genetic Predispositions) / 40.09. OHKo/10r n4ecKkue 3abosieBaHuUs
(Cancer Diseases)

40.09.001

OHKosornyeckune 3a6oneBaHna y )eHWuH (reisl MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1) (Cancer in
Women (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2,
BRCAL, BRCA2, CHEK2, NBS1))

19000

40.09.002

OHKonorunyeckune 3abonesaHus y My>xunH (reibl MTHFR, MTRR, MTR, GSTT1,
GSTM1, GSTP1, NAT2, AR) (Cancer in Men (Genes MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, AR))

14000

40.09.003

OHKonornyeckme 3a60neBaHNs, CBA3aHHbIE C TOKCMHAMM OKPY)KatoLLei cpedpl
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (Cancer Associated with Environmental
Toxins (Genes GSTT1, GSTM1, GSTP1, NAT2))

8400

40.09.004

HacnefcTBeHHble Cyyan paka MOMIOYHOM XXenesbl U/Unn SUYHUKOB (reHbi
BRCAL, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

4500

40.09.005

HacneacTBeHHbIe Clydan paka MOMIOYHOM Xenesbl W/Unmn SMYHNKOB (reHbl
BRCAL, BRCAZ2) (6e3 onucaHus pesy/nbTaToB BpadoM-reHeTukom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description))

3800

40.09.006

HacnencTeeHHble cnyyan BRCA-accoUmMmMpoBaHHOMO paka y My>UYmnH: pak
rPy4HOI, NOMAKENYA04HO, MpeAcTaTeNbHOM Xenes, pak andek (reHbl BRCAL,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

4400

40.09.007

HacnencreeHHble cnyyan BRCA-accoLMmMpoBaHHOMO paka y My>UrH: pak
rpyaHOI, NoAKeNnyA04HON, NpeacTaTeNbHOM Xenes, pak sandek (reHbl BRCAL,
BRCAZ2) (6e3 onucaHus pesynbTaToB Bpadom-reHeTukom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate

4000

40.09.008

HacneacTBeHHbIe C/lyyamn paka MOMIOYHOI Xenesbl /nnn smyHnkos BRCAL,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

7900

40.09.009

CeMeliHblii MefyNNSpHbIA paK WUTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15
reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene
RET))

13000

40.09.010

CVHAPOM MHOXeCTBEHHOI 3HAOKPUHHON Heonnasum 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

4100

40.09.011

CVHAPOM MHOXECTBEHHOI 3HAOKPUHHOM Heonnasum 2A Tuna (3k30Hbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

8600

40.09.012

Mapkep pa3BuThsi Ph’-HeraTMBHbIX XPOHUYECKUX MUeNonponngepaTnBHbIX
3aboneBaHmnii (XMIM3): KonnyecTBeHHOe OMnpefeneHe COOTHOLLIEHMS
HOPMa/TbHOTO 1 MyTaHTHOrO annenein 617V/617F reHa JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): guantifica

4500

40.09.013

Mapkep pa3suTusi Ph’-HeraTMBHbIX XPOHUYECKUX MUeNonponngepaT1BHbIX
3a6oneBaHmnin (XMTI13): Ka4eCTBEHHas OLiEHKa Halmums COMaTUYeCKO MyTaLmm
617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative Disorders
(cMPD): gualitative assessment of presence of

3600

40. TEHETUYECKWE MPEAPACIIOJIOXXEHHOCTW (Genetic Predispositions) / 40.11. HapyLueHnsi 06MeHa BeLLECTB
(Metabolic Disease, Metabolic Disturbance)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

40.11.001

HacneactBeHHas npespacnonoXeHHOCTb K caxapHOMY AnabeTy 1-ro Tmna no
Tpem nokycam reHoB cuctembl HLA Il knacca (reHbl DRB1, DQA1L, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes), HLA
Class Il (Genes DRB1, DQA1, DOB1))

6400

40.11.002

HacnefcTBeHHast NpeapacnonoXXeHHOCTb K LieIMaknm No /10KyCam FeHOB CUCTEMb
HLA Il knacca (DQA1, DOB1)

6000

40.11.003

[JnabeT uHcynuHHesasncumblii ADAMTS9, KCNJ11, KCNQ1, PPARG
(Non-Insulin-Dependent Diabetes Type 2)

10300

40.11.004

[nabet nHcynuHHesasncumblin ADAMTS9, KCNJ11, KCNQL, PPARG (6e3
onucaHmna pe3ynbTaToB BpayoM-reHeTnkom) (Non-Insulin-Dependent Diabetes
Type 2 (without Description))

7600

40.11.005

CuHapom Xunbbepa (reH UGT1AL) (Gilbert's Syndrome (Gene UGT1AL))

4000

40.11.006

OcTeonopo3s: nonHas naHens (reHsl CALCR, COL1A1L, VDR) (Osteoporosis: Full
Panel (Genes CALCR, COL1A1, VDR))

5400

40.11.007

OcTeonopo3s: nosHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTMkoM) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

4400

40.11.008

OcTeonopo3s: cokpalleHHas naHesnb (reHsl CALCR, COL1A1) (Osteoporosis:
Abridged Panel (Genes CALCR, COL1A1))

3700

40.11.009

OcTeonopos: cokpatyeHHas naHens (reHsl CALCR, COL1AL) (6e3 onmncaHus
pe3ynbTaToB BpavoM-reHeTnkoM) (Osteoporosis: Abridged Panel (Genes CALCR,
COL1A1) (without Description))

3500

40.11.010

OcTeonopos: peuenTtop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D
Receptor (VDR) (Gene VDRY))

1500

40.11.011

OcTeonopos: peuenTtop BuTamuHa D (reH VDR) (6e3 onucaHnsa pe3ynsTaTos
BpayoMm-reHeTnkom) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR)
(without Description))

1400

40.11.012

O6meH honmesoii kncnoTsl (resl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

2600

40.11.013

O6meH onmesoit kucnotbl (reHbl MTHFR, MTRR, MTR) (6e3 onuncaHus
pesynbTaToB BpadoM-reHeTnkoMm) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

2200

40.11.014

INakTas3Has HepocTaToO4HOCTL B3pochbiX (reH LCT) (Adult Lactase Deficiency
(Gene LCT))

1700

40.11.015

HacneacTtBeHHbIN remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1

(Gene HFE))

3000

40. TEHETY

(Pharmacogenetics)

ECKWE MPEAPACIMONOXXEHHOCTMW (Genetic Predispositions) / 40.12. ®apmakoreHeTuKa

40.12.001

ACMUPUH 1 NNaBuKC. MeHETUYECKNIA MapKep Pe3NCTEHTHOCTU K aHTMarperaHTHON
Tepanuu acnmMpuHOM 1 NnaBnKcom. OnpeaeneHne HanMums NOAMMOPHU3MOB reHa
TpombouuTapHoro peuentopa dmbpuHoreHa (reH ITGB3) (Aspirin and Plavix.
Genetic Marker of Resistance to Antiplatel

1600

40.12.002

BapdhapuH: paclunpeHHas naHenb ansa nogéopa go3bl (reHsl CYP2C9, VKORCI,
CYP4F2, GGCX) (Warfarin Dose Panel (Genes CYP2C9, VKORCL1, CYP4F2,
GGCX))

12400

40.12.003

mapanasvH 1 npokanHamma,. MeHeTUYECKe MapKepbl MOBbILLEHHOTO prcKa
pasBUTUA BOMYAHOYHOMOAOOHOIr0 CMHAPOMA M FenaTOTOKCUYHOCTW MpY MpreMe
KapAMOTPOMHbIX NMPenapaToB: rMapanasvMHa u npokavHamuga. OnpegeneHue
Hann4ymst nonumoptunamos reHa N-auetTunTpaHcdepasbl 2 (Hydr

5500

40.12.004

W3oHnasng. MeHeTuYecKMe MapKepbl MOBbLILLEHHOrO PUCKa pasBuTus
MO/IMHEBPUTOB NPW NPUEME M30HWA3NLAA, CBA3AHHbLIX C HAPYLUEHWEM ero
meTabonmnama. OnpegeneHme HaIMuna NOAMMOPPU3MOB reHa
N-auetuntpaHcepasbl 2 (reH NAT2) (Isoniazidum. Genetic Markers of
Increased Risk

5500

40.12.005

WHrnontopbl AMd, hnysactaTviH, 6510kaTopbl peuentopos ATII.
MporHosunpoBaHMe HePONPOTEKTUBHOIO aptheKTa MHIM6MUTOPOB AMN® npw
HeMabeTnyecknx 3aboneBaHusX. MeHeTUYeCcKme MapKepbl 3 (eKTUBHOCTH
aTeH0/10/1a NPy apTeprasibHON rMNepTeH3UM C TMNepTPOQMEN N1EBOTO XKeNyA04Ka

2800

40.12.006

MeTta6onusm npuHoTekaHa (reH UGT1AL) (Metabolism of Irinotecan (Gene
UGT1AL)

4000

40.12.007

NosapTaH/vpbecapTaH. MeHETUYECKMIA MapKep pUCKa HapyLLEHWIA MeTaboM3Ma
6/10KaTOPOB PELLENTOPOB aHrMOTeH3MHa |I: no3apTaHa U upGecapTaHa no Tuny
0cnabneHns 1 yCUneHus UX rMnoTeH3VNBHOIO AeCTBIS, COOTBETCTBEHHO.

OnpefieneHne HaIMums NOAMMOPAM3MOB reHa LIMTOXpoMa

3000




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

40.12.008

MeToTpekcaT. _[eHeTnYecKne MapKepbl MOBbILUEHHOIO PUCKa Pa3BUTUA
Mo6GOYHBIX peakLin Npu Npueme MeTOTpeKcaTa Ha (DoHe NieUeHMs PEBMaTOUAHOIO
apTpuTa. MeTOTpeKcaT: HapyLUleHWe MeTabom3ma poneBoin KUCNOThI.
OnpeaeneHne Hanmumsa NOANMOpPMN3MOB reHOB (hePMEHTOB peakLUmii ho

2700

40.12.009

HecTepouaHble NpOTMBOBOCMA/NTE/bHbIE NpenapaThl. [eHeTUYeCcKMiA MapKep
MOBbILLEHHOTO PUCKA Pa3BUTMA NOBOYUHBIX PeaKLmMii B (hopme XeyaAoUHbIX
KpoBoTedeHuin npu npueme HMBIM (MbynpodeH, TEeHOKCUKaM, HanpPOKCeH, HO He
AVKodheHak) No TUMY BO3HWKHOBEHWS XENYA0UYHbIX KPOBOTEYEHM

2800

40.12.010

MeHnumnnamuH. MeHeTMYecKne PaKTOPbl YCUIEHNS KIMHWNYECKON
3ththeKTUBHOCTY NPU NPUMEHEHNU NMEHNLUMAIAMMHA Ha hOHE NleYeHus
peBMaTOUAHOr0 apTpuTa. OnpeseneHre HannyYus NoAMMopEU3MOB reHa
Mt0-1-ryTaTnoH-S-TpaHcdepassl (reH GSTM1L) (Penicillamine. Genetic Factors
of En

5100

40.12.011

CratuHbl. 'eHeTUYecKMe (haKTOPbl YMEHbLLLIEHUS UIN YCUNEHNS KITMHUYECKOI
3h(heKTUBHOCTM NPU NPUMEHEHWUN CTATUHOB. OnpefeneHre Hannyms
nofmmopn3mMoB reHa anonunonpotenHa E (reH ApoE) (Statins. Genetic Factors
of Decrease or Enhance Clinical Effectiveness in Use of

3000

40.12.012

CynbthaHunammibl (CynbhacanasuH). _["eHeTUYecKrie Mapkepbl MOBbILLEHHOTO
pUCKa pa3BMTMSt MOOOYHBIX peakLmnii B hopMe AUCTENCUIA 1 XKeNyLOUHbIX
KPOBOTEUEHWI NpuW Npueme cybdacanasnHa, CBA3aHHbIX C HapyLLIEHWEM ero
MeTabonnsma. OnpegeneHne HaIMYua NoaMopdrn3mMoB reHa N-auetu

4400

40.12.013

CynbhoHMIMOYEBMHA U €€ NPOU3BOAHLIE: _X/IOpNponamMmng, Tonasamug,
rAM6eHKNammng n Tonbytamng,. MeHeTUYECKNIA MapKep pUCKa pasBUTKS
HeXenaTe/lbHbIX NEKAPCTBEHHbIX PeakLMii Mo TUMY rMNOrIMKEMIM MPW NpUeEMe
MepopasibHbIX CaXapOCHMKAKOLMX CPEACTB, CBS3aHHbIX C HAPYLLUEHWEM MX

3000

40.12.014

WHTepneliknH-28B (1/1-28B), reHoTUnMpoBaHue (MccnefoBaHme reHeTUUeCKnxX
MapKepoB, ONpeaenstoLLMX 3(heKTUBHOCTb SIEYEHNS XPOHUYECKOro renatuta C
UHTepgepoHom 1 pubasupuHom) (Interleukin 28 Beta 1L28B, Genotyping (Study
of Genetic Markers Determining Effectivenes

1000

40.12.015

BeTa-agpeHo60kaTopsbl (?-aapeHobnokaTopsbl). FeH CYP2D6. ®apmakoreHeTuKa

10000

(?-Adrenergic Blockers. Gene CYP2D6. Pharmacogenetics)

40. TEHETY

ECKUE MPEAPACIOJIOXKEHHOCTW (Genetic Predispositions) / 40.13. CucTema feToKCMKaLlmm

KCEHOBMOTUKOB U KaHLeporeHoB (Detoxification System of Xenobiotics and Carcinogens)

40.13.001

LinToxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

10000

40.13.002

Lintoxpom CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

3000

40.13.003

nyTaTnoHTpaHchepasbl (reHbl GSTT1, GSTM1, GSTP) (Glutathionetransferases
(Genes GSTT1, GSTM1, GSTP))

5200

40.13.004

N-auetuntpacepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT?2))

4500

40.13.005

YpuauHgugocdarriokypoHuaasa (reH UGT1A1L) (Uridine Diphosphate

4100

Glucuronyltransferase (Gene UGT1A1))

40. TEHETWY
of Physician-G

eneticist)

ECKWME MPEAPACIMONTOXXEHHOCTW (Genetic Predispositions) / 40.14. Ycnyru Bpaya-reHeTu

Ka (Services

40.14.001

OnucaHne pe3ynbTaToB reHeTUYeckoro Tecta 1 kareropum cnoxxHocTy (NeNe
7201B3, 761163, 701463, 703063, 125I'T1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity)

800

40.14.002

OnwcaHve pe3yNbTaToB FeHETUYECKOr0 TeCTa 2 KaTteropum cnoxxHocTn (NeNe
118rM/B3, 121IM/B3, 123rM/b3, 131IM/B3, 141rM/63, 149 /B3, 150 T/63,
115IMN/B3, 152I'M/B3, 1241 T1/B3, 1541 T1/B3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

1500

40.14.003

OnucaHWe pe3ynbTaToB FeHeTUYECKOro Tecta 3 KaTeropum cnoxHocTm (NeNe
122IMN/B3, 129IM/B3, 120 1/63, 137I'M/B3, 138I'T1/B3, 153 T1/B3, 151I'T1/B3,
110rM/B3, 114rm/63, 140IM/B3, 766163, 725853, 134 T1/B3, 135IM/B3,
1361 T1/63) (Genetic Test Results: Description of the

2800

40.14.004

OnucaHne pe3ynbTaToB reHeTUYECKOro Tecta 4 Kateropum cnoxxHocTu (NeNe
144I'1/B3, 143IM1/B3, 139I'M/B3, 145I'M/B3, 108I'M1/B3, 19I'T1/B3) (Genetic Test

4400

Results: Description of the 4-th Category Complexity)

40. TEHETNY

(Genetic VIP-Profiles)

ECKUE MPEAPACIMOJIOXKEHHOCTW (Genetic Predispositions) / 40.01. l'eHeTuyeckue VIP-npogmnn

40.01.003

MonHoe reHeTMYeCcKoe 06Cnef0BaHMe CYMPYXXECKOM napbl (MyX4nHa) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2,
GP1BA, CYP2C9, GSTTL, GSTM1, GSTP1, LCT, CALCR, COL1AL, CFTR,
GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

40.01.006 MonHoe reHeTMueckoe obcnefoBaHme pebeHka (aeBouka) (reHbl ACE, AGT, F2, 0
F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA,
CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1AL, CFTR, GJB2,
PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2,

41. HACNEACTBEHHBIE MOHOIEHHbIE 3ABEOJIEBAHUA 1 COCTOAHWMA (Hereditary Monogenic Diseases) / 41.01.

HacneacTBeHHbIe MOHOreHHbIe 3ab0n1eBaHusA U cocToaHuA (Hereditary Monogenic Diseases)

41.01.104 [uctanbHas cnMHaibHas aMmMoTpotna BPOXKAeHHas Henporpeccupytollas. Mowck 0
MyTaLuii B «ropaumnx» yyactkax reHa TRPV4, «ropsu.» yu. M. (Distal Spinal
Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point Mut.)

41.01.239 Meprogmyeckas 60n1e3Hb. Mouck YacTbix MyTauwmii B reHe MEFV, u. m. (Familial 0
Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

41.01.264 Pabgomuonus (MuornobuHypms). Mouck myTtaumii B reHe LPINL, m. 0
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

41.01.001 OCHOBHbIe HacneACcTBeHHbIe 3aboneBaHns (reHbl CFTR, GJB2, PAH, SMN) 13600
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

41.01.002 AbroTpogna cetuaTku, Tn ®paHyeckeTT (bonesHb LLTaprapgra 1-ro tmna). 8800
Mouck YacTbix MyTauuii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freg. Mut.)

41.01.004 AgfpeHoreHuTanbHbIli cuHapom (AC). Monck YacTbIX MyTauuii B reHe 15400
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene CYP210HB,
9 Freq. Mut.)

41.01.005 AKpogepmMaTuT sHTeponaTuyeckumii. Movck myTtauuii B reHe SLC39A4, wm. 29600
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

41.01.006 Anb6UHM3M FNasHoi. MNMouck myTaumin B reHe GPR143, m. (Albinism Ocular Type 8600
I, Gene GPR143, Mut.)

41.01.007 AnbOUHM3M rNa3oKoXHbIA TN 2A. Touck MyTauuii B reHe OCA2, M. (Albinism 97300
Oculocutaneous Type 11A, Gene OCA2, Mut.)

41.01.008 AnbbrHM3M rnasokoxHbli Tn 1A. Mouck myTauwmii B reHe TYR, m. (Albinism 17900
Oculocutaneous Type IA, Gene TYR, Mut.)

41.01.009 Awmaspo3 Jlebepa. Mownck myTauwii B reHe CRB1, M. (Leber Congenital Amaurosig 55300
1, LCA, Gene CRB1, Mut.)

41.01.013 AmaBpo3 Jlebepa. MNounck myTaumin B reHe RPE65, M. (Leber Congenital 38000
Amaurosis 1, LCA, Gene RPEG5, Mut.)

41.01.014 AHemms OalimoHaa-bnekdeHa. Monck myTtauuii B reHe RPS19, M. 17900
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

41.01.015 ApaxHOAaKTUANSA KOHTPaKTYpHas BpOXaeHHas. Monck myTaumii B reHe FBN2, m. 41600
(Contractural Congenital Arachnodactyly, CCA, Gene FBN2, Mut.)

41.01.016 ApUTMOreHHas aucnnasms/KapamoMmonarus nNpasoro xenyaouka. Momck 50600
myTauuin B reHe SCN5A, M. (Arrhythmogenic Right Ventricular Dysplasia 1,
Gene SCN5A, Mut.)

41.01.017 ApTporpnno3s guctanbHblli (cuHapom dpumeHa-LLlenaoHa). Mounck YacTbix 9600
MyTauuin B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A, Gene MYH3,
Fregq. Mut.)

41.01.018 Artakcua dpugpeiixa. Monck myTaumii B reHe FXN, M. (Friedrich Ataxia, Gene 17600
FXN, Mut.)

41.01.019 Artakcuna dpugpeiixa. Monck YacTbix MyTaumii B reHe FXN, u. m. (Friedrich 4400
Ataxia, Gene FXN, Freq. Mut.)

41.01.020 ATenocTeoreHes (gucnnasms ge s Lanens). Mouck myTaumii B reHe SLC26A2, 23250
M. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

41.01.021 ATpogms 3puTensHOro Hepaa. Mounck myTtauuii B reHe OPAL, M. (Optic Atrophy 96250
1, Gene OPA1, Mut.)

41.01.022 ATpodus 3puTenbHOro Hepea Jlebepa. MoncK YacTbIX MyTaLWii B 13350
muToXoHApWanbHoi AHK, 12 u. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 12 Freq. Mut.)

41.01.023 ATpodhus 3puTenbHOro Hepsa Jlebepa. Mouck YacTbix MyTaLuii B 4400
muToxoHapwansHoli AHK, 3 u. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freg. Mut.)

41.01.024 ATpous 3pUTeNbLHOTO HepBa C FyX0TOol. MONCK MyTaumii B «FrOPAYnX» YUHacTKax 8600
reHa OPAL, «ropsu.» yu. m. (Optic Atrophy With Or Without Deafness,
Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1, Hot-Point
Mut.)

41.01.025 ATpodus 3puTenbHOro Hepea. Monck MyTaumin B reHe OPA3, m. (Optic Atrophy 7300

1, Gene OPA3, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.026 ATpodus 3pMTenbHOro Hepea. MNounck MyTauumii B reHe TMEM126A, m. (Optic 19550
Atrophy 1, Gene TMEM126A, Mut.)

41.01.027 AyTOMMMYHHBIA nMQonponmndepaTyBHbIA CUHAPOM. MOUCK MyTaLWii B reHe 28100
TNFRSF6, M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

41.01.028 AyTOMMMYHHBI/A nMQonponngepaTBHblii CUHAPOM. MonCK MyTaLWii B 6100
«ropaumnx» yyactkax reHa TNFRSF6, «ropsy.» yy. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

41.01.029 Adhasusa neperyHas nporpeccupytoLlas. NMomck myTtaumii B reHe GRN, m. 22250
(Aphasia Primary Progressive, Gene GRN, Mut.)

41.01.030 AxoHgporeHes Tun 1. Monck myTauuii B reHe Col2A1, M. (Achondrogenesis 119335
Type I, Gene Col2A1, Mut.)

41.01.031 AxoHgporeHes Tun |. Monck myTaumii B reHe SLC26A2, M. (Achondrogenesis, 23250
Fraccaro Type, Gene SLC26A2, Mut.)

41.01.032 AxoHgponnasus. MNonck yacTbix MyTaumii B reHe FGFR3, u. M. (Achondroplasia, 8830
Gene FGFR3, Freg. Mut.)

41.01.033 Axpomatoncus. Mouck myTaumin B reHe CNGB3, m. (Achromatopsia 3, ACHM, 67650
Gene CNGB3, Mut.)

41.01.034 BokoBO aMnOTPOGhNYeCKIMin CKnepo3. MNouck MyTauwii B reHe FIG4, m. 97250
(Amyotrophic Lateral Sclerosis, Gene FIG4, Mut.)

41.01.035 BOoKOoBOI aMMOTPOGNYECKMIA CKepo3. Monck MyTaumii B reHe ALSIN, m. 119330
(Amyotrophic Lateral Sclerosis, Gene ALSIN, Mut.)

41.01.036 BokoBoii ammoTpoduyeckunii cknepos. Mouck myTauuii B reHe VAPB, M. 22250
(Amyotrophic Lateral Sclerosis, Gene VAPB, Mut.)

41.01.037 BokoBoin ammnoTpothuyeckuii cknepos. Mownck YacTbix MyTauwmii B reHe VAPB, u. 6000
M. (Amyotrophic Lateral Sclerosis, Gene VAPB, Freg. Mut.)

41.01.038 BonesHb becta. Monck Bcex M3BeCTHbIX MyTauuii B reHe BESTL, m. (Best 34800
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

41.01.039 bonesHb BunbcoHa-KoHoBanosa. Monck MyTauumii B reHe ATP7B, m. (Wilson 81450
Disease, Gene ATP7B, Mut.)

41.01.040 BonesHb BunbcoHa-KoHoBanoea. Mouck yacTbix MyTauuii B reHe ATP7B, u. m. 7800
(Wilson Disease, Gene ATP7B, Freq. Mut.)

41.01.041 BonesHb MannepsopgeHa-LLinartua. Mouck myTauuin B reHe PANK2, M 30650
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Mut.)

41.01.042 BonesHb MannepeopgeHa-LUnatya. Monck YacTbix MyTauuii B reHe PANK2, u. m. 6600
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)

41.01.043 BonesHb MepcTmaHHa-LLTpeyccnepa-LeiiHkepa. Movck myTauuii B reHe PRNP, 10600
M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

41.01.044 bonesHb MvpwnpyHra. Mounck myTtauumin B reHe EDNRB, M. (Hirschprung Disease, 24730
HSCR, Gene EDNRB, Mut.)

41.01.045 BonesHb MpwnpyHra. Movick myTauuii B reHe NTRK1, m. (Hirschprung Disease, 41600
HSCR, Gene NTRK1, Mut.)

41.01.046 BonesHb MpwnpyHra. Movick myTauuii B reHe ZEB2, m. (Hirschprung Disease, 39100
HSCR, Gene ZEB2, Mut.)

41.01.047 BonesHb MpwnpyHra. Monck myTaymii B 3k3oHax 10, 11, 13, 14, 15 reHa RET, 17900
M. (Hirschprung Disease, HSCR, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

41.01.048 BonesHb KoyaeHa. Mouck myTaumii B reHe PTEN, m. (Cowden Syndrome 1, Gene 33350
PTEN, Mut.)

41.01.049 bonesHb Kpelitudenbara--koba. Monck myTauuii B reHe PRNP, M. 10600
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

41.01.050 BonesHb SlepmutT-Ayknoc. Mouck myTtauwin B reHe PTEN, M. (Lhermitte-Duclos 33350
Syndrome, Gene PTEN, Mut.)

41.01.051 BonesHb Hoppw. Mowck myTauuii B reHe NDP, m. (Norrie Disease, Gene NDP, 8300
Mut.)

41.01.052 BonesHb NeprognYecKnX MblLLeYHbIX cnasmoB. Monck myTaunii B reHe CAV3, m. 8300
(Rippling Muscle Disease, Gene CAV3, Mut.)

41.01.053 bonesHb Momne. Monck myTauuii B reHe GAA, m. (Pompe Disease, Gene GAA, 4400
Mut.)

41.01.054 BonesHb YHeppuxTa-SlyHa6opra. Mouck myTtauumin B reHe CSTB, M. (Progressive 12340
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Mut.)

41.01.055 BonesHb YHtheppuxTa-SlyHa6opra. Monck YacTbix MyTaumii B reHe CSTB, u. m. 4400

(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,

Freq. Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.056 bonesHb LLTapraparta. Mounck YacTbix MyTaumin B reHe ABCA4, u. M. (Stargardt 8800
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

41.01.057 BonesHb LLTaprapara. Mounck myTtauwmii B reHe CNGB3, M. (Stargardt Disease 1, 67650
STGD1, Fundus Flavimaculatus Included, Gene CNGB3, Mut.)

41.01.058 BonesHb LLTaprapgTa. Mouck MyTaumii B «ropsymx» yyacTtkax reHa ELOVL4, 6100
«ropsay.» y4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included,
Gene ELOVL4, Hot-Point Mut.)

41.01.059 Bpaxungaktnams Tun B1. Monck myTtauymii B reHe ROR2, m. (Brachydactyly Type 12340
B1, Gene ROR2, Mut.)

41.01.060 BynnesHbliii annaepmonus. Mouck myTaumin B reHe KRT5, m. (Epidermolysis 22250
Bullosa, Gene KRT5, Mut.)

41.01.061 BynnesHblii anuaepmonus. Monck MyTauuii 6e3 «ropsumx» y4acTKOB reHa 45450
LAMBS3, 6e3 «ropauy.» y4y. M. (Epidermolysis Bullosa, Gene LAMB3, without
Hot-Point Mut.)

41.01.062 BynnesHblii anuaepmonus. Monck MyTauuii B «ropsiumx» yyacTkax reHa LAMB3, 28100
«ropsiy.» yd. M. (Epidermolysis Bullosa, Gene LAMB3, Hot-Point Mut.)

41.01.063 BenokapgnodaumansHblil CMHAPOM. Monck myTauwuii B reHe TBX1, m. 34350
(Velocardiofacial Syndrome, Gene TBX1, Mut.)

41.01.064 BpoxaeHHas He4yBCTBUTENNbHOCTb K 6011 C aHrMAp030M. NOMCK MyTaLuii B reHe 41630
NTRK1, M. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene
NTRK1, Mut.)

41.01.065 eneodmsnyeckasn gucnnasus. Monck mytauuii B reHe ADAMTSL2, m. 12340
(Geleophysic Dysplasia 1, Gene ADAMTSL 2, Mut.)

41.01.066 eneotmsnyeckas gucnnasms. Monck myTtayuii B reHe FBN1, m. (Geleophysic 216000
Dysplasia 1, Gene FBN1, Mut.)

41.01.067 Femomnums. Monck myTaumii B reHe daktopa IX npy remochunum B, m. 26000
(Hemophilia B, Gene Factor 1X, Mut.)

41.01.068 'vnep-1gD cnHapom. MNonCK MyTaumii B «ropsymx» yyacTtkax reHa MVK, 9000
«ropsa4.» y4y. M. (Hyper-1gD Syndrome, Gene MVK, Hot-Point Mut.)

41.01.069 "'mnep-1gD cuHapom. Mounck myTaumii B reHe CD40LG, m. (Hyper-IgD 37000
Syndrome, Gene CD40LG, Mut.)

41.01.070 vnep-IgM cuHgpom. Mownck myTauuii B reHe CD40LG, m. (Hyper-1gM 17900
Syndrome, Gene CD40LG, Mut.)

41.01.071 vnepkanMeMmnyeckunii Nepuognyecknin napanmy. Mouck MyTaumii B 3k3oHax 13 1 9650
24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene
SCN4A, Mut.)

41.01.072 "MnepkanmMeMmyecknii Nepmoanyecknin napanny. NMomck myTauumin B reHe SCN4A, 81450
M. (Hyperkalemic Periodic Paralysis Type 2, Gene SCN4A, Mut.)

41.01.073 "mnepkepatos. Monck myTauwmii B reHe KRT1, m. (Epidermolytic Hyperkeratosis, 22250
Gene KRT1, Mut.)

41.01.074 mnepkepatos. Monck myTauuii B reHe KRT9, m. (Epidermolytic Hyperkeratosis, 27000
Gene KRT9, Mut.)

41.01.075 vnepTpodumueckas kapgmommonatus. Mouck myTaumii B reHe CAV3, M. 8320
(Familial Hypertrophic Cardiomyopathy, Gene CAV3, Mut.)

41.01.076 nepTpodurueckas kapamomuonatus. Movck myTtaunii B reHe TNNT2, m. 41640
(Familial Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.)

41.01.080 CMnokannemMmnyecknin neproanyecknii napanny. Monck myTauuii B 3K30Hax 12, 12350
18 1 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18,
19 Gene SCN4A, Mut.)

41.01.081 "'vnodocdaTemMmuecknini BUTaMUH D-pe3nCTEHTHBIV paxmT (MOYeYHbII 82450
thocthaTHbIii gnabeT). Monck myTauuii B reHe PHEX, M. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

41.01.082 'mnoxoHgponnasms. Monck YacTbix MyTauuii B reHe FGFR3, u. m. 8800
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

41.01.083 I"naykoma BpoxxaeHHas. Mowck myTauwmii B reHe CYP1B1, m. (Primary Congenital 12380
Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.)

41.01.084 "naykoma t0BEHUbHas OTKPbITOYro/bHas (CMHAPOM Purepa). Monck myTauuii B 12380
reme CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG 1A, Gene
CYP1B1, Mut.)

41.01.086 " noMepyoLMTO3 MOYeK rMMonNIacTUYeckoro Tuna. Monck MyTauuii B reHe 33250
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)

41.01.087 "ononpo3ssHuedanns. Mouck myTaumii B reHe SHH, m. (Holoprosencephaly 3, 14850

Gene SHH, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.088 Oedmumt aumnn-KoA-aernaporeHasbl XXUPHbIX KUCNOT. MOUCK YacTbIX MyTaLuii B 4460
reHe ACADM, u. M. (Medium-Chain Acyl-CoA Dehydrogenase Deficiency,
MCAD-Deficiency, Gene ACADM, Freg. Mut.)

41.01.089 Jednumnt KapHUTYHA CUCTEMHBIA NepBUYHBIN. Monck MyTauuii B reHe SLC22A5, 3850
M. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemid
Primary, CDSP, Gene SLC22A5, Mut.)

41.01.090 [Onactpothurueckas gucnnasus. Mowck mytauwmii B reHe SLC26A2, m. (Diastrophic 23250
Dysplasia, Gene SLC26A2, Mut.)

41.01.091 [nnataumoHHas kapanomuonatus (AKMIT). Mouck myTauuii B reHe DES, wm. 24730
(Cardiomyopathy Dilated, Gene DES, Mut.)

41.01.092 [nnataumoHHas kapauomuonatus (AKMIT). Mownck myTauumii B reHe EY A4, . 41630
(Cardiomyopathy Dilated, Gene EYA4, Mut.)

41.01.093 [JwnnataunorHas kapguomuonatus (AKMIT). Mouck myTaumii B reHe FKTN, m. 41630
(Cardiomyopathy Dilated, Gene FKTN, Mut.)

41.01.094 [JunatauynorHas kapauomuonatus (KMIT). Mouck myTaumii B reHe LMNA, M. 34800
(Cardiomyopathy Dilated, Gene LMNA, Mut.)

41.01.095 [JnnataumoHHas kapgnomuonatus (AKMIT). Mounck myTaumii B reHe SCN5SA, M. 50660
(Cardiomyopathy Dilated, Gene SCN5A, Mut.)

41.01.096 [OnnataumoHHas kapanomuonatus (AKMIT). Mouck myTauumii B reHe SGCD, m. 34350
(Cardiomyopathy Dilated, Gene SGCD, Mut.)

41.01.097 [nnataumoHHas kapguomuonatus (AKMI). Movck myTauuii B reHe TAZ, M. 21370
(Cardiomyopathy Dilated, Gene TAZ, Mut.)

41.01.098 [JunnataunorHas kapguomuonatus (AKMIT). Mouck myTaumii B reHe TNNT2, M. 41630
(Cardiomyopathy Dilated, Gene TNNT2, Mut.)

41.01.099 [nnataumoHHas kapgnomuonatus (JKMIT). Monck MyTaumii B reHe ameprHa 10700
npu X-cuenneHHoi gopme, M. (Cardiomyopathy Dilated, X-Linked Gene
Emerine, Mut.)

41.01.100 Ancnnasma Kaucta. Mounck myTauwmii B reHe Col2A1, m. (Kniest Dysplasia, Gene 119350
Col2A1, Mut.)

41.01.101 [uncTtanbHas MoTopHas HeliponaTtus Tun V. Mouck myTauuii B reHe GARS, M. 61900
(Distal Hereditary Motor Neuropathy, DHMN, Gene GARS, Mut.)

41.01.102 [JuncTtanbHas moTopHas Heliponatus Tmn V. Mouck myTauwii B reHe BSCL2, m. 6670
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

41.01.103 [JvcTanbHas cnvHanbHas aMmoTpodns BPOXKAEHHAsA C NapasiMyoM auadparmel. 56550
Mownck myTauwnii B reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1,
DSMAL, Gene IGHMBP2, Mut.)

41.01.108 Vanonatuyeckas »Kenyao4vkosast Taxvkapams. Movck mytauumii B reHe SCNSA, M. 50660
(Ventricular Fibrillation, Familial 1, Gene SCN5A, Mut.)

41.01.109 13011MpOoBaHHbI AehULMT FOPMOHa pocTa C runoraMmarnobynnHemmeid. Mouck 61900
myTauuii B reHe BTK, M. (Hypogammaglobulinemia and Isolated Growth
Hormone Deficiency, Fleisher Syndrome, Gene BTK, Mut.)

41.01.110 VxTro3 6ynnesHblii. Mouck myTaumii B reve KRT2, m. (Ichthyosis Bullosa Of 25950
Siemens, Gene KRT2, Mut.)

41.01.111 VXT1o3 BynbrapHblii. Monck YacTbix MyTauuii B reHe FLG, u. m (Ichthyosis 9650
Vulgaris, Gene FLG, Freq. Mut.)

41.01.112 MIXT1o3 namennsipHblid. Mouck Bcex N3BECTHbIX MyTauuii B reHe TGM1, wm. 34800
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,
Gene TGM1, Mut.)

41.01.122 KocTHas reteponnasms nporpeccupytolias. Movck myTauuii B reHe GNAS, wm. 34350
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

41.01.123 KpaHnomeTadm3sapHas gucnnasus. Monck myTauuii B «ropaumx» yyactkax reHa 9650
ANKH, «ropsau.» yu. M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point
Mut.)

41.01.124 KpaHunomeTtadmsapHas gucnnasns. Mouck myTtaumin reHa ANKH, wm. 45450
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

41.01.125 KpaHnocuHocTo3. MNouck myTtaumii B reHe TWIST1, m. (Craniosynostosis Type 2, 13900
Gene TWIST1, Mut.)

41.01.126 KpaHnocuHocTo3. Nouck myTaumin B reHe MSX2, M. (Craniosynostosis Type 2, 8320
Gene MSX2, Mut.)

41.01.127 JlapuHro-oHUXo-KyTaHHbI cMHAPOM. [onck MyTauuii B ak3oHe 39 reHa LAMAS, 6670
M. (Laryngoonychocutaneous Syndrome, Laryngo-Onycho-Cutaneous Syndrome,
Exon 39 Gene LAMA3, Mut.)

41.01.128 Neikoguctpotmsa runoMmenHosas. Mouck myTaumii B reHe GJC2, wm. 25950

(Leukodystrophy Hypomyelinating 2, Gene GJC2, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.129 Numdegema. Mowvck myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.) 88880

41.01.130 Numdenema HacneacTBeHHast. Monck MyTauwmii B reHe GJC2, m. (Hereditary 25950
Lymphedema Type 1C, Gene GJC2, Mut.)

41.01.131 JNvnognctpodins cemeitHas yacTuyHas. MoMCK MyTaumil B «FOPsSUMX y4acTKax» 6670
reHa LMNA, «ropsy.» y4. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene
LMNA, Hot-Point Mut.)

41.01.132 JlunogncTtpodns BpoXaeHHasA reHepan3oBaHHas. Mouck MyTaLuii B reHe 26950
BSCL2, m. (Congenital Generalized Lipodystrophy, CGL, Type 1, Gene BSCL2,
Mut.)

41.01.133 JNvnogucTtpodusa cemeliHas YacTuyHas. Mounck myTauumin reHa LMNA, m. 34810
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

41.01.135 MaHaubynoakpanbHas gucnnasns ¢ amnogucTpodimeid. Monck myTauuii B 6670
3K30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
LMNA, Mut.)

41.01.136 MeBanioHoBas aumaypws. Mouck myTauumin B reHe MVK, M. (Mevalonic Aciduria, 37050
Gene MVK, Mut.)

41.01.137 MetremornobuHemuns, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.) 28100

41.01.138 MeTtremornobuHemus, CYB5R3 u.M. (Methemoglobinemia, Gene CYB5R3, Freq. 4400
Mut.)

41.01.139 MeTunrayTakoHoBas aumgypust. Mouck myTtaumii B reHe OPA3, M. 8320
(3-Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.)

41.01.140 MurpeHb cemeiHas remunnernyeckas. Momck mytaumii B reHe CACNAIA, wm. 162000
(Familial Hemiplegic Migraine, FHM, Gene CACNAIA, Mut.)

41.01.141 MuKpothTaibM M30/IMPOBaHHbINA. Mouck MyTaumii B reHe GDF6, m. 10690
(Microphthalmia Isolated 4, Gene GDF6, Mut.)

41.01.142 MukpohTanbM ¢ KaTapakToid. Mouck myTaumii B reHe CRYBA4, M. 21370
(Microphthalmia with Cataract, Gene CRYBA4, Mut.)

41.01.143 MwoknoHuyeckas guctoHms. Mowvick myTtauuii B reHe SGCE, m. (Myoclonic 45450
Dystonia, Gene SGCE, Mut.)

41.01.144 MwonaTuns BpoxaeHHas. Mouck myTaumii B reHe ITGA7, m. (Congenital Muscular 55550
Dystrophy, CMD, Gene ITGA7, Mut.)

41.01.145 MwuonaTtus ¢ AMCNpPonopLuueri TUMOB MbILLEYHbIX BOMIOKOH. MoNCK MyTauuii B 34800
reHe SEPN1, m. (Congenital Fiber Type Disproportion, CFTD, Gene SEPN1,
Mut.)

41.01.146 MuoToHuueckas gucTpotmsa. Monck yacTbix MyTauuii B reHe DMPK, u. m. 4200
(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

41.01.147 MwuoToHuyeckas guctpodus. Monck YacTbix MyTauwmii B reHe ZNF9, y. m. 4200
(Myotonic Dystrophy 2, Gene ZNF9, Freq. Mut.)

41.01.148 MwuoToHusa TomceHa-bekkepa. Mownck YacTbix myTauumii B reHe CLCNL, u. m. 9900
(Myotonia Congenita, Gene CLCN1, Freq. Mut.)

41.01.149 MuoToHua TomceHa-bekkepa. Monck myTauuii B reHe CLCN1, M. (Myotonia 61900
Congenita, Gene CLCN1, Mut.)

41.01.150 MwothnopunnapHas AecMmnH-3aBMcMmas Muonatus. Mouck myTauuii B reHe DES, 24730
M. (Myofibrillar Myopathy, Gene DES, Mut.)

41.01.151 MwognbpunnapHas muonatus. Monck myTtaumii B reHe CRYAB, m. (Myofibrillar 10690
Myopathy, Gene CRYAB, Mut.)

41.01.152 MuogubpunnapHas muonatus, MYOT m. (Myofibrillar Myopathy, Gene MYQOT, 34350
Mut.)

41.01.153 Mykosucumaos. Monck mytauuii B reHe CFTR, M. (Cystic Fibrosis, Gene CFTR, 104650
Mut.)

41.01.154 MykoBucumaos. Monck yactbix MyTauumii B reHe CFTR, u. m. (Cystic Fibrosis, 12040
Gene CFTR, Freq. Mut.)

41.01.155 MblLLeYHas AMCTPOGNS BPOXKAEHHasA MHTErpuH A7 HeraTuBHasA. Monck MyTauuii 55550
B reHe ITGA7, M. (Congenital Muscular Dystrophy with Integrin Alpha-7
Deficiency, Congenital Muscular Dystrophy with ITGA7-Deficiency, Gene
ITGA7, Mut.)

41.01.156 MeiLLeYHas AUCTPOPMS BPOXKAEHHAA MEPO3nH-3aBucMas. Monck myTauuii B 38050
«ropsiumx» yyactkax reHa LAMAZ2, «ropsu.» yd. M. (Merosin-Deficient
Congenital Muscular Dystrophy, Gene LAMAZ2, Hot-Point Mut.)

41.01.157 MbiLleyHas ANCTpodmns BPOXAEHHAs MePO3MH-3aBuCHMMast. Monck myTauuii B 190000

reHe LAMAZ2, 6e3 «ropsauy.» yy. M. (Merosin-Deficient Congenital Muscular

Dystrophy, Gene LAMAZ2, without Hot-Point Mut.)
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41.01.158

MblILLeYHas AMCTPOGNS BPOXKAEHHAS MePO3UH-3aBMCcMMas. MonCK MyTaumii B
reHe LAMAZ2, m. (Merosin-Deficient Congenital Muscular Dystrophy, Gene
LAMA?2)

208000

41.01.159

MblLeyHas aucTpodns BpoxaeHHas. Monck myTtauuii B reHe FKRP, M.
(Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

10690

41.01.160

MblLeyuHas gucTpodms BpoxaeHHas. Monck yacTbix MyTauuii B reHe FKRP, u.
M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

6000

41.01.161

MbiweyHas auctpodms OroleHHa-bekkepa. Mouck feneumm B reHe gUCTpouHa
y manib4mkoB (Duchenne Muscular Dystrophy, Dystrophin Gene Deletion, Boys)

7800

41.01.162

MbiweyHas auctpodms [rolieHHa-bekkepa. JlainoHM3aumus X-XpoMoCOMbl Y
JgeBo4eK (Duchenne Muscular Dystrophy, X-Lyonization, Girls)

6670

41.01.164

MblLLeyHas AMCTPOgNS NOACHOKOHEYHOCTHaS. MMOMCK YacTbIX MyTauuii B reHe
CAPNS3, 4. M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene CAPN3, Freq.
Mut.)

5400

41.01.167

MblLLeYHas AMCTPOgKsS NOACHOKOHEYHOCTHas. Monck myTauuii B reHe FKRP, m.
(Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

10700

41.01.168

MblLeYHas AMCTPOGNS NOACHOKOHEYHOCTHas. MOMCK YacTbIX MyTauuii B reHe
FKRP, 4. M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Freq.
Mut.)

6000

41.01.171

MbiLeyHas gncTpodmsi MOICHOKOHEYHOCTHas. Nonck MyTaumin B reHe POMT1,
M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene POMT1, Mut.)

61900

41.01.172

MbiLLIEYHas AUCTPODUS NOSCHOKOHEYHOCTHas. Monck myTauuii B reHe SGCA, M.
(Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

23250

41.01.173

MblLLeYHas AMCTPOPKS NOACHOKOHEYHOCTHaS. [MOMCK YacTbIX MyTaLuii B reHe
SGCA, 4. M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Freq.
Mut.)

9900

41.01.174

MelLeyHas AMCTPOdMs NOSCHOKOHEYHOCTHas. Monck myTauuii B reHe SGCB, wm.
(Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

23250

41.01.178

MbiweyHas guctpodms, Tun dykysama. Monck mytauuii B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

41630

41.01.179

MblLweyHas guctpodms Imepu-Apeiidyca. Mouck MyTaumii B reve FHL1, m.
(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

30650

41.01.180

MbliweyuHas guctpodus Imepu-Apeiidyca. Mouck myTaumii B reHe LMNA, m.
(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

34800

41.01.181

MeiwweyHas guctpodums dmepu-Lpeiigyca. MonCK MyTaumWii B reHe 3MeprHa npu
X-cuenneHHoi opme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene
Emerine, Mut.)

10700

41.01.182

HaHunam MULIBRAY. MNouck myTauuii B reHe TRIM37, m.
(Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.)

9000

41.01.183

HapyLieHns geTepMuHaumm nona. Monck myTtauuii reHa SRY, m. (Disorders Sex
Determination, Gene SRY, Mut.)

6200

41.01.184

HapyLueHuns fetepmuHaumm nona. AHanm3 Hanmuma reHa SRY, m. (Disorders Sex
Determination, Analysis Gene SRY, Mut.)

4400

41.01.185

HacnencTBeHHast MOTOPHO-CEHCOPHas Heilponatus (6onesHb LLlapko-Mapu-TyTa)
Tmn |. Mouck myTtaumiin B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B,
Gene EGR2, Mut.)

14450

41.01.186

HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Mounck myTauwmin B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B,
Gene GJB1, Mut.)

9000

41.01.187

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLiapko-Mapu-TyTa)
Tun |. Mounck myTauwii B reHe LITAF, m. (Charcot-Marie-Tooth Disease Type
1B, Gene LITAF, Mut.)

14450

41.01.188

HacnencTBeHHast MOTOPHO-CEHCOPHas Heilponatus (6onesHb LLlapko-Mapu-TyTa)
Tmn |. Mounck myTtauwii B reHe PRPS1, m. (Charcot-Marie-Tooth Disease Type
1B, Gene PRPS1, Mut.)

24730

41.01.189

HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Momnck YacTbix MyTaumii B reHax SH3TC2, FIG4, FGD4 n GDAPL, u. wm.
(Charcot-Marie-Tooth Disease Type 1B, Gene GDAP1, Freg. Mut.)

8900

41.01.190

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLiapko-Mapu-TyTa)
TN |. Mownck myTauwnii B reHe YARS, M. (Charcot-Marie-Tooth Disease Type 1B,
Gene YARS, Mut.)

41630

41.01.191

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tin |. Mounck gynnukaumm Ha XpomocoMe 17 B 06nactu reHa PMP22, m.
(Charcot-Marie-Tooth Disease Type 1B, Duplication on Chromosome 17 Gene

PMP22, Mut.)

4400
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41.01.192

HacneacTBeHHast MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Mounck myTauwit B reHe PO, m. (Charcot-Marie-Tooth Disease Type 1B,
Gene PO, Mut.)

14550

41.01.193

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun . Mounck myTauwmii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type
1B, Gene PMP22, Mut.)

12380

41.01.194

HacnegctBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
71N |. TToMCK MyTaumii LubiraHCKoro nponcxoxaeHns B reHax NDRG1 n SH3TC2,
4. M. (Charcot-Marie-Tooth Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

4400

41.01.195

HacneacTBeHHast MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLiapko-Mapu-TyTa)
Tun 1. Mownck myTauuii B reHe DNM2, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene DNM2, Mut.)

75450

41.01.196

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLiapko-Mapu-TyTa)
Tun 1. Mownck myTauuii B reHe FIG4, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene FIG4, Mut.)

97250

41.01.197

HacnegctBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tmn 1. Mownck myTauuii B reHe GARS, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene GARS, Mut.)

62000

41.01.198

HacneacTBeHHast MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Mownck myTauuii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene GDAP, Mut.)

21370

41.01.199

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Mownck myTauuii B reHe HSPB1, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene HSPB1, Freg. Mut.)

9000

41.01.200

HacnegctBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tmn I1. Mownck myTaunii B reHe LMNA, m. (Charcot-Marie-Tooth Disease Type
2A1, Gene LMNA, Mut.)

34800

41.01.201

HacneacTBeHHast MOTOPHO-CEeHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tun 1. Monck myTauuii B reHe MFN2, M. (Charcot-Marie-Tooth Disease Type
2A1, Gene MEN2, Mut.)

51720

41.01.202

HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLiapko-Mapu-TyTa)
Tun 1. Mownck YacTbix MyTauuii B reHe MFN2, u. m. (Charcot-Marie-Tooth
Disease Type 2A1, Gene MEN2, Freq. Mut.)

4400

41.01.203

HacneactBeHHass MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa)
Tin I1. Mownck myTauuii B reHe NEFL, M. (Charcot-Marie-Tooth Disease Type
2A1, Gene NEFL, Mut.)

21370

41.01.204

HacnefctBeHHas HeliponaTuisi C NOABEPXKEHHOCTLIO Mapa/inyy OT CAABMEHNS.
Mownck myTauuii B reHe PMP22, m. (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Mut.)

12380

41.01.205

HacnefcteeHHas HeliponaTyisi C NOABEPXKEHHOCTbLIO Mapa/inyy OT CAABMEHNS.
AHanm3s uncna konmii reHa PMP22 (Hereditary Neuropathy with Liability to
Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation)

13500

41.01.206

HacneacTteeHHbIN amunongos. Monck MyTtauuii B reHe TTR, M.
(Transthyretin-Related Hereditary Amyloidosis, Gene TTR, Mut.)

6670

41.01.207

HacneacTBeHHbI aHMMOHEBPOTMYECKNIA OTeK. Monck myTauuii B reHe CINH, m.
(Hereditary Angioedema Type |, Gene CINH, Mut.)

24730

41.01.208

HacneacTBeHHbI remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

3000

41.01.209

HesapalleHre pogHMUKoB. Mounck MmyTaumii B reHe ALX4, m. (Parietal Foramina,
PEM, Gene ALX4, Mut.)

14550

41.01.210

HesapatiieHne pogHuykoB. Movck myTauuii B reHe MSX2, m. (Parietal Foramina,
PEM, Gene MSX2, Mut.)

8320

41.01.212

HeiipoceHcopHas HeCUHAPOMaSTbHAs TYyroyXocTb. MOMCK MyTaumii B reHe EY A4,
M. (Deafness Autosomal Recessive 1, DENB1A, Gene EYA4, Mut.)

41630

41.01.213

HeipoceHcopHas HecyHApPOManbHas TyroyxocTb. Monck myTauuii B reHe GJB3,
M. (Deafness Autosomal Recessive 1, DENB1A, Gene GJB3, Mut.)

8320

41.01.214

HelipoceHcopHas HecUHAPOMabHas TyroyxocTb. Monck MyTaumii B reHe GJB6,
M. (Deafness Autosomal Recessive 1, DEFNB1A, Gene GJB6, Mut.)

8320

41.01.215

HeiipoceHcopHas HecrHApOMasbHas Tyroyxoctb, SLC26A4 m. (Deafness
Autosomal Recessive 1, DENB1A, Gene SLC26A4, Mut.)

46820

41.01.216

HeiipoceHcopHas HeCMHAPOMaTbHAsi TYroyXocTb. MOUCK YacToin aeneumn B
nokyce reHa DFNB1, m. (Deafness Autosomal Recessive 1, Frequent Deletions
Locus Gene DFNB1, Mut.)

4400

41.01.217

Heitponenus. Mouck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital
1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

13700




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.218 Heitponenus. Mouck myTaumin B reHe WAS, M. (Neutropenia Severe Congenital 24730
1 Autosomal Dominant, SCN1, Gene WAS, Mut.)

41.01.219 HedpoHodis. Mouck myTaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, 12040
Gene NPHP1, Mut.)

41.01.220 HedpoTtuyeckuii cuHgpom. Mownck myTtaumii B reHe NPHS1, m. (Nephrotic 67650
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

41.01.221 HedpoTnueckuin cuHgpom. Mounck myTtaumii B reHe NPHS2, m. (Nephrotic 30650
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

41.01.222 Hopmokanmemmnyeckuii nepnognyeckunii napanud. Movck mytauuii B 3k3oHe 13 6760
reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.

41.01.227 OXXnpeHme MOHOTeHHOe, NoJTHas NaHesb. Monck MyTauuii B reHax LEP, MC4R, 16450
POMC, M. (Monogenic Obesity, Genes LEP, MC4R, POMC, Mut.)

41.01.228 OkynodapuHreanbHas MbllleyHas AncTpodus. Monck YacTbiX MyTaLmii B reHe 4400
RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1,
Freg. Mut.)

41.01.229 OcTeoneTpo3 peLeccMBHLIN (MpaMopHas 601e3Hb KocTeit). Monck YacTbix 4400
myTauuin B reHe TCIRG1, 4. m. (Osteopetrosis Autosomal Recessive 1, OPTB1,
Gene TCIRG1, Freg. Mut.)

41.01.230 OcTeoneTpo3 peLeccuBHbIv (MpamopHasi 601e3Hb KocTeit). Monck MyTauuii B 45450
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1,
Mut.)

41.01.231 Manouko-kon604KoBas guctpodms. Momck myTtauuin B reHe CRX, M. (CORD, 10700
Gene CRX, Mut.)

41.01.232 Manoyko-konboukosas guctTpodus. Monck MmyTayuii B reHe ADAM9, m. (CORD, 81450
Gene ADAMY, Mut.)

41.01.233 Manoyko-konboukosas guctTpodus. Monck myTauuii B reHe RPGR, m. (CORD, 82450
Gene RPGR, Mut.)

41.01.234 MapamnoToHMs ineHbypra. Monck myTaunii B reHe SCN4A, M. (Paramyotonia 82450
Congenita of Von Eulenburg, Gene SCN4A, Mut.)

41.01.235 MaxnoHmxms BpoxaeHHas. Mouck mytauuii B reHe KTR6B, M. (Pachyonychia 22250
Congenita 2, PC2, Gene KTR6B, Mut.)

41.01.236 MepBrYHas runepTpouyeckas ocTeocapTponaTus (naxmaepmoneproctos). Monck 24730
myTauuin B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal
Recessive, 1, Gene HPGD, Mut.)

41.01.237 MepBrYHas neroyHas runepteHsus. Mowck mytauwmin B reHe BMPR2, m. (Primary 51720
Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

41.01.238 Meproanyeckas 6one3Hb. Monck MyTaumii B reHe MEFV, m. (Familial 34800
Mediterranean Fever, FMF, Gene MEFV, Mut.)

41.01.240 MurmeHTHas gereHepaums cetyaTku. Mouck MyTtaumin B reHe PRPH2, M. 12380
(Retinitis Pigmentosa, Gene PRPH2, Mut.)

41.01.241 MurmeHTHas gereHepaums cetuaTku. Mouck MyTaumii B reHe BEST1, m. 38050
(Retinitis Pigmentosa, Gene BEST1, Mut.)

41.01.242 MurmeHTHas gereHepaums cetyatku. Mouck myTaumii B reHe CA4, M. (Retinitis 21370
Pigmentosa, Gene CA4, Mut.)

41.01.243 MurmeHTHaA gereHepauus cetyatku. Mowmck myTaunii B reHe CRB1, m. (Retinitis 55300
Pigmentosa, Gene CRB1, Mut.)

41.01.244 MurmeHTHas gereHepaums cetyatku. MNouck myTtaumin B reHe LRAT, m. (Retinitis 10700
Pigmentosa, Gene LRAT, Mut.)

41.01.245 MurmeHTHas gereHepaums cetyatku. Mouck myTtaumin B reHe NR2E3, M. 21370
(Retinitis Pigmentosa, Gene NR2E3, Mut.)

41.01.246 MurmeHTHas gereHepauusa cetuatku. Mouck myTaumii B reHe NRL, M. (Retinitis 12340
Pigmentosa, Gene NRL, Mut.)

41.01.247 MurmeHTHas gereHepaums cetuatku. Mouck MyTaumii B reHe RP2, M. (Retinitis 17900
Pigmentosa, Gene RP2, Mut.)

41.01.249 MurmeHTHas gereHepauus cetyatku. Mowmck myTaumii B reHe RPGR, M. (Retinitis 82450
Pigmentosa, Gene RPGR, Mut.)

41.01.250 MukHoam3ocTo3. Mouck myTaumin B reHe CTSK, M. (Pyknodysostosis, PKND, 23250
Gene CTSK, Mut.)

41.01.251 MHeBMOTOPAKC NEPBUYHbIA CMOHTaHHBINA. [Monck myTaumii B reHe FLCN, m. 41630
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.)

41.01.252 lMoBbILLEHHbI YPOBEHb KpeaTMH(OCHOKMHA3bI B CbIBOPOTKE KpoBu. Mounck 8320
myTauuin B reHe CAV3, M. (Creatine Phosphokinase Elevated, Serum, Gene
CAV3, Mut.)

41.01.253 Monungaktnams. Monck myTtauuii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) 8650
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41.01.254 MonnaakTunmsa. Monck mytaumii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.) 61900

41.01.255 MOAMKNCTO3 NOYEK PELIECCMBHBINA. MONCK MyTaLMiA B «rOPsSiUMX» yyacTKaX reHa 24730
PKHD1, «ropsy.» yu. M. (Polycystic Kidney Disease Autosomal Recessive, Gene
PKHD1, Hot-Point Mut.)

41.01.256 MouyeuHas agucnnasus. Movck myTtauuii B reHe UPK3A, M. (Renal 23250
Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.)

41.01.257 MoyeyHas agmcnnasma. MNMouck mytaumm B 3k3oHax 10, 11, 13, 14, 15 reHa RET, 18550
M. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

41.01.258 Mporepus XatunHcoHa-Mmngopaa. Mouck myTaumii B reHe LMNA, wm. 38050
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

41.01.259 MceBaoaxoHaponnasus. Monck YacTbiX MyTaumii B reHe COMP, u. m. 5400
(Pseudoachondroplasia, Gene COMP, Freq. Mut.)

41.01.260 McesgornnonapaTpeos. Mounck myTtaymin B reHe GNAS, M. 34350
(Pseudohypoparathyroidism, Type 1A, Gene GNAS, Mut.)

41.01.261 MceBaoKcaHTOMa 3nacTuyeckas. Mowck myTauwmii B reHe ABCC6, wm. 105000
(Pseudoxanthoma Elasticum, Gene ABCC6, Mut.)

41.01.262 MceBaoKcaHTOMa 3nacTmyeckas. Monck YacTbix MyTauumin B reHe ABCC6, u. M. 7200
(Pseudoxanthoma Elasticum, Gene ABCCS6, Freq. Mut.)

41.01.263 Mcesgoncesgorunonapatnpeos. Movick myTtaunii B reHe GNAS, wm. 34350
(Pseudopseudohypoparathyroidism, Gene GNAS, Mut.)

41.01.265 PetuHowmanc. Mownck myTauumii B reHe RS1, m. (Retinoschisis 1 X-Linked 23250
Juvenile, RS1, Gene RS1, Mut.)

41.01.266 CeMmeliHast napokcuaManbHas hnbpUNIALMA Xeya0ukoB. Monck MyTauuii B reHe 50660
SCNBA, M. (Paroxysmal Familial Ventricular Fibrillation (VF), Gene SCN5A,
Mut.)

41.01.267 CemeiiHas nepmogmnyeckas nuxopagka. Movck myTtauuii B reHe TNFRSFIA, m. 22250
(TNE-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

41.01.268 CeMeiiHbIli remoharoLyTapHbIiA AMMGOrncToumUTo3. Monck MyTauwmii B reHe 17900
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

41.01.269 CeMeiiHbIli remoaroLuTapHbIil AMMGOrncTUOUMTO3. MonCK MyTaLuii B reHe 12340
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

41.01.270 CeMeliHbIli reMoharoLuTapHbIn IMMGOrncToumTos. Monck MyTaLuii B reHe 41630
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)

41.01.271 CeMmeiiHblli remotarouuTapHblii iMmdorucTounTos. Momck MyTauuil B reHe 61900
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

41.01.272 CeMeliHbIii remoharoLuUTapHbIA AMMPOrncToLmUTOo3. MONCK YacTbiX MyTaLuii B 4400
reHe UNC13D, 4. M. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

41.01.273 CeMeliHblii MefyNNSpHbIA pak WUTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15 13900
rena RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene
RET))

41.01.274 CeMeiiHblIli MegynIsapHbIA pak LUTOBUAHON Xenesbl. MoncK MyTaLuil B 3K30HaX 9000
5, 8 reHa RET, M. (Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET,
Mut.)

41.01.275 CeMeliHblii X0N040BOM ayToBOCManuUTeNbHbIN cnHapom NLRP3 m. (Familial Cold 44450
Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

41.01.276 CeHcopHas nonunHeiponatus, WNKZ1 m. (Hereditary Sensory and Autonomic 12350
Polyneuropathy, Gene WNK1, Mut.)

41.01.277 CeHcopHas nonmHeiponatus, NGF m. (Hereditary Sensory and Autonomic 14850
Polyneuropathy, Gene NGF, Mut.)

41.01.278 CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous 32970
Articular, Gene NLRP3, Mut.)

41.01.279 CviHgpom ESC (cuHgpom MonbamaHa-®aspa). Mouck myTtauymii B reHe NR2E3, m. 22250
(Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

41.01.280 CuHapom LEOPARD. lNouck MyTaumii B 3k3oHax 7, 12, 13 reHa PTPN11, m. 10900
(Lentigines, Electrocardiographic defects, Ocular hypertelorism, Pulmonary
stenosis, Abnormalities of genitalia, Retardation of growth, sensorineural
Deafness, Exons 7, 12, 13 Gene PTPN11,

41.01.281 CuHgpom TAR. Mownck myTauuii B reHe RBM8A, M. (Thrombocytopenia-Absent 23250

Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)
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41.01.282 CuHgpom Aapckora-CkoTTa ((haumoreHuTanbHas gucnnasmus). Movck MyTauuin B 54300
reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,
Faciogenital Dysplasia, Gene FGD1, Mut.)

41.01.283 CviHapomM AnbcTpoma. Mouck MyTaumii B «ropsumx» yyacTkax reHa ALMSI, 13350
«ropsiy.» y4d. M. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

41.01.284 CuHgpom AHfepceHa. Monck myTaumii B reHe KCNJ2, m. (Andersen-Tawil 12380
Syndrome, Gene KCNJ2, Mut.)

41.01.285 CviHapom AHTAu-Bukenepa. Monck myTauumii B ak3oHe 9 reHa FGFR2, m. 7000
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

41.01.286 CuHapom Anepa (akpouedanocnHaakTnans). NMonck YacTbiX MyTaLuid B reHe 9400
FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

41.01.287 CvHapom ApTa. Mownck myTauuii B reHe PRPS1, m. (Art's Syndrome, Gene 25950
PRPS1, Mut.)

41.01.288 CuHapom baHasH-Paiinu-Pysanbbaka. Mounck myTaumii B reHe PTEN, M. 33350
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

41.01.289 CviHapom bapTa. Mownck myTauuii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, 22250
Mut.)

41.01.290 CuHgpom bepTa-Xora-Apto6a (6XA). Mounck myTauwii B reHe FLCN, M. 44450
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

41.01.291 CuHapom bnoxa-Cynbubeprepa (cemeitHas opma HeflepXKaHWs MATMEHTA). 5400
Mounck YacTbix MyTauuii B reHe IKBKG, 4. M. (Bloch-Sulzberger Syndrome,
Familial Incontinentia Pigmenti, Gene IKBKG, Freq. Mut.)

41.01.292 CuHgpom boysHa-KoHpagwn (BKC, LepebporenatopeHanbHblii cMHApoM). Monck 15850
MyTaumii B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

41.01.293 CwviHgpom bpyraga. Mouck myTtaymii B reHe SCN5SA, m. (Brugada Syndrome, BrS, 104000
Gene SCN5A, Mut.)

41.01.294 CviHapom BbepHcTaga (CMHAPOM KypyaBbiX BOOC). MoncK MyTauuii B reHe 12380
BCSIL, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

41.01.295 CuHapom BaapgeH6ypra. Monck myTauuii B reHe PAX3, M. (Waardenburg 29650
Syndrome, WS, Gene PAX3, Mut.)

41.01.296 CuHgpom BaapgeHbypra-Laxa. Mowck myTauuii B reHe EDNRB, M. 25950
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

41.01.297 CuHgpom BaH gep Byga. Mowvck myTauuii B reHe IRF6, m. (Van der Woude 34350
Syndrome, Gene IRF6, Mut.)

41.01.298 CviHapom BepHepa (nporepws B3pocnbix). Mouck myTauuii B reHe RECQL2, wm. 128000
(Werner Syndrome, Gene RECQL2, Mut.)

41.01.299 CviHgpom BuckoTTa-Ongpuya (CBO). Mownck myTauuii B reHe WAS, wm. 25950
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

41.01.300 CuHAPOM BPOXKAEHHOM LeHTpasibHOM runoBeHTUAALMKM (CBLLIM). Mounck YacTbIxX 3500
myTauuii B reHe PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome,
CCHS, Gene PHOX2B, Freg. Mut.)

41.01.301 CuHgpom epmaHcku-Myanaka (Anb6UHM3M F1a30-KOXKHBIV C reMopparnyeckum 9650
[VaTe3oM v MUrMeHTaumeld peTMKyno-3HL0TeNnanbHbIX KNeTok). MoMcK vacTbIx
myTaumin B reHe HPS1, u. m. (Albinism Oculocutaneous, Hermansky-Pudlak Type
Gene HPS1, Freg. Mut.)

41.01.302 Cvingpom [Mpeiira (cemeiiHblii runepTenopysm). Mouck myTaumii B reHe GLI3, m. 61900
(Greig Syndrome, Gene GLI3, Mut.)

41.01.303 CuHagpom pucuennu. Mouck myTauumii B reHe RAB27A, M. (Griscelli Syndrome, 17900
Gene RAB27A, Mut.)

41.01.304 CuHapom [xekcoHa-Belicca. Monck MmyTaumii B 3k30He 9 reHa FGFR2 1 3k30He 9000
7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon
7A Gene FGFR1, Mut.)

41.01.305 CuHgpom On Mxopmku. Mouck myTaumii B reHe TBX1, m. (Di George Syndrome, 34350
DGS, Gene TBX1, Mut.)

41.01.306 CuHpapom Xunnbbepa (reH UGT1AL) (Gilbert's Syndrome (Gene UGT1A1)) 4000

41.01.307 CviHapom Xy6epa (CX). AHanus yucna konwmin reHa NPHP1 (Joubert Syndrome, 12040
Cerebelloparenchymal Disorder 1V, CPD 1V, Classic Joubert Syndrome, Joubert
Syndrome type A, Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene
NPHP1, Mut.)

41.01.308 CuHapom KapneHTepa (akpoueganonoiMcuHaakTnans BToporo Tuna). rMounck 26950
MyTauuii B reHe RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

41.01.309 CvHapom KaptareHepa (Tpuaga KaptareHepa, cuHApoMm 3uBepTa). Mounck 34350

MyTauuii B «ropaumx» yyactkax reHos DNAIL n DNAHS5, «ropsy.» y4. M.
(Kartagener Syndrome, Genes DNAIL1, DNAH5, Hot-Point Mut.)
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41.01.310 CuHapom KapTareHepa (Tpraga KapTareHepa, cuHapom 3usepTa). Monck 56550
myTauuii B reHe DNAIL, m. (Kartagener Syndrome, Gene DNAI1, Mut.)

41.01.311 CvHApoM KepaTuTa-uxtunosa-tyroyxoctv (KUA-cmHgpom). Mouck MyTaumii B 9000
rere GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome, KID Syndrome, Gene
GJB2, Mut.)

41.01.312 CuHgpom Knunnens-®eiing (CMHAPOM KOPOTKOIA Wwew). Monck MyTauuii B reHe 10690
GDF6, M. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

41.01.313 CviHgpom KokkeiiHa. Mouck myTtaumii B reHe ERCC6, M. (Cockayne Syndrome, 75600
Gene ERCC6, Mut.)

41.01.316 CuHapom KopoTkoro uHtepsana QT. Monck myTauuii B reHax KCNQ1 n KCNE1, 25880
M. (Short QT Syndrome, Short QTS, Genes KCNQ1, KCNE1, Mut.)

41.01.317 CviHapom KocTtenno. Mouck myTtaumii B reHe HRAS, m. (Costello Syndrome, 7200
Gene HRAS, Mut.)

41.01.318 CuHgpom KottmHa-Soypu (CKM). Mownck myTauuii B reHe RPS6KA3, M. 82450
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

41.01.319 CrHApOM KpaHuogaumanbHOM AMCMOP(UN-TYTOYXOCTU-YIbHAPHON AeBraLmm 28090
Kucteid. Mownck myTauwmii B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.)

41.01.320 CuHapom Kpurnepa-Haitsipa (CKH, cemeliHas xentyxa). lMonck MyTaumii B reHe 17550
UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

41.01.321 CuHapom Kpy30Ha ¢ YepHbIM akaHTO30M. MoncK MyTauuii B 3k3oHe 10 reHa 6670
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene
FGFR3, Mut.)

41.01.322 CuHgpom KpysoHa. Monck myTauuii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon 9000
Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

41.01.323 CviHapom Jlest, 06yCnoBMEHHBIV AeULMTOM MATOXOHAPWANLHOrO Komnsekca Ill. 12380
Mounck myTaumii B reHe BCSI1L, m. (Leigh Syndrome, Gene BCS1L, Mut.)

41.01.324 CuHapom JTiomKnHa-PpuHca. Mounck YacTbix MyTauuii B reHe MED12, u. . 6100
(Lujan-Fryns Syndrome, LFS, Gene MED12, Freq. Mut.)

41.01.325 CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene 44460
NLRP3, Mut.)

41.01.326 CviHapom Makneoga. Mounck myTtauuin B reHe XK, M. (McLeod Syndrome, Gene 15850
XK, Mut.)

41.01.327 CviHapom MapdaHa. Mounck MyTaLmii B «ropsaumx» yyacTkax reHa FBN1, 27000
«ropsy.» yd. M. (Marfan Syndrome, Gene FBN1, Hot-Point Mut.)

41.01.328 CviHgpom MapdaHa. Mounck myTauumin 6e3 «ropsaumnx» y4acTkos reHa FBN1, 6e3 190000
«ropsa4.» yd. M. (Marfan Syndrome, Gene FBN1, without Hot-Point Mut.)

41.01.329 CuHapom MapdpaHa. Mownck myTauwmii B reHe FBN1, m. (Marfan Syndrome, Gene 216000
FBN1, Mut.)

41.01.331 CVHPOM MHOXECTBEHHOI 3HAOKPUHHOM Heonnasun 2A Tuna (3k3oHbI 10, 11 8600
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

41.01.332 CVHAPOM MHOXECTBEHHOI 3HAOKPUHHON Heonnasumn 2B Tuna (reH RET) 4200
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

41.01.333 CviHapom MoyaT-BunbcoH. Monck MyTauuii B reHe ZEB2, m. (Mowat-Wilson 51700
Syndrome, Gene ZEB2, Mut.)

41.01.334 Cu1HApPOM HEKOMMAKTHOr 0 NeBoro xenygodka (HMJDK, curgpom HM JIXK, 21370
ry6uatblii Mnokapa). Mounck myTtaumii B reHe TAZ, m. (Left Ventricular
Non-Compaction, LVNC, Gene TAZ, Mut.)

41.01.335 CuHapom HuiimereH, NBN u.Mm. (Nijmegen Breakage Syndrome, NBS, Gene 4400
NBN, Freq. Mut.)

41.01.336 CvHAPOM HOTTei-HafKoNeHHMKa (0cTeoHMXoAMcnNasms). MoncK MyTalmnii B reHe 26950
LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B,
Mut.)

41.01.337 CviHgpom HyHaH. Mounck myTauumii B ak3oHax 3, 7, 13 reHa PTPN11, m. 9900
(Syndrome Noonan, Exons 3, 7, 13 Gene PTPN11, Mut.)

41.01.338 CuHapom Onuua-Kasemkuma. Monck YacTbiX MyTaumii B reHe MED12, u. m. 6110
(Opiz-Kaveggia Syndrome, OKS, Gene MED12, Freq. Mut.)

41.01.339 CuHpapom Ocnepa-PaHfto-Bebepa (HacneacTBeHHasi reMopparmyeckas 34350
TeneaHrnakTaswus). Momck mytauuii B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

41.01.340 CuHgpom Mannuctepa. Mouck myTaumii B reHe TBX3, m. (Pallister W Syndrome, 24730
Gene TBX3, Mut.)

41.01.341 Cvingpom Mannuctepa-Xonna. Movck myTauuii B reHe GLI3, m. (Pallister-Hall 61900

Syndrome, Gene GLI13, Mut.)
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41.01.342 CuHpapom Mengpepa SLC26A4 m. (Pendred Syndrome, Gene SLC26A4, Mut.) 46820

41.01.343 CuHApOM NOAKONEHHOro NTepurnyma. Mouck myTtauumii B reHe IRF6, m. 34350
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

41.01.344 CviHapom Mdavididepa. Mouck MyTaumii B ak3oHax 7, 9 reHa FGFR2 1 ak30He 7A 12340
reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene
FGFR1, Mut.)

41.01.345 CuHgpom PetTa. MNownck myTauuii B reHe MECP2, M. (Retts Syndrome, Gene 19550
MECP2, Mut.)

41.01.346 Cu1HApPOM pUrnLHOro no3BoHoYHUKa (cuHapom Meplia-BonbtmaHa). Monck 34810
MyTauuin B reHe SEPN1, m. (Stiff-Man Syndrome, SMS, Moersch-Woltmann
Syndrome, Stiff-Trunk Syndrome, Gene SEPN1, Mut.)

41.01.348 CuHapom Cunbeepa. MNouck myTauumin B reHe BSCL2, M. (Silver Syndrome, Gene 26950
BSCL2, Mut.)

41.01.349 CuHgpom CumncoHa-I"onabu-bemens. Monck MyTauuii B reHe GPC3, m. 30650
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

41.01.350 CuHpapom cnabocTu cuHycosoro y3na (CCCY, cuHapom ancthyHKLUM CUHYCOBOTQ 50660
y3na). Mouck myTaumiin B reHe SCN5A, M. (Sick Sinus Syndrome, SSS, Gene
SCN5A, Mut.)

41.01.351 CviHgpom Cmuta-Jlemnm-Onuua (CNNOC). Monck myTauuii B reHe DHCR7, wm. 31450
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

41.01.352 CuHapom Ctuknepa, Tin |. Mownck myTauuii B reHe Col2A1, m. (Stickler 119500
Syndrome, Type 1, Gene Col2A1, Mut.)

41.01.353 CvHApoMm TecTuKynapHoi emuHmnsaumm (CT®, cuHgpom Moppuca). Monck 34810
MyTauuii B reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.)

41.01.354 CuHgpom Tpuuepa-KonnmHza-dpaHyeckeTTn (MaHaMbyno-daLmaibHblii 75550
amsoctos). Mowvck myTauuii B reHe TCOF1, M. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

41.01.355 CVHAPOM YANMHEHHOTO nHTepBana QT. Mownck myTauuii B reHe CAV3, m. (Long 8320
QT Syndrome, LOTS, LQT, Gene CAV3, Mut.)

41.01.356 CuHapom yannHeHHoro nHTepeana QT. Mownck myTauuii B reHe KCNJ2, m. (Long 12380
QT Syndrome, LOTS, LOT, Gene KCNJ2, Mut.)

41.01.357 CvHApOM yanmHeHHoro nHTepeana QT. Mouck myTaumii B reHe SCN4B, m. (Long 19000
QT Syndrome, LOTS, LOT, Gene SCN4B, Mut.)

41.01.358 CvHApoM yanmHeHHoro nHTepsana QT. Mouck myTaumii B reHe SCNSA, m. (Long 50660
QT Syndrome, LOTS, LOT, Gene SCN5A, Mut.)

41.01.359 CVHAPOM YANMHEHHOTO nHTepBana QT. Monck myTauuii B reHax KCNH2 u 26000
KCNE2, M. (Long QT Syndrome, LQTS, LOT, Genes KCNH2, KCNE2, Mut.)

41.01.360 CVHAPOM YANMHEHHOTO nHTepBana QT. Monck myTauuii B reHax KCNQ1 u 26000
KCNEI1, m. (Long QT Syndrome, LQTS, LOT, Genes KCNQ1, KCNE1, Mut.)

41.01.361 CuHapom Yokepa-Bapoypr (CYB). Monck mytauuii B reHe FKRP, M. 10960
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

41.01.362 CuHgpom Yokepa-Bapbypr (CYB). MNowuck myTauuii B reHe POMTL, m. 67000
(Walker-Warburg Syndrome, WWS, Gene POMT1, Mut.)

41.01.363 CuHgpom Xunnens-JlnHgay (Lepebpo-peTnHO-BUCLIEPa/IbHBIV aHTMOMATO3). 10960
Mownck myTauwnii B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

41.01.364 CviHgpom Xunnens-JinHgay (Lepebpo-peTMHO-BUCLEP/IbHBIA aHIMOMATO3). 13500
OnpepaeneHne uncna konuin reda VHL, m. (Von Hippel-Lindau Syndrome, VHL,
Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number
Variation Gene VHL, Mut.)

41.01.365 CuHpapom XonTa-Opama (CuHApOM pyKa-cepaue). Mounck myTauuii B reHe TBX5, 34800
M. (Holt-Oram Syndrome, Gene TBX5, Mut.)

41.01.366 CuHgpom LLBaxmaHa-[alimoHga. Mouck MyTaumii B reve SBDS, wm. 19850
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

41.01.367 CviHgpom LLIBaxmaHa-[aiimoHga. Mounck YacTbix MyTaumii B reHe SBDSL, u. wm. 7200
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

41.01.368 Cu1HApOM LUMPOKOTo BOAONPOBOAHOrO npeaasepus SLC26A4 M. (Large 46820
Vestibular Aqueduct Syndrome, LVAS, Gene SLC26A4, Mut.)

41.01.369 CuHapom 3nepca-fanHno, Tun V1. Monck yacTbix MyTaumii B reHe PLOD, u. wm. 7830
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

41.01.370 CvHapom 3ckobapa. Mouck myTaumin B reHe CHRNG, M. (Escobar Syndrome, 28100

Gene CHRNG, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.371 CuHnonuaaktuama. Mouck myTtaumin B reHe HOXD13, M. (Synpolydactyly, Type 14650
1, SPD1, Gene HOXD13, Mut.)

41.01.372 CkanynonepoHeanbHas MmvuonaTus. Mouck MyTauwii B reHe FHL1, m. 30650
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

41.01.373 Ckonnos ¢ napanmyom B3opa. Mouck myTauwmin B reHe ROBO3, m. (Horizontal 62000
Gaze Palsy with Progressive Scoliosis, HGPPS, Gene ROBO3, Mut.)

41.01.374 Cnactuyeckasn napannerus LUTpiomnens (CeMeliHblii cnacTUYecKuii mapanny 20470
LLtptomnens). Mowvck myTauuii B reHe GJC2, m. (Westphal-Strumpell Disease,
Gene GJC2, Mut.)

41.01.375 CnacTnyeckas napannervs LUTpiomnens, reH ATL1 m. (Westphal-Strumpell 51700
Disease, Gene ATL1, Mut.)

41.01.376 CnacTuyeckan napannerus LLUTptomnens, reH SPAST m. (Westphal-Strumpell 51700
Disease, Gene SPAST, Mut.)

41.01.378 CnacTnueckuii napanuy. Mouck myTauwii 8 reHe ALSIN, m. (Infantile Ascending 119500
Hereditary Spastic Paralysis, IAHSP, Gene ALSIN, Mut.)

41.01.379 CnmHanbHas ammnoTpodms ¢ napannyom gvadparmel. Monck MyTauuii B reHe 51700
IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

41.01.380 CnuHanbHas ammoTtpodus Tunei 1, 11, 11, 1V. Mownck myTauwmii B reHe SMN1, wm. 7830
(Spinal Muscular Atrophy, SMA, Type |, 11, 11, IV, Gene SMN1)

41.01.381 CnuHanbHas ammoTpodms Tunebl 1, 11, 111, 1V. OnpegeneHune umcna Konuia reHa 13500
(Spinal Muscular Atrophy, SMA, Type I, 11, I11, IV, Copy Number Variation)

41.01.382 CnnHanbHas ammnotpodms Tunsl 1, 11, 1, 1V. Mouck myTaumii B reHe SMN1, wm. 30650
(ToNbKO NpW HaMYMK OAHON Kok reHa) (Spinal Muscular Atrophy, SMA, Type
I 11, 11, 1V, Gene SMN1, Mut. (Only Presence One Gene Copy) )

41.01.383 CnnHanbHas ammnotpodms duHkens Mowvck myTaunii B reHe VAPB, m (Spinal 23000
Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Mut.)

41.01.384 CnuHanbHas ammoTpodums ®uHKens. Monck YacTbIX MyTauuii B reHe VAPB, 4. M. 6000
(Spinal Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Freq.
Mut.)

41.01.385 CnuHanbHas ammoTpodus, X-cLenneHHas. Monck MyTaLuii B «ropsumx» 7200
yuyacTkax reHa UBA1L, «ropsy.» yu. M. (Spinal Muscular Atrophy, SMA,
X-Linked, Gene UBA1, Hot-Point Mut.)

41.01.386 CnmHanbHo-6ynbbapHas ammnoTpodus KeHHeau. MoUCK YacTbiX MyTauuii B reHe 4400
AR, u. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

41.01.387 CnmHouepebennspHas atakcus. Monck yacTbix MyTauuid B reHax ATXNL, 7830
ATXN2, ATXNS3, u. M. (Spinocerebellar Ataxia, Genes ATXN1, ATXN2,
ATXNS3, Freg. Mut.)

41.01.388 CnuHouepebennsipHas atakcus. Mouck YacTbix MmyTauuii B reHe ATXN7, 4. M. 5000
(Spinocerebellar Ataxia, Gene ATXN7 Fregq. Mut.)

41.01.389 CnuHouepebennsapHas atakcus. Monck yacTbix MyTaumii B reHe ATXNS, u. m. 5000
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

41.01.390 CnoHruotopMHas sHueasonatns ¢ HelipPoNCUXNYECKUMU NMPOSIBAIEHUAMN. 10700
Mownck myTauunii B reHe PRNP, m. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

41.01.391 CnoHAWIOKOCTaNbHBIA An30cT03. Monck myTaumin B reHe DLL3, m. 27000
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

41.01.392 CnoHgunoanudgmsapHas gucnnasms (C3/). MNMouck myTtaumin B reHe Col2A1, wm. 131000
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene Col2A1, Mut.)

41.01.393 CnoHgunoanugumsapHas gucnnasus (C3M). Mowck myTaumii B reHe TRAPPC2, m. 14550
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

41.01.394 CynepakTnBHOCTb thochopmbosmnnupodocgar cuHTeTassl. Monck MyTaLmii B 24730
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS
Superactivity, Gene PRPS1, Mut.)

41.01.395 TopcuroHHas anctodns, TOR1A M. (Torsion Dystonia, Gene TOR1A, Mut.) 19550

41.01.396 TopcroHHas gucToHms. Monck myTauuii B reHe GCH1, m. (Torsion Dystonia, 23250
Gene GCH1, Mut.)

41.01.397 TOpCMOHHasA AMCTOHMS. Nonck MyTaumii B reHe PRRT2, M. (Torsion Dystonia, 15850
Gene PRRT2, Mut. )

41.01.398 TopcuroHHas guctoHus. Mownck myTauuii B reHe SGCE, m. (Torsion Dystonia, 45450
Gene SGCE, Mut.)

41.01.399 TopcuoHHasa gucToHus. Monck myTauyuii B reHe SPR, M. (Torsion Dystonia, Gene 13350

SPR, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.400 TpuxopuHoanaHreanbHblli CMHAPOM. Ionck myTaumii B reHe TRPS1, m. 37050
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

41.01.401 TpombouuToneHms BpoxaeHHas. Mounck myTauwmii B reHe MPL, M. (Congenital 30650
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

41.01.402 Ty6eposHblii cknepos. Mowvck myTauuii B reHe TSC1, m. (Tuberous Sclerosis, 82450
Gene TSC1, Mut.)

41.01.403 datanbHas cemeiiHas MHCOMHMSA. Monck myTauwmii B reHe PRNP, . (Fatal 10700
Familial Insomnia, FFl, Gene PRNP, Mut.)

41.01.404 ®enunnkeToHypms. Movck myTauuii B reHe PAH, M. (Phenylketonuria, PKU, Gene 41630
PAH, Mut.)

41.01.405 deHnnKeToHYpKs. MoncK YacTbIX MyTaumii B reHe PAH, u. M. (Phenylketonuria, 12040
PKU, Gene PAH, Freg. Mut.)

41.01.406 dubpoamcnnasna occuduLmpytoLLas nporpeccmpytowas. Momck MyTauuin B 15850
«ropsumx» yyactkax reHa ACVRL1, «ropsd.» y4. m. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

41.01.407 dunbpogucnnasns occudmumpyowas nporpeccmpytowas. Movick mytaunii 6e3 27000
«ropsumx» yyactkoB reHa ACVRL, 6e3 «ropsy.» yd. m. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

41.01.410 XoHgpoancnnasna metagusapHas, Tnn Mak-Kbtocuka. Monck myTauuii B reHe 7000
RMRP, M. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

41.01.411 XoHapoancnnasna ToueyHas KoHpagn-XtoHepMaHa. Movck MyTauuii B reHe 15850
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene
EBP, Mut.)

41.01.412 XoHapokanbLuHo3. Monck myTauuii B reHe ANKH, M. (Chondrocalcinosis, 45450
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

41.01.413 Xopes MeHTUHrToHa. Mouck YacTbix MyTaumii B reHe 1T15, 4. m. (Chorea 5000
Huntington, Gene IT15, Freq. Mut.)

41.01.414 XoprongansHas guctpodus. Mouck myTtauuii B reHe PRPH2, m. (Choroidal 12380
Dystrophy, Gene PRPH2, Mut.)

41.01.415 Xopougepemusi. Nouck myTtaumin B reHe CHM, M. (Choroideremia, CHM, Gene 51700
CHM, Mut.)

41.01.416 XpoHuyeckas rpaHynemarosHas 601e3Hb. Movck myTauuii B reHe CYBB, m. 41630
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

41.01.417 X-cuennieHHas arammarniobynmHemus. Monck myTaumii B reHe BTK, M. 61900
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

41.01.418 X-CLeNneHHas yMCTBEHHas OTCTanocTb. Monck myTauuii B reHe RPS6KA3, wm. 82450
(X-Linked Mental Retardation, Gene RPS6KA3, Mut.)

41.01.419 X-cuenneHHas yMCTBEHHas 0TCTanocTb. Monck myTauuii B reHe SLCOAB, M. 51700
(X-Linked Mental Retardation, Gene SLC9A6, Mut.)

41.01.420 X-CLEeNNeHHas YMCTBEHHas 0TCTanocTb. Monck MyTauuii B reHe ZDHHC9, wm. 9000
(X-Linked Mental Retardation, Gene ZDHHC9, Mut.)

41.01.421 X-cuenieHHbIA TMMgonponugepaTuBHbIA cMHAPOM (6one3Hb [lyHKaHa, CUHAPOM 28090
Myptnnbo), XIAP M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene
XIAP, Mut.)

41.01.422 X-CUenneHHbI nnMgonponugepaTeHbIi CMHAPOM (60/1e3Hb [lyHKaHa, CUHAPOM 14550
MypTunbo). Monck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative
Syndrome, XLP, Gene SH2D1A, Mut.)

41.01.423 X-CUeneHHbIA MOTOPHbIA HUCTarM. Monck myTauuii B reHe FRMD7, m. 31630
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

41.01.424 X-CLensieHHbIA TAXeNbI KOMOMHUPOBaHHbIA MMYyHOZeMUUT. TonCK MyTauuii 14550
B reHe IL2RG, M. (X-Linked Severe Combined Immunodeficiency, Gene IL2RG,
Mut.)

41.01.425 LleHTpoHykneapHas muonatus. Movck myTtauuii B reHe DNM2, m. (Centronuclear 82450
Myopathy, CNM, Gene DNM2, Mut.)

41.01.426 LleHTpoHykneapHas muonatums. Movck myTauuii B reHe MTM1, m. (Centronuclear 51700
Myopathy, CNM, Gene MTM1, Mut.)

41.01.427 LlepebpookynothaumockeneTHbIl cuHApPoM. Monck myTauuii B reHe ERCC6, M. 75550
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

41.01.428 3K30CTO3bl MHOXECTBEHHbIE. [MoncK MyTauuii B reHe EXT1, m. (Multiple 41630
Exostoses, Gene EXT1, Mut.)

41.01.429 3K30CTO3bl MHOXECTBEHHbIE. [Monck MyTauuii B reHe EXT2, m. (Multiple 51700
Exostoses, Gene EXT2, Mut.)

41.01.430 JKcCyaaTvBHas BUTPEOXOPEOPETMHAIbHAA AUCTPOtNA. MONCK MyTauwnii B reHe 8320

NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

41.01.431 JKTOAepMasibHas aHrMapoTMYecKas aucnnasus. Monck MyTauuii B reHe EDA, M. 28100
(Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

41.01.432 SKToAepMasnbHas rmapoTMYeckas aucnnasus. MNMovck myTauwmii B reHe GJB6, M. 8320
(Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

41.01.433 3nu3soguyeckan atakeus. Movck myTauuii B reHe CACNAIA, m. (Episodic 161850
Ataxia, EA, Gene CACNAIA, Mut.)

41.01.434 AnngmsapHas gucnnasns, MHOXeCTBeHHas. MOWCK YacTbIX MyTaLWii B reHe 5500
COMP, u. M. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freg. Mut.)

41.01.435 AnugmsapHasn gucnnasus, MHOXecTBeHHas. Movck myTauuii B reHe SLC26A2, wm. 23250
(Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

41.01.436 ApuTpoaepMms BPOXAEHHas NXTNO3Has (HebynnesHast). MoncK MyTaumii B reHe 51720
ALOXE3, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Geng
ALOXE3, Mut.)

41.01.437 SpuTpoLepMUs BPOXKAEHHAA UXTUO3Has (HebynnesHasn). Monck MyTauuii B reHe 34810
LOX12B, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene
LOX12B, Mut.)

41.01.438 ApUTpoLeEpPMMA BPOXKAEHHAsA NXTNO3HAs (HebynnesHas). Monck MyTauuii B reHe 34810
TGM1, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene
TGM1, Mut.)

41.01.439 ApuTpokepaTogepmus. Monck myTauuin B reHe GJB3, m. (Erythrokeratodermia, 8320
Gene GJB3, Mut.)

41.01.440 SpuTpokepatogepmus. Mounck MyTauuii B reHe GJB4, m. (Erythrokeratodermia, 9000
Gene GJB4, Mut.)

41.01.441 SpUTPOLMTO3 PeLLeCCMBHbIN (CeMeilHas HaceACTBEHHAA NoanLMTemMms). Momck 10690
myTaumii B rede VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.

41.01.442 3pUTPOLMTO3 pPeLieccMBHbIN (CeMeiiHas HacneACTBEHHaa nonnuuTemms). Mounck 4500

yacTbIx MyTauuii B reHe VHL, u. M. (Autosomal Recessive Erythrocytosis, Gene

VHL, Freq. Mut.)

42. ONMPEAENEHVE BNOTIOTMYECKOIO POACTBA B CEMbBE: OTLLOBCTBA 1 MATEPUHCTBA (Definition of
Biological Relationship: Paternity and Maternity) / 42.01. OnpegeneHve 610N0rMYeCKOro POACTBa B CEMbE: OTLOBCTBA U

MaTepunHCTBa

Definition of Biolo

ical Relationship: Paternity and Maternity)

42.01.001

Cpou4HOe yCTaHOBNEHME 6MONOrMYECKOro POACTBA A4/151 OAHOr0 U3 POAMTENER Npw
6eccrnopHom pogcTse apyroro (3 yen.) (Urgent Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3 Persons))

37210

42.01.002

YcTaHOoBMEHNE 6MOMOrMYECKOro POACTBA 415 O4HOT0 U3 poanTeneit npu
6eccriopHom pogcTse apyroro (3 yen.) (Establishment of Biological Relationship
for One Parent at Indisputable Relationship of Another (3 Persons))

18210

42.01.003

CpouHoe ycTaHOB/EHME BUONOTMYECKOro POACTBA A4/1S1 OAHOIO U3 POAUTENENA Npw
otcyTtcTeum gpyroro (2 ven.) (Urgent Establishment of Biological Relationship
for One Parent in Absence of Another (2 Persons))

37210

42.01.004

YcTaHoBMeHMe 6MONOrMYeCKOro poacTaa 418 OAHOI0 U3 poauTeneli npu
otcyTcTBum gpyroro (2 ven.) (Establishment of Biological Relationship for One
Parent in Absence of Another (2 Persons))

16400

42.01.005

JLONOMHUTENBHBIA YYaCTHUK UCCNEA0BaHWS (PeGEHOK MK MaTb UK OTEL)

(Additional research participant (child or mother or father))

6450

43. HACJNIEACTBEHHbIE BOJIE3HM OEMEHA BELLECTB Y HOBOPOXXAEHHbIX / CKPUHUHI «MATOUYKA»
(Hereditary Metabolic Disorders in Newborns. Newborn Screening ""HEEL ") / 43.01. HacneacTBeHHbIe 60/1€3HM 06MeHa
BELLECTB Yy HOBOPOXAEHHBLIX/CKPUHUHT «[IsaTouka» (Hereditary Metabolic Disorders in Newborns. Newborn Screening

"HEEL'")

43.01.001 CKPWHUHT HOBOPOXAEHHBIX «MATOYKA» (Newborn Screening "HEEL") 5200

43.01.002 "a3oBas xpomaTorpagus 06pasLoB Moumn (opraHuyeckume aumaypum) (Gas 8100
Chromatography of Urine (Organic Aciduria))

43.01.004 OnpefeneHne akTMBHOCTU BUOTUHUAA3bI (HELOCTATOYHOCTL OGMOTUHMAA3bI) 4700
(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency))

43.01.005 B3XXX-MC-MC opraHuyecknx KucnoT (cyKumHunaueTtoH) (HPLC-MS/MS 4100
Organic Acids (Succinylate))

43.01.006 B3XXX-MC-MC opraHnyecknx KMcnoT (roMOreHTU3nHoBas K1cnoTa) 3730
(HPLC-MS/MS Organic Acids (Homogentisic Acid))

43.01.007 B3XXX-MC-MC opraHuueckumx kucnot (N-auetunacnaptar) (HPLC-MS/MS 3730
Organic Acids (N-Acetylaspartate))

43.01.008 B3XXX-MC-MC opraHuyeckux kucnot (opoTosas kucnota) (HPLC-MS/MS 3730
Organic Acids (Orotic Acid))

43.01.009 YacTtas myTtauus B reHe BD (HegocTaTouHOCTb 61MoTMHMAa3bI) (BD (Biotinidase 5520

Deficiency) Gene, Freq. Mut.)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa

43.01.010 YacTaa myTaums B reHe GCDH (rnytaposasi aumaypws Tun 1) (GCDH 4300
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

43.01.011 MonHbIiA aHam3 reHa GCDH (rnyTaposas aumaypusa Tvn 1) (GCDH 38470
(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

43.01.012 YacTble MyTaumu B reHe CBS (romouuctuHypus) (CBS 5600
(Cystathionine-Beta-Synthase) Gene, Freq. Mut. (Homocystinuria))

43.01.013 YacTble MyTauuu (NeiyuHo3, 60/1e3Hb «C 3anaxom K/IEHOBOFO CMpOMna MOYmn», 16000
reHsl BCKDHA, BCKDHB) (BCKDHA and BCKDHB Genes, Freq. Mut.

(Maple Syrup Urine Disease, MSUD))

43.01.014 YacTuuHbIi aHanm3 reHa MUT (meTunmanoHosas aumaypus) (MUT Gene, Freq. 16000
Mut. (Methylmalonic Aciduria, MMA))

43.01.015 YacTtas myTtauus B reHe HADHA (HeocTaTO4HOCTb A/IMHHOLIENOYEYHO 4890
3-rugpokcunaumn-KoA-gerngporenassl) (HADHA Gene, Freg. Mut. (Long-Chain
3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))

43.01.016 YacTtas myTtauus B reHe ACADM (HefoCTaTOYHOCTb CpefHeLenoYveyHol 4890
fernaporeHasbl XXupHbix kucnot MCAD) (ACADM Gene, Freq. Mut.

(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))

43.01.017 MonHbii aHanm3 reHa OTC (HeAOCTATOYHOCTb OPHUTUHTPaHCKap6aMunasbl) 31200
(OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency))

43.01.018 YacTble MyTaumm B reHe FAH (TuposunHemus tun |) (FAH Gene, Freq. Mut. 63880
(Tyrosinemia, Type 1))

43.01.019 MonHbIiA aHans reHa FAH (TuposuHemus Tmn I) (FAH Gene (Tyrosinemia, Type 47520
1))

43.01.020 YacTunuHblii aHanms reHa ASS (unTtpynnuHemusi) (ASS Gene, Freq. Mut. 6100
(Citrullinemia))

44. NCCNNEOOBAHUVE KAUECTBA BOAbIl U MOYBbI (Investigation of Water and Soil Quality) / 44.01.

BbIcoKOTEXHOMOrMYHbIE nccnegosadus Bodbl (High Tech Investigations of Water)

44.01.001 Boga: nonHaa n KomnnekcHas oueHka Kadectsa (Water: Complete and 16500
Comprehensive Quality Assessment)

44.01.002 Bopa: cokpalleHHas oueHKa kadectsa (Water: Abridged Quality Assessment ) 8700

44.01.003 Boga: nogo3speHue Ha 3arpsasHeHmne 6bitoBeiMy oTxogamm (Water: Suspicion 7860
Household Waste Contamination)

44.01.004 Boga: nofo3peHne Ha 3arpsisHeHMe NPOMbILLNEHHbIMY oTXodamu (Water: 12300
Suspicion Industrial Waste Contamination )

44.01.005 Boga: nofo3peHue Ha 3arpsisHeHMe NPoAyKTaMy CropaHus 1 Bblbpocamu oT 9020
aBToMaructpaneit (Water: Suspicion Products of Combustion and Emissions from
Motorways Contamination )

44.01.006 Bopa: nofo3peHve Ha U36bITOUHOE MPUMEHEHVE peareHToB A/15 BOAOOUUCTKU 5150

(Water: Suspicion Excessive Use of Chemicals for Water Treatment)

44. NCCNIEOBAHUE KAYECT

BA BOJbl N MOYBbI (Investigation of Water and Soil Quality) / 44.02. CKpUHUHIOBble

nccaeaoBanmsa Boabl (Screening Investigations of Water)

44.02.001 Bopa: oueHka KadecTsa no 30 napameTpam (Water: Quality Assessment 30 6280
Parameters)

44.02.002 Bopa: oueHka KayecTsa no 20 napametpam (Water: Quality Assessment 20 4750
Parameters)

44.02.003 Pagunonornyeckme nccneaoBaHms Npob NUTLEBOW BOAbl — 6a30BbIN TECT Ha 6510
o6uyto ?- n ?-aktuHocTb (Radiological Drinking Water Study — Basic Test ?-
and ?-Activity)

44.02.004 OnpegeneHne KOHLeHTpaLwmin ansa 2 paguoHyknugos (Determination of 7500
Concentration 2 Radionuclides)

44.02.005 OnpefeneHne KoOHUeHTpauuii ans 4 pagnoHyknngos (Determination of 14000
Concentration 4 Radionuclides)

44.02.006 OnpefeneHne KOHUEHTpauuii onis 6 pagnoHyknngos (Determination of 20400
Concentration 6 Radionuclides)

44. NCCNEJOBAHUVE KAYECTBA BO/Abl U MOYBbI (Investigation of Water and Soil Quality) / 44.03.

BbICOKOTEXHOIO0TMYHBLIE UccneaoBaHma noysbl (High Tech Investigations of Soil)

44.03.001 MouBa: KOMIM/IeKCHasA TOKCUKONOrnyeckas oeHka (Soil: Comprehensive 18200
Toxicological Evaluation)

44.03.002 MouBa: KomMeKcHas arpoxnmmyeckas oueHka (Soil: Agrochemical Evaluation) 9050

45. KOMIMJIEKCHbIE MPOrPAMMbI OBCIEAOBAHNN (Mpodmnn) (Profiles) / 45.01. Ans geteii (For children)

45.01.001 AHanusbl AN AeTCKOro caaa u wkonbl (Testing for Kindergarten and School) 1200

45.01.002 OLEeHKa MMMYHHOT0 0TBeTa K AieTCKMM nHekuuam (Pediatric Infections: Immune 4540

Response)




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

45.01.003

3[0poBbIil pebeHoK: ana aeteli ot 0 go 14 net (Healthy Child: for Children from
0 to 14 Years)

300

45. KOMIM/IEKCHBIE NMPOrPAMMBbI OBCIEAOBAHWN (Mpodoman) (Profiles) / 45.02. [s1 xeHLwH (For women)

45.02.001 VIP-o6cnegosaHue ans xeHwmH (VIP-Survey for Women) 6700

45.02.002 YKEHCKMi1 ropMOHa/bHbIA NPOMUbL: ANCHYHKUNS AUYHWUKOB, HapyLLEHMS 2100
MeHcTpyanbHoro umkna (Female Hormonal Profile: Ovarian Dysfunction,
Menstrual Irregularities)

45.02.003 OHKOPWCK XXEeHCKMIA: Wweiika MaTku (Women's Oncorisk: Cervix ) 1700

45.02.004 Mpo6nembl HeBbIHALLIMBAHMWA: ayTOUMMYHHbIA npodmnb (Miscarriage: 2700
Autoimmune Profile)

45.02.005 OueHKa aHfporeHHoro ctatyca (Assessment of Androgen Status) 1000

45.02.006 MnaHnpoBaHve 6epeMEHHOCTM: ANArHOCTMKA YPOTreHUTANIbHbIX UH(EKLNT 1500
(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI))

45.02.007 Xouy cTaTb Mamoii: KOMMeKCHOe 06Cnea0BaHve Npu NaaHMpoBaHUN 3500
6epemeHHocTM (Want to Become a Mother: Pregnancy Planning, Comprehensive
Survey)

45.02.008 TORCH-unHekummn (ToRCH-Infections) 2000

45.02.009 BepemeHHocTb: | TpumecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13 3500
Weeks) )

45.02.010 BepemeHHocTb: |1 TpumecTp (14-28 Hegenn) (Pregnancy: Second Trimester 400
(14-28 Weeks))

45.02.011 BepemeHHocTb: 111 TpumecTp (0T 29-30 Hepenb) (Pregnancy: Third Trimester 2000
(29-30 Weeks) )

45. KOMMJIEKCHbIE MPOrPAMMbI OEC/IEAOBAHWNI (Mpodhunu) (Profiles) / 45.03. s MyxumH (For men)

45.03.001 VIP-o06cnesosaHue ang myxuuH (VIP-Survey for Men) 6500

45.03.002 OHKOPWCK MY>XCKOIA: npeacTaTenbHas »enesa (Male oncologic risk: prostate) 300

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWUI (Mpodhunu) (Profiles) / 45.04. ExkeroaHble NpodunnaKTUyecKme

o6cneaoBanua (Annual preventive examinations)

45.04.001 ExerogHoe npodunakTuyeckoe o6cnenosaHue (nocne 40 net) (Annual Check-Up 2000
after 40 Years of Age)

45.04.002 3[,0poB Thl — 30p0Ba CTPaHa: eXerogHoe NpounakTnyeckoe obenefoBaHue (40 1500
40 net) (Healthy You ? Healthy Country: Annual Check-Up up to 40 Years of
Age)

45.04.003 Broxmmums KpoBu: paclUMpeHHbIn npodub (Serum Biochemistry: Extended 1500
Profile)

45.04.004 Broxmmmnsa KpoBW: MUHUMa/IbHBIN Npognab (Serum Biochemistry: Minimum) 800

45.04.005 MHBNO®JIOP ? KOMMNEKCHOE UCCNea0BaHMe MUKPOMIOPbI YPOreHNTa/IbHOIo 3000
TpakTta (INBIOFLOR ? Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT))

45. KOMMJIEKCHBIE MPOrPAMMbI OBCNEAOBAHWI (Mpothunn) (Profiles) / 45.05. O6cneaosaHme foMaLLHEro

nepcoHana (Checkup of household staff)

45.05.001 | |«M0ﬂ 3a0poBas HaHs» (My Healthy Nurse) | 4740

45. KOMMJIEKCHBIE MPOrPAMMbI OBCNEAOBAHWI (Mpotunn) (Profiles) / 45.06. OLeHKa pucka pasBuTms

3a60/1eBaHMI cepaeyHo-cocyancTon cuctembl (Cardiovascular disease risk assessment)

45.06.001 MpotunnakTuka 3a6oneBaHNin CepaLa U COCYA0B U X OCNOXHeHWIA (Preventing 1400
Heart and Blood Vessel Diseases )

45.06.002 Jiunngxblin npodmb: pacluvpeHHblii (Lipid Profile: Extended ) 3100

45.06.003 Jinnngxblin npodmnb: ckpuHuHr (Lipid Profile: Screening) 350

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBC/IEAOBAHWNI (Mpodunn) (Profiles) / 45.07. AnarHocTnka

aHTuochonmnuaHoro cuHapoma (Diagnosis of antiphospholipid syndrome (APS))

45.07.001 AHTUdochonmnuaHblin cuHgpom (ADC), nabopaTopHble KpUTEPUN 3500
(Antiphospholipid Syndrome, APS)

45. KOMMJIEKCHBIE MPOrPAMMbI OBC/NTEAOBAHWI (Mpotunu) (Profiles) / 45.08. AnarHocTMKa COCTOSHMS

YKenynovHo-kuuieyHoro Tpakta (Diagnosis of gastrointestinal tract (Gl Tract))

45.08.001 [JnarHocTuka Luenvakum: HernepeHOCMMOCTb Gesika 3n1akoB (ritoTeHa) (Coeliac 4000
Disease: Gluten Intolerance )

45.08.002 "actponaHens (GastroPanel) 3100

45. KOMMJIEKCHBIE MPOrPAMMbI OBCNEAOBAHWI (Mpothunn) (Profiles) / 45.09. OueHKa thyHKLMM NeYeHn

(Assessment of liver function)

45.09.001 O6cnefoBaHe neveHW: paclumpeHHoe (Survey of Liver: Extended ) 1550

45.09.002 O6cnefoBaHve NeveHn: CKpUHKHT (Survey of Liver: Screening) 350




Kog ycnyru

AHa/INTUY. KOJ

HasBaHue ycnyru

LleHa

45.09.003

CKPUWHWHT ayTOMMMYHHOr0 nopaxeHus neveHn (Autoimmune Liver Disease:
Screening)

4700

45. KOMMJ/IEKCHBIE MPOrPAMMbI OBCNEAOBAHWI (Mpodmnu) (Profiles) / 45.10. HenHBasnBHas oLeHKa thinbposa
ne4veHun (Non-invasive Assessment

of Liver Fibrosis)

45.10.001 CteaToCKpuH (SteatoScreen) 5200
45,10.002 dunbpoMakc (FibroMax) 9900
45.10.003 ®unbpoTecT (FibroTest) 8800
45,10.004 dunbpoMakc (FibroMax) 9900
45.10.005 dunbpoTecT (FibroTest) 7875
45. KOMTMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHWN (Mpocdunu) (Profiles) / 45.11. OugHKa hyHKLN NoYeK
(Assessment of renal function)

45.11.001 O6cnegoBaHve noyek: pacumpeHHoe (Survey of Kidneys: Extended ) 1400
45.11.002 O6cnesoBaHNe noyek: ckpuHUHT (Survey of Kidneys: Screening) 550

45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpodmnu) (Profiles) / 45.12. FocnuTasibHbIe UCC/eA0BaHNA

(Hospital studi

es)

45.12.001 ocnuTanmsaums B TepaneBTMYecknii ctaumoHap (Hospitalization in Therapeutic 1800
Hospital)

45.12.002 ocnuTanusayus B Xupyprudeckuid ctaymoHap (Hospitalization in Surgical 2400
Hospital)

45.12.003 rocnuTanusaums B XMpypruyeckuii ctaumoHap: paclunmpeHHoe o06cneaoBaHmne 4700
(Hospitalization in Surgical Hospital: Extended Survey)

45. KOMIMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHWI (Mpochunu) (Profiles) / 45.13. AnarHocTrka 3a6onesaHunii

coegmHuTensHoi TkaHu (Diagnosis of connective tissue diseases (disorders of connective tissue))

45.13.001 bonu B cycTaBax: paclumpeHHoe o6cneaoBaHme (Joint Pain: Extended Survey) 3800

45.13.002 bonu B cyctaBax: ckpuHuHT (Joint Pain: Screening) 950

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBC/IEAOBAHWUN (Mpodunn) (Profiles) / 45.14. lnarHocTUKa caxapHoro

anabeta (Diagnosis of diabetes)

45.14.001 KoHTponb anabeta: pacwmpeHHbiii (Diabetes Control: Extended) 2000

45.14.002 KoHTponb gnabeta: ckpuHuHr (Diabetes Control: Screening) 550

45.14.003 [Jnabet: aytonmmyHHble Mapkepbl (Diabetes: Autoimmune Markers) 3200

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBC/IEAOBAHWUN (Mpodunu) (Profiles) / 45.15. narHocTUKa 1 KOHTPO/b

Tepanuu octeornopo3a (Diagnosis and monitoring therapy for osteoporosis)

45.15.001 |ﬂ,I/IaFHOCTVIKa octeonopo3sa (Diagnosis of Osteoporosis) | 1800

45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpodhunu) (Profiles) / 45.16. OLeHKa QyHKLMN LATOBUAHO
xenesbl (Assessment of thyroid function)

45.16.001 LLinToBMAHAA Xene3a: paclumpeHHoe o6cnenosaHue (Thyroid Gland: Extended 1000
Survey)
45.16.002 LLlnToBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 700
45. KOMIMJIEKCHbIE MPOrPAMMbI OEC/IEAOBAHWI (Mpothunu) (Profiles) / 45.17. WHpeKumn, nepesasaemMble
nonosbIM NyTéM (Sexually transmitted infections (STI))
45.17.001 BWY, cugunuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 950
45.17.002 VccnepoBaHme KomniekcHoe «Ceke B 60/bLLIOM ropoje: 6 nHgekuwmin (aHanns 1800
kpoBu)» (Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)
45.17.003 WccneposaHme KomniekcHoe «Ceke B 60/1bLwIOM ropoge: 14 uHgekumii + masok 3200
Ha Mukpodnopy» (Comprehensive Study «Sex in City: 14 Infections + Smear on
Flora»)
45.17.004 VccnenosaHue KoMnnekcHoe «Ceke B 60/bLIOM ropoge: 12 nHgekuymnii + KBM 2950
(yporeHuTasibHbIN cocko6)» (Comprehensive Study «Sex in City: 12 Infections
(Urogenital Scraping)»)
45.17.005 VccnepoBaHme KomniekcHoe «Ceke B 60MbLLIOM ropoge: 8 MH(eKUuii + Ma3oK Ha 2400
mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on
Flora»)
45.17.006 BoisisneHve Bo3byamteneii MMM (4 + KBM): onpegenenne AHK Chlamydia 1700
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, AHK uenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA,
45.17.007 MuHMManbHOe 06¢neaoBaHme Ha Hgekumn (Testing for Infection: Minimum) 550
45.17.008 ExerofgHoe o6cnegosaHune Ha nHdekumm (Annual Survey for Infections) 900

45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWNN (Mpocunn) (Profiles) / 45.18. Mpo6nembi Beca (Weight

Problems)




Kog ycnyru |AHaSIMTUY. Koj HasBaHwe ycnyru LleHa
45.18.001 Mpobnembl Beca (NepBrUHOE 06CNEA0BaHME 3[10POBbS NALMEHTOB C 2100
HapyLlueHmsimmn Beca) (Weight Problems: Primary Survey)

45.18.002 Mepen aneToii: MHMManbHOe o6cnesosaHue (Survey Before Diet: Minimum ) 2000

45.18.003 Mepen aveToli: gononHWTeNbHoe o6cneaoBaHue (Survey Before Diet: Additional 4700

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBC/IEAOBAHWI (Mpochunn) (Profiles) / 45.19. 3a601eBaHNA BEPXHIX

AbixaTenbHblx nyTen (Upper respiratory tract infection (URI))

45.19.001 OP3, OPBW (HacMopK, KaLlienb, 60716 B ropne) (Acute Respiratory Infections, 3700
ARI: Runny Nose, Cough, Sore Throat)

45, KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpodunu) (Profiles) / 45.20. Anneprus (Allergy)

45.20.001 Anneprus Ha XXMBOTHbIX, Nblb, NeceHb (Allergy to Animals, Dust, Mold) 3800

45.20.002 Anneprua Ha nuwesble NpoaykTbl (Food Allergy) 4900

45.20.003 Anneprus Ha nneceHb (Mold Allergy) 1700

45.20.004 Anneprusa Ha pacteHus (Plant Allergy ) 2500

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBC/IEAOBAHWI (Mpochunu) (Profiles) / 45.21. FemaTonornyeckue

nccnegosanusa (Hematological studies)

45.21.001 |,£l,|/|ar|-|ocw|Ka aHemuia (Diagnosis of Anemia) 2100

50. J1labopaTopuss HNTK / 50.01.002.006.000 VccefoBaHnsa CUCTEMbI FeMocTasa

50.01.002 OnpegeneHne BpeMeHn CBEPTLIBAHUA M1a3Mbl KPOBU, aKTUBMPOBAHHOIO 154
KaonimHom 1 (nnun) kedanuHom (AMNTB)

50.01.004 ViccnenoBaHune ypoBHs (hMOPMHOreHa B KPOBY 160

50.01.011 OnpeaeneHne TPOMOMHOBOrO BPEMEHM B KPOBU 121

50.01.020 ViccnenoBaHne ypoBHs aHTMTpOMOMHa |11 B KpoBu 220

50.01.026 OnpeaeneHne pesucTeHTHOCTM hakTopa V K akTMBMPOBAHHOMY MpoTenHy C 550

50.01.028 ViccnefosaHune YpoBHA NiasmMyHOIeHa B KPoBu 253

50.01.035 VccnepoBaHme pUcToLEeTMH-KO(aKTOPHOM aKTMBHOCTY (hakTopa BunnebpaHga B 1650
KpOBU

50.01.037 ViccnefoBaHue arperaum TPOMOOLMTOB C agpeHaIMHOM 195

50.01.038 VccnenoBaHue arperamm Tpombouutos ¢ AL 190

50.01.040 VccnemoBaHue arperauym TPOMOOLMTOB € KO1areHOM 220

50.01.044 OnpeaeneHne MeXayHapoAHOr0 HOPMa/IM30BaHHOTO OTHOLLeHMst (MHO) - 132
BEHO3Has KPOBb

50.01.045 ViccnenosaHue ypoBHA npoTenHa C B KPOBK 528

50.01.047 J1abopaTopHbI KOHTPO/bL 3a Tepanueli NeKapcTBEHHbIMU MpenapaTamu 660
(onpegeneHune aHTU-Xa akTUBHOCTW)

50.01.050 OnpegeneHue O-anvepa 440

50.01.051 OnpegeneHne aHTUKOArynsHTOB BOMYaHOYHOIO Tuna (3KCNpPecc-TecT) 341

50.01.052 OnpefieneHne aHTMKOarynsHTOB BOMYaHOYHOMO TuNa (YTOUYHAIOLWWIA TECT) 830

50.01.055 VccnefoBaHue ypoBHS NPOAYKTOB napakoarynsumm B Kposu (POMK) 176

50.01.056 VccnenoBaHue arperawym TPOMOOLMTOB C PUCTOMULIVIHOM 605

50.01.059 OnpeaeneHne akTmBHOCTK hakTopa VIII B nnasve Kposu 1716

50.01.067 OnpeaeneHne akTMBUMPOBAHHOTO BPEMEHNW cBepTbiBaHUs kposu (ACT) 352

50. JTabopatopuss HNTIK /50.02.002.024.000 Mpoyee

50.02.018 MoneKynsipHO-reHeTUYeCcKne UccnefoBaHna MeTabonmama honmeBoin KUCNOoTb! 1001
MTHFR: 1298, MTHFR: 677, MTR, MTRR

50.02.019 AHanun3 KpoBM Ha TPOMBOMINYECKME MYTaLMM - paCLUMPEHHOE UCCNea0BaHME 1760
reHoB cuctemsl remoctasa (F2, F5, F7, F13, FGB, ITGA2, ITGB3, PAI-1)

/ 51. Mcuxonorus

51.00.001 Maroncuxonornyeckas AMarHocTuka 2000

51.00.002 CeMeliHOe KOHCY/bTPOBaHme 2000

51.00.003 VIHAMBUAYanbHOE 3aHATUE C NCUX0I0roM (AeTw) 900

51.00.004 VHAVBMAYyanbHOE 3aHATUE C NCUXOI0rOM (B3POC/bIe) 1500

51.00.005 TeCT Ha NPOYECCUOHAIbHYIO OPUEHTALMIO LLIKOSIbHMKA 1500

51.00.006 TecT Ha LUKO/IbHYH FOTOBHOCTb 1500




