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Kog ycnyru HassaHue ycnyru LleHa
/ 01. KuHesmnotepanus
01.00.001 [JnarHoctuka Ha cucteme " Jk3zapta’+ 1 3aHaTue ( 60 MUH) 1200
01.00.002 3aHATUA Ha cucTeme "Ok3apTa” (1 3aHaTMe 30 MUH) 500
01.00.003 3aHaTUa Ha cucTeme "Ok3apTa” (1 3aHATME 50 MVH ) 300
01.00.004 KuHesmnoTeinmpoBaHme( ¢ Telinom Ao 1 meTpa) 400
01.00.005 KunHesnoTeiinuposaHue( ¢ TEANom A0 2 METPOB) 600
01.00.006 KunHesnoTeiinupoBaHe (663 CTOMMOCTY Telina) 200
01.00.007 [JnarHocTuka Ha Jk3apTe (40 MUH) 500
/ 02. YnbTpasByKoBasi AnarHocTuka
02.00.018 Y3 apTepuii HUXKHUX KOHEYHOCTEW (2 KOHEYHOCTW) 1500
02.00.001 Y3 BeH HWMKHUX KOHEYHOCTEN ( 2KOHEYHOCTH ) 1500
02.00.002 Y3/ GPIOLLIHO NOIOCTM 1 MOYEK 1200
02.00.003 Y3 6ptoLLHOM NoNocTh (NeYeHb, XKENYHbIA Ny3bipb, NOMAXENYA0YHASA XKeNe3a, Cene3éHka) - 1000
02.00.004 Y3 BeH HUXKHEN KOHeYHOCTW( 1KOHEYHOCTb ) 1000
02.00.005 Y3 MONOYHBIX Xenes 1200
02.00.006 Y3 MArKMX TKaHei 500
02.00.007 Y3W numdiaTMueckux ys3nos 500
02.00.008 Y3 neyeHmn 1 XKeN4HOro nysbips 700
02.00.009 Y3 noyek 600
02.00.010 Y3/ noyek 1 MO4eBOro nys3bIpsi C OCTATOYHON MOYOA 950
02.00.011 Y3 cepaua (sxokapamorpadms) - 1500
02.00.012 Y31 cycTaBoB (0HOMMEHHBIX)- 1000
02.00.013 Y3 apTepuit HWXKHE KOHEYHOCTY (1 KOHEYHOCTb) 1000
02.00.014 Y3 cocyfioB Lieu 1000
02.00.015 Y3 CNOHHBIX Xenes 900
02.00.016 KoHTposibHoe Y3 B gnHamuke( B TedeHne 1 mecsua) 600
02.00.017 Y3 WMTOBUAHOM Xenesbl ¢ LK 1100
/ 03. PYHKLMOHa/IbHAsA AnarHocTuKa
03.00.001 CyTO4YHOe MOHUTOPUPOBaHME Af] 900
03.00.002 CyT04HOe MOHUTOpUpoBaHue DK 1500
03.00.003 3anuck IKI 6e3 paclunpodkm 200
03.00.004 3anuvck SKI ¢ paclungpoBKoii 500
/ 04. AnnapaTHoe /le4eHne
04.00.001 KomnnekcHoe nedeHne nosicHUYHOro otaena (annapat DRX 9000- Nel; maccax lef- 1800

Nel;MarHuTtoTepanus Ha annapate "Montoc 2M"- Nel) -
04.00.002 KomnnekcHoe neveHune LweiHoro otaena (annapat DRX 5000- Nel; maccax lea- 1600

Nel;MarHutoTtepanus Ha annapate "Tlontoc 2M"- Nel)-
/ 05. YcTaHoBeHWe 0TLOBCTBA (N0 ONpeaeneHunto cyaa)
05.00.001 Matb, pebeHOK 1 npeanonaraemblii otel, (16 ayToCOMHbIX MapKepoB) 18600
05.00.002 LlononHuTenbHbI Yenobek (pe6eHoK) 4000
/ 06. YcTaHOBNEHME O0TLIOBCTBa/MaTepuHCTBA (MHOPMAaLMOHHbIN TECT)
06.00.001 JononHuTeNbHbIA Yenosek (19 ayTOCOMHbIX MapKepOB) 4000
06.00.002 Matb/pebeHok (99,9 %) (19 ayTOCOMHbIX MapKepoB) 12000
06.00.003 Ortel/pebeHok/MaTh (99,9 %) (19 ayTOCOMHbIX MapkepoB)30 MUH 16000
06.00.004 Ortel/pebeHok (99,9 %) (19 ayTocoMHbIX MapkepoB) 30 MVH 12000
/ 07. YcTaHOBMeHWe 61M0N0rnyYecKoro poacTea
07.00.001 YCcTaHOBNEHMEe OTLOBCTBA C poauTensmu otua (babyLika/aeayLuka/BHyK v BHy4Yka) (99,9%) (16 19350

ayTOCOMHbIX MapkepoB) 30 MUH




Kog ycnyru Ha3saHwue ycnyru LleHa
07.00.002 YCTaHOB/EHME OTLOBCTBA C MaTepbto 0TUA (6abyLUKa/BHYK nm BHy4Ka) (50-99,9%) (go 28 27870
ayTOCOMHbIX MapKepoB)
07.00.003 TecT Ha POACTBO MO MYXXCKOI nHKM (6paT/6pat) (17 MapkepoB Y -XpOMOCOMbI) 15500
07.00.004 YcTaHOBNEHME OTLOBCTBA C OTLOM oTua ([eayLika/BHYK nnm BHyuKa) (50-99,9%) (40 28 ayTOCOMHbIX 27870
MapKepoB)
07.00.005 TeCT Ha POACTBO NO MYXXCKOW NHWK (feayLika/BHYK) (17 MapKepoB Y-XpOMOCOMbI) 14870
07.00.006 TecT Ha POACTBO NO MY>XCKOV NMHWW (8aas/nnemMsHHUK) (17 MapKepoB Y-XpOMOCOMbI) 14870
/ 08. OnpegeneHvne nHaMBuayansHoro AHK-npoguns
08.00.001 OnpegeneHne reHeTNYeCKoOro Npouss OAHONO YesloBeka 8000
08.00.002 Mownck myTauuii B reHe ATP7B (1 uen.) 36500
/ 09. BbigeneHvie HK v3 HecTaHZapTHOro 06pasLia 3a KaXKAoro YenoBeka
09.00.001 Bonocbl (4-5 WTYK € NyKOBULIER), 06pe3Kn HorTel (0T 5 LWIT), XKeBaTenbHas pesvHka (0T 2 W), 5000
cUrapeTHbIn uabTp (0T 2 LWIT), BLICOXLUIME NATHA KPOBW, YLLIHasA cepa
/10. I®K 1 mexaHoTepanusi
10.00.001 JleyebHas hu3KyibTypa Kypc 10 3aHATWIA 4000
10.00.002 JleyebHas hrsKynbTypa 1 3aHATUE 450
10.00.003 JleueHve Ha TpeHaxképe "ApTpomoT” 1 ceaHc 660
10.00.004 Kypc neyeHuns Ha TpeHaxkepax "ApTpomoT" 10 ceaHCOB rofeHOCTOMHBIN CyCTaB 6600
10.00.005 Kypc neyeHuns Ha TpeHaxepax "ApTpomMoT" 20 ceaHCOB ro/1eHOCTOMHbIV CyCTaB 11000
10.00.006 Kypc neveHmns Ha TpeHaxepax "ApTpomMoT"” 10 ceaHCOB KONEHHbIN 1 Ta306eAPEHHbIN CyCTaB 6600
10.00.007 Kypc neyeHmns Ha TpeHaxepax "ApTpomMoT" 20 ceaHCOB KOMEHHbIN 1 Ta306eAPEHHbIN CyCTaB 11000
10.00.008 Kypc neyeHmns Ha TpeHaxepax "ApTpomoT" 10 ceaHCOB /IOKTEBOV CyCcTaB 6600
10.00.009 Kypc neyeHmns Ha TpeHaxkepax "ApTpomoT" 20 ceaHCOB /TOKTEBOV CyCTaB 11000
10.00.010 Kypc 3aHaTuii Ha TpeHaxxepax "HUR" 10 ceaHCoB 2000
10.00.011 BoccTaHoBneHNe PYHKLMIA KOHEYHOCTER (PyKn,HOrM) Ha annapate SP 1000 200
10.00.012 3aHaTVe Ha TpeHaxepax "HUR" (60 muH ) 200
10.00.014 JNeuebHas r3KynbTypa rpynnoBble 3aHATUA 0 3 Yen (CeMeiHblii aboHeMeHT 8 3aHATUiA) -(60 MuH -1 1600
CeaHc)
10.00.015 JleyebHasa (puskynbTypa (A6oHemeHT "IMpynna 340poBbs 12 3aHATWIA" B Mecal)- (60 MyH -1 ceaHc) 4800
10.00.016 JleyebHas mskynbTypa (A6OHeMeHT "I'pynna 340poBbs 8 3aHATUIA" B MecsiLl)- (60 MUH -1 ceaHC) 3200
10.00.017 JeyebHast hm3KynbTypa rpynnoBble 3aHATWA 40 5 yen (aboHeMeH Ansi BO3PACTHON KaTeropum ot 55 900
NeT 8 3aHATUI B MecsLl) -
10.00.018 X-Trainer (30Mu1H) 300
10.00.019 X-Trainer (60Mu1H) 550
10.00.020 [narHoctuka Ha ctabunonnatopme (Aenaet Bpad) 400
10.00.021 3aHsATWSA Ha cTabunonnargopme 300
/ 11. Maccax
11.00.025 AHTULENNKNNUTHBIA Maccax - XXmBoT, 1,0 ea- 250
11.00.026 AHTULENNHONNUTHBIA Maccax - 6eapa, aroguupbl - 1000
11.00.027 O6LLUKMIn Maccax Y B3POC/bIX 2200
11.00.028 Maccax Ha annapate "VIBRAMATIC" BepxHue KoHe4HoCTU (06e) 450
11.00.029 Maccax Ha annapate "VIBRAMATIC" HmwxHMe KoHe4HOCTH (06€) 450
11.00.030 Maccax Ha annapate "VIBRAMATIC" BOPOTHMKOBOIA 30Hbl 250
11.00.031 Maccax Ha annapate "VIBRAMATIC" 06wmii (pyKu,HOT1,CNvHa) 800
11.00.032 Maccax geTckuii obwmin( 1 -3 net)- 500
11.00.033 Maccax geTckuii obwmii( 3 -7 net) 700
11.00.034 Maccax AeTcKuii 0bwmin( 7 -12 ner) 900
11.00.035 Maccax MegUUMHCKNA 1 egnHNLb 250
11.00.036 MaccaxX MeguUMHCKWiA 1,5 eanHnLbI 375
11.00.037 Maccak MeANLIMHCKWIA 2 eANHULb 500
11.00.038 Maccaxx MegULMHCKWIA 2,5 eANHULbI 625
11.00.039 Maccak MeANLIMHCKMIA 3 eANHULLb 750
11.00.040 Maccak MegULMHCKWA 3,5 eAMHULbI 875
11.00.041 Maccak MeANLIMHCKWIA 4 eANHULb 1000
11.00.042 Maccaxx MegULMHCKWA 4,5 eANHULbI 1125
11.00.043 Maccak MeaULIMHCKWIA 5 eanHunL, 1250




Kog ycnyru Ha3saHwue ycnyru LleHa
/ 12. MNpoueaypbl
12.00.032 KanenbHoe BHyTpuBEHHOE BBefeHMe npenapata ( LiepakcoH 500 mr) 430
12.00.033 KanenbHoe BHyTpuBEHHOE BBefeHMe npenapata ( LiepakcoH 1000 mr) 570
12.00.034 BHyTpucyctaBHoe BeeaeHne Angnytona (1,0 mnm) 1200
12.00.035 BHyTpucycTaBHoe BBegeHue Andgnytona (2,0 mn) 1400
12.00.036 dapmakonyHKTypa ¢ romeonatveit (gunekyc-2,2ma+TpaymMens-2,2ma+Y BUXUHOH-2,2M11) 1500
12.00.037 dapmakonyHKTypa ¢ romeonatvieit (Lenb-2,Mn2+Tpaymenb-2,2M+Y 6BUXUHOH-2,2M1) 1500
12.00.001 JleyebHO MeaMKameHTO3Has 6/10Kaaa, NapaBepTebpasibHasA, NapacakpaibHasa 6e3 ctonmoctm J1C (10 600
MWH)
12.00.002 Jleye6HO MeMKaMeHTO3Hast 610Kaaa, NapaBepTebpanbHas, napacakpanbHas ¢ gunpocnaHom (10 MuH) 970
12.00.003 BHyTpucycTaBHOe BBeAeHMe npenapaToB 6e3 ctommoctu JIC (10 MuH) 950
12.00.004 BHyTpucycTaBHasa 6nokaga ¢ gunpocnaHom (10 MuH) 1300
12.00.005 dapmakonyHkTypa ¢ Angnytonom (1mn) -(10 MuH) 770
12.00.006 dapmakonyHkTypa ¢ Andnytonom(2mn) -(10 MuH) 970
12.00.007 dapmakonyHkTypa 6e3 ctoumoctu J1IC -(10 MuH) 700
12.00.008 3abop Kposw Ans aHan30B (10 M1H) 150
12.00.009 VIHbekumsa BHyTpuBeHHas (10 MUH) 220
12.00.010 VIHbeKLMA BHYTPUMBILLEYHas (10 MUH) 165
12.00.011 VIHbekumsa BHyTpuMbILeyHas (JoHa 400 Mr)-(10 MuH) 415
12.00.012 VIHbeKuma BHyTpuMblLeyHas (Munsramma 2,0 mi)- (10 MyH) 230
12.00.013 KanenbHoe BHYTpMBEHHOE BBEfIeHWE Npenapata 663 CTOMMOCTY MefnKaMeHTa (40 MUH) 350
12.00.014 KanenbHoe BHYTpMBEHHOE BBefieHWe mekcuaona(2m) -(40 mviH) 420
12.00.015 KanensHoe BHYTpMBEHHOE BBeAeHWe npenaparta ( Mepdanrad 100mn)-( 40 MUH) 480
12.00.016 KanensHoe BHYTpMBEHHOE BBefieHWe npenapata ( PeambepuH 200m)-(40 MyH) 590
12.00.017 KanensHoe BHYTpMBEHHOE BBefieHWe npenapata ( PeambepuH 400mn) (60 MUH) 630
12.00.018 VIHbeKUMA BHYTpUMbILLeYHas ¢ Andiytonom 2,0 ma (10 MUH) 677
12.00.019 VIHbEKUMA BHYTPUMBILLEYHAA C AnnpocnaHom (10 MUH) 380
12.00.020 VIHbeKUmMA BHyTpUMbILLeyHas (JoHa 2,0 Mn)-(10 MuH) 415
12.00.021 VHbekumsa BHyTpuMbILweyHas (Mekeugon 2,0 mMn)-(10 MuH) 220
12.00.022 VHbekuua BHyTpUMbILLeYHas (Mugokanm 1,0 mn)-(10 MuH) 309
12.00.023 VHbeKuma BHyTpUMbILLeYHas (MungpoHart 5,0 mM)-(10 MuH) 215
12.00.024 VHbekums BHyTpuMbILLedHas(ApTposuneH 2.0 mi)-(10 MuH) 200
12.00.025 KanenbHoe BHyTpuBEHHOE BBefeHWe npenapata ( Truoramma 50 mn) -(40 MyH) 570
12.00.026 KanenbHOe BHyTpuBEHHOe BBefeHMe npenaparta ( Llepe6ponmsnH 10,0 mMn)-(40mMuH) 700
12.00.027 KanenbHoe BHyTpuBEHHOE BBefeHMe npenapata (LintodnasuH 10mn)-(40 MuH) 500
12.00.028 VHbekums BHyTpuMbILeyHas (Mosanuc 1,5 mi)-(10 muH) 405
12.00.029 VHbekuusa BHyTpuMbILLeYHas (Kcedokam 8 Mr)-(10 MuH) 315
12.00.030 VIHbekuma BHyTpuMbILLeyHas (KetonpodeH 2,0 mn)-(10 MuH) 190
12.00.031 KanenbHoe BHyTpuBEHHOe BBefieHWe npenapara ( 'entpan 400 mr) 695
/ 13. PEHTreHoN0rn4ecKoe nccnesoBaHme
13.00.001 OpraHunsaums peHTreHorpaun rofieHm 535
13.00.002 OpraHusaLms peHTreHorpaum roneHMoCcToNHOro cycrasa B 3-X NPOeKLUUsAX 670
13.00.003 OpraHusauma peHTreHorpaguu MOMM B 2-X NpoeKLmax 575
13.00.004 OpraHmn3sauus peHTreHorpagum rpyiHoi KNeTkn B 2 MPOeKLMsAX 600
13.00.005 OpraHun3aumns peHTreHorpagumn KUCTV B 2 NPOEKLMAX 515
13.00.006 OpraHusaLma peHTreHorpagum Knoumupl 365
13.00.007 OpraHun3aums PeHTreHorpagum KoNeHHbIX CyCTaBoB B 2 NPOEKLMAX 515
13.00.008 OpraHu3auus peHTreHorpagmn KocTeli npeanieybs 535
13.00.009 OpraHusauus peHTreHorpadum KocTein ctonb! (N10CKOCTONVE) B 2-X MPOeKUmsax 1 ctona 535
13.00.010 OpraHu3auus peHTreHorpagn KocTeli CTOMbl B 2-X MPOEKLMAX 515
13.00.011 OpraHu3saumns peHTreHorpagumn KocTei Tasa 0630pHbIA CHUMOK 385
13.00.012 OpraHunsaums peHTreHorpagum KpecL,oBo-KoONYMKOBOro oTaena 530
13.00.013 OpraHmn3saLmna peHTreHorpagum 0KTEBOro CycTaBa B 2 MPOEKLUAX 515
13.00.014 OpraHunzaums peHTreHorpaguy 1y4e3ansicCTHOro CycraBa B 2 MPOeKLmsX 515
13.00.015 OpraHuzaums peHTreHorpagum Nae4eBoro cycrasa B 2-X NPOEKLMsX 535




Kog ycnyru Ha3saHwue ycnyru LleHa
13.00.016 OpraHunsaums peHTreHorpagum nNaeveBo KOCTY B 2 MPOEKLMSX 555
13.00.017 OpraHuzauus peHTreHorpagum MOM B 2-X NPOeKUmax 600
13.00.018 OpraHuzaums peHTreHorpacun peéep (MprLensHO) 385
13.00.019 OpraHuzauus peHTreHorpagum C1, C2 460
13.00.020 OpraHmnsauusa peHTreHorpagumn Ta3o6epeHHbIX CyCTaBoB 535
13.00.021 OpraHmnsauus peHTreHorpajumn TasoBbIX KOCTEN 385
13.00.022 OpraHunsauus peHTreHorpadun Weliku 6eapa B 2 NpoeKumsax 535
13.00.023 OpraHusaums peHtreHorpagum LLIOM B 2-x npoekumax 575
13.00.024 OpraHmsauus peHTreHorpagum LLIOI B 2-x npoeKumax + GyHKLMOHaIbHbIE MPO6bI 940
/ 14. PethnekcoTepanus

14.00.001 MepBuUYHbIN NpMEM pedinekcoTepaneBTa + UrnopedgiekcoTepanms 1000
14.00.002 LLIy-MO- tepanus 700
14.00.003 Cy [KOK-Tepanus 500
14.00.004 KopnopanbHas VIPT 500
14.00.005 DNEKTPONYHKTypa 500
14.00.006 MepBnyHbIi Npuem pedinekcoTepanesTa (30 MUH) 700
/ 15. dursnoTepaneBTUHECKNE YCNYrn

15.00.053 MarHuTodopes ¢ OHrMAa30i Ha annapate AmMo-AToc (20MuH) 780
15.00.045 MarHuToTtepanusa Ha annapare Amo-AToc 300
15.00.046 TpaHCKpaHWanbHaa MarHAToTepanus Ha annapare AMo-AToc 400
15.00.047 TpaHCKpaHnanbHaa MarHuToTepanus Ha annapare AMO-ATOC+3/1eKTPOCTUMYNALNS 500
15.00.048 MpeccoTepanus (NoNYKOMOUHE3OH) (15 MUH) 350
15.00.049 MpeccoTepanus (NoNYKOMOUHE30H) (20 MUH) 400
15.00.050 MpeccoTepanusa (NonyKomouHesoH) (30 MUH) 450
15.00.051 MpeccoTepanus 1 KOHEYHOCTb (15 MUH) 300
15.00.052 MpeccoTepanus 1 KoHeYHOCTb (30 MUH) 350
15.00.001 Amnaunynbc-Tepanua (CMT) Ha annapaTte"AMnannynbe” 1 KaTeropum CAoXHOCTA 300
15.00.002 Amnnaunynbc-Tepanua (CMT) Ha annapaTte"AMNanMnynbe” 2 KaTeropum CAoXHOCTA 350
15.00.003 "anbBaHM3auma Ha annapare "lMoTok-1" 350
15.00.004 "anbBaHM3aUMa Ha annapate "ToHyc-1M" 350
15.00.005 JunagnHamoTtepanus Ha annapate "ToHyc-1M 330
15.00.006 ViHTepdepeHLTepanus Ha annapare "ApTpocTM (OKyc noc” 500
15.00.007 KBY-Tepanusa Ha annapate "Matpukc" 1 KaTeropum CioXKHOCTH 450
15.00.008 KBY-tepanusa Ha annapare "Martpukc'2 KaTeropuu CrioxXHOCTH 500
15.00.009 JlasepoTtepanus 1 KaTeropyuv CI0XKHOCTU Ha annapare "Marpukc" 370
15.00.010 JlasepoTtepanus 2 KaTeropus Cf0XKHOCTU Ha annapare "Marpukc" 400
15.00.011 JlaszepoTtepanus 3 KaTeropyuv CI0XKHOCTU Ha annapare "Marpukc" 550
15.00.012 JlumdogpeHax Ha annapate "ApTpPocTUM (OKyC narc” 400
15.00.013 MarHuToTepanua Ha annapare "MarHurtep" 165
15.00.014 Marnutotepanua Ha annapare "lNontoc™” 1 KaTeropum C0XKHOCTH 300
15.00.015 Marnutotepanua Ha annapare "lNontoc" 2 KaTeropum C0XKHOCTH 350
15.00.016 MarHuToTepanua Ha annapare "ontoc' NoaocTHas 330
15.00.017 MWKpPOBO/IHOBaA Tepanus Ha annapate "CofiHbIWKo™ AMB 220
15.00.018 MuKpoBO/IHOBaA Tepanus Ha annapate "CofiHbIWKo™ AMB nosoctHas 330
15.00.019 YnbTpasBykKosas Tepanus Ha annapate Y3T-1,01dc kapunanHom 550
15.00.020 doHodopes Ha annapate Y3T-1,01P 1 kaTeropum CNOXHOCTY 400
15.00.021 doHodopes Ha annapate Y3T-1,01®P 2 kaTeropum CNOXHOCTY 450
15.00.022 DNeKTPOCTUMYALMA Ha annapare "AMNInnyasc" 330
15.00.023 DNeKTPOCTUMYNALMS Ha annapate "ApTPocTUM (oKyc natoc” 400
15.00.024 AnekTpohopes 6e3 ncnonb3osaHns PS1C Ha annapate "MoTok-1" 350
15.00.025 AnekTpothopes ranbBaHNYECKMMI TOKamy Ha annapate "ToHyc-1M" 220
15.00.026 AnekTpodhopes AnaaMHaMMYecKnMM TokaMmn Ha annapate "ToHyc-1M" ¢ kapyunavHom 400
15.00.027 AnekTpohopes Ha annapate "MoToK-1" ¢ MCNob30BaHMEM rpsi3eBbIX candeTok "ConeHoe 03epo” 440
15.00.028 AnekTpodopes Ha annapare "lMoTok-1" ¢ NCNOMb30BaHWMEM NONMMUHEPaSTbHbIX CaneToK 440
15.00.029 JapcoHBanunsaums Ha annapare "lickpa" 250
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15.00.030 AnekTpohopes Ha annapate "MoTok-1" ¢ KapunanHom 468
15.00.031 JlazepoTepanusa 1 KaTeropum COXHOCTN Ha annapare "Pukra" 370
15.00.032 JlazepoTepanus 2 KaTeropusi C/IOXKHOCTK Ha annapare "Pukra" 400
15.00.033 JlazepoTtepanusa 3 KaTeropum COXXHOCTN Ha annapare "Pukra" 550
15.00.034 YnbTpa3ByKoBas Tepanus Ha annapate ¥3T-1,01® ¢ ApTposuneHom(rens ) 230
15.00.035 Y nbTpa3syKoBasa Tepanusa Ha annaparte Y3T-1,01® ¢ masbio XoHApakcug, 270
15.00.036 Amnaunynsc-Tepanua (CMT) Ha annapate"Amnannynsc” ¢ ApTpo3uneHoM-(aspo30osb ) 3380
15.00.037 Y nbTpa3ByKoBas Tepanus Ha annapare ¥3T-1,01d ¢ KoHTpatybukcom-(resns ) 330
15.00.038 Y nbTpasBykoBas Tepanus Ha annaparte ¥3T-1,01d c¢ JloHrugasoii (1¢n- 3000ME) 730
15.00.039 AnekTpodopes Ha annapate "lMotok-1" ¢ JlIoHrngasoit (1pn-3000ME) 780
15.00.040 JazepoTepanus Ha annapate "PukTa"c JTonrmngasoi( 1¢pn-3000ME) 870
15.00.041 Y nbTpa3Bykosas Tepanus Ha annapate Y3T-1,01® ¢ masbio Tpaymesns 260
15.00.042 Y nbTpa3ByKoBas Tepanuvs Ha annapate Y3T-1,01® c¢ renem Aun Punund 205
15.00.043 Y nbTpa3Bykosas Tepanus Ha annapate Y3T-1,01® crenem Ketopon 205
15.00.044 Y nbTpa3ByKoBas Tepanus Ha annaparte Y3T-1,01® ¢ masbio HadTagepm 300
16. KoHcynbTaumm / 16.01. HeBponormnyecknin npmem

16.01.001 MepBWYHbI NPYEM HEBPO/OTa BbICLLIEV KaTeropum 1300
16.01.002 IMOBTOPHbIN NPYEM HEBPOJIOTa BbICLLEA KaTeropym B TeHeHWe MecsiLia 800
16.01.003 MepBUYHbI NPUEM HeBpoora 1000
16.01.004 MOBTOPHLIA NpUEM HEBPO/IOra B TEYEHME MecsLA 650
16.01.005 KoHCynbTaTVBHbIN NpreM HEBPO/OTa, Bblfadva CnpaBoK 500
16. KoHcynbTaumm / 16.02. TpaBMaTo/10rMHeCKUin Nprém

16.02.001 MepBMYHbLIV NpYemM TPaBMaTo/10ra BbiCLLEN KaTeropum 1300
16.02.002 MepBMYHbLIV NpYeM TPaBMaTo/10ra BbiCLLEN KaTeropum 2000
16.02.003 IMOBTOPHSIN NpMeM TpaBMaToNora B TeYEHUe Mecsilia 800
16. KoHcynbTaumm / 16.03. KapAnomornyeckKnin npuém

16.03.001 MepBWYHbI NPVUEM Kapamonora 1300
16.03.002 MOBTOPHBIA NpMEM Kapanonora B TEUEHVEe Mecsua 800
16. KoHcynbTaumm / 16.04. PeBMaTo/10rM4ecKnin npuém

16.04.001 MepBrnYHbIN NpMEM peBMaTonora 1300
16.04.002 IMOBTOPHLIN NpUem peBMAaToiora B TEYEHWE MecsLa 800
16. KoHcynbTaumm / 16.05. TepaneBTUYECKUI NPUEM

16.05.001 MepBUYHbIN NPWEM TepaneBTa BbICLUEN KaTeropum 1300
16.05.002 IMOBTOPHBIA NpYeM TepaneBTa BbICLLEW KaTeropun B TEYEHWE MecsaLa 900
16. KoHcynbTaumm / 16.06. FacTpo3HTEPOIOrMYECKINA MPUEM

16.06.001 MepBUYHBI NPUEM FracTPO3HTEPO/IOTA 1300
16.06.002 IMOBTOPHLIA NPUEM racTPO3HTEpPOIOra 800
16. KoHcynbTaumm / 16.07. FeMaTonornyeckuii npuem

16.07.001 MepBUYHBI/ NPYEM remMatosiora 1300
16.07.002 IMOBTOPHBLIA NpUéM remartonora B TeYeHWe Mecsla 800
16. KoHcynbTaumm / 16.08. JleyebHasi (hM3KynbTypa U CNOPTUBHAA MeanLMHaA

16.08.001 MepBnyHbIi Nprém Bpada JIPK + 3aHsaTue 1100
16.08.002 MoBTOPHbIN NprémM Bpaya JIPK 500
16.08.003 3aHaTua JIOK ¢ Bpayom 600
16.08.004 3aHATnA JIOK ¢ MHCTPYKTOPOM 450
16. KoHcynbTaumm / 16.09. KoHcynbTalmm cneunanvucTos

16.09.001 MepBUYHAA KOHCY/bTaLMA Bpayva creynanmncra 1300
16.09.002 IoBTOpHaa KOHCY/IbTaLMs Bpaya creLpanmncra 650
16.09.003 KoHcynbTaums ncmxonora 600
16.09.004 KoHcynbTaumsa ncmxonora 1200
16.09.005 MepBMYHas KOHCYNbTaLWs Bpayva pranoTepanesTa 500
16.09.006 MOBTOPHBIA NpMeM Bpaya (pr3noTepanesTa 300
16.09.007 KOHCyNbTaTVBHBI NpreMm, Bbigada crnpasok (40 MyH) 800
16. KoHcynbTaumm / 16.03. Kapavonornyeckuii nprém

16.03.003 KOHCYNbTaTVBHBI NPYeM KapAMosiora, Bblgada cnpaBok 500 |




Kog ycnyru HasBaHue ycnyru LieHa
16. KoHcynbTaumm / 16.04. PeBMaTonornyeckmii npném
16.04.003 |K0HcyanaTV|BHbu7| npvieM peemarosiora, Bblfaya CrnpasoK | 500 |
16. KoHcynbTaumu / 16.05. TepaneBTUYECKWI NPUEM |
16.05.003 |K0HcyanaTV|BHbu7| npuem TepanesTa, BblAaya cnpaBoK | 500 |
16. KoHcynbTaumm / 16.06. [acTposHTEPO/IOrMYECKU MPUEM |
16.06.003 |KOH0y}'leaTVIBHbII7I Mpvem racTpo3HTeposora, Bbigadya CrnpaBoK | 500 |
16. KoHcynbTaumm / 16.08. JleyebHas (hM3KyNbTypa U CNOPTUBHAA MeanLmHa
16.08.005 |I‘IepB|/|L|Hbu7| npuém spada JIPK | 800 |
/ 17. Heliponcuxonorus
17.00.001 MepBUYHBI NPUEM Heliponcuxonora 1300
17.00.002 MOBTOpPHbIN NPUEM Heliponcuxonora 800
17.00.003 Heliponcuxonormyeckas auarHocTmka (2 Yaca) 2400
17.00.004 3aHATVA N0 HEMPONCUXON0TNYECKON KoppeKLn (30MVH) 900
17.00.005 3aHATNA N0 HelPONCKX00rMYeCKol Koppekuuy (60M1H) 1100
17.00.006 MaToncuxonornyeckas AuarHocTmka (2 Jaca) 2400
21. OBLLEKNTMHNYECKUME NCCNEAOBAHNA KPOBW (General Clinical Blood Tests) / 21.01. O6LeKNNHWUYECKNE
uccnegosaHuns kposu (General Clinical Blood Tests)
21.01.001 KnnHuueckuin aHanmn3 KpoBu: 06Lwuin aHanus, neiikotopmyna, CO3 (C MMKPOCKONMeER Maska KpoBy 250
npv Hanuuum natonorudecknx casuros) (Clinical Blood Analysis: General Blood Analysis, Leucocyte
Formula, ESR (with Microscopic Examination of Blood Smear if Presence of
21.01.002 KnmHuuecknin aHann3 Kposu: 06Lwumin aHanus, neiikotopmyna, CO3 (c 0653aTeNbHOM «pyyHO» 300
mmkpockonuei maska kposu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))
21.01.003 O6wwmin aHann3 kposu (OAK) (6e3 neikouuTapHoin dhopmynbl 1 CO3) (General Blood Analysis, 70
without White Blood Cell (WBC) Count and ESR)
21.01.004 NelikoyutapHas hopmyna (auddepeHUMpoBaHHbIA NOACYET NENKOLMTOB, NEAKOUMTOrpaMma) ¢ 70
MMKPOCKONWe Ma3ka KpoBv Mpy Halmumm natonormyeckux casuros (Leucocyte Formula (Differential
White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence o
21.01.005 NeiikoumTapHas opmyna (AudhepeHLMpPOBaHHbIA NOACYET NEAKOLMUTOB, NeKoLMTOrpamMmma) ¢ 150
06513aTe/NbHON «pPy4HON» MUKPOCKoMMein Maska Kposu (Leucocyte Formula (Differential White Blood
Cell Count) with Manual Microscopic Examination of Blood Smear)*
21.01.006 Petukynouutsl (Reticulocytes) 170
21.01.007 CO3 (ckopocTb ocepiaHus aputpoumToB) (Erythrocyte Sedimentation Rate, ESR) 100
22. IMMYHOTIEMATONOI A (Immunohematology) / 22.01. MmmyHorematonorusa (Immunohematology)
22.01.001 "pynna kposwu (Blood Group, ABO) 170
22.01.002 Pesyc-npuHagnexHocTsb (pesyc-gakrop) (Rh-factor, Rh) 170
22.01.003 Rh (C, E, ¢, e) Kell-heHoTnmposaHue (Rh C (E, ¢, e) Kell-Phenotyping) 450
22.01.004 AJINOVIMMYHHbIE aHTWUTeNa, BK0Yas aHTutena K Rh-aHtureny (Anti Rh) 400
23. OLLEHKA CBEPTbIBAIOLLEN CUCTEMbI (Assessment of Coagulation System) / 23.01. OLeHKa cBepTbiBatoLLeli
cucTembl KpoBu (Assessment of Coagulation System)
23.01.001 AKTVUBUPOBaHHOE YaCTUYHOE (NapLmasibHOe) TpoM6oMnIacTMHOBOE Bpems (AUTB (AMMTB), 110
KethaimH-KaonnHosoe Bpems) (Activated Partial Thromboplastin Time, APTT)
23.01.002 MpoTpoM6uH (NpoTpombuHoBoe Bpems, MNB), MHO (MexayHapoiHoe HopMasM30BaHHOe 150
oTHoLeHue) (Prothrombin, Prothrombin Time, PT, International Normalized Ratio, INR)
23.01.003 ®unbpuHoreH (Fibrinogen, FG) 120
23.01.004 AHTUTpOMOUH 111, % akTeHocTw (AT I11, Antithrombin 111, % Activity) 250
23.01.005 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 100
23.01.006 D-pumep (D-Dimer) 520
23.01.007 BonyaHouHbIl aHTMKoarynsHT (BA) (Lupus Anticoagulant, LA) 500
23.01.008 MpotenH C, % akTneHocTK (Protein C, % Activity) 1300
23.01.009 MpotenH S cBobogHbIN (Protein S, Free) 1300
23.01.010 MnasmuHoreH (Plasminogen) 300
23.01.011 VHayumpoBaHHas arperaums Tpomooumtos (Induced Platelet Aggregation) 100
23.01.012 MpoTpom6rHOBLI nHaekce (MTW) (Prothrombin Index, PTI) 100
23.01.013 KomnniekcHoe uccnefoBaHne cMcTeMbl reMocTasa ¢ nHtepnpetaymein (MTA, MHO, MB, Tpom6uHoBOE 2500
Bpems, pubpuHoreH, D-gumep, AUTB, aHTUTpoMOUMH 111, npoTpom6uH no Keuky, nnasmuHoreH, BA
(noaTeepxkaaoLLMin), nabopaTopHoe onucaHve Bpaya) (Hemostatic System: PTI, INR, PT,
23.01.014 "emocTasuorpamma (6e3 onucaxus) (Coagulation (without Description)) 2000

24. BUOXUMWYECKWME NCCNEALOBAHUNA KPOBW (Blood Chemistry Tests) / 24.01. Yrneogbl (Carbohydrates)




Kog ycnyru Ha3saHwue ycnyru LleHa
24.01.001 I"ntoko3a (Glucose) 70
24.01.002 dpykTozamuH (Fructosamine) 200
24.01.003 I"nukmnpoBaHHbIli remornobud HbA1C (HbA1C, Glycated Hemoglobin, GHB) 350
24.01.004 NakTaT (Lactate) 350
24.01.005 ["NtOKO30-TO/EPaHTHbIN TECT C OMNPeAeNeHNEM [/IHOKO3bl B BEHO3HON KPOBM HATOLLaK ¥ Noc/e 200
Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration (Fasting
and 2 Hours after Load), Venous Blood)
24.01.006 I"NtOKO30-TOMEPaHTHbIN TECT C OMNpeaeneHMeM rMOKo3bl U C-nenTua B BEHO3HOW KPOBW HATOLLLAK W 700
nocne Harpy3ku Yepes 2 vaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein
Concentration (Fasting and 2 Hours after L oad), Venous Blood)
24. BUOXNMWNYECKUME NCCNELOBAHUNA KPOBW (Blood Chemistry Tests) / 24.02. lunngbl, AMNONPOTENHbI,
anonunonpotenHsbl (Lipids)
24.02.001 Tpurnuuepuabl (TT) (Triglycerides) 70
24.02.002 XonectepuH o6wuin (XonectepuH) (Cholesterol Total) 70
24.02.003 XonectepuH JIMNBIM (XonecTepyH NMMNONPOTENHOB BbICOKOI MAOTHOCTK, JIMBIM, ?-X0necTepuH) 110
(High-Density Lipoprotein Cholesterol, HDL Cholesterol)
24.02.004 XonectepyH JINTHM (XonecTepyH NMNONPOTENHOB HU3KOM NnoTHOCTH, JITTHI, ?-XonecTepuH) 110
(Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*
24.02.005 XonectepuH JTNOHTI (XonectepnH AMNONPOTEMHOB OYeHb HW3KOM naoTHocTw, JIMOHM) (Very 300
Low-Density Lipoprotein Cholesterol, VLDL Cholesterol)
24.02.006 JnnonpoteuH (a), JIM (a) (Lipoprotein (a), Lp (a)) 450
24.02.007 AnonunonpotenH Al (AnonpoTenH Al, ano Al) (Apolipoprotein Al, Apo Al) 350
24.02.008 AnonunonpotenH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B) 350
24.02.009 XKenuHble kncnotol (Bile Acids) 2100
24.02.010 WHgekc ateporenHoctmn (MA) (xonectepuH obwumia n JINBIT) (Cholesterol/HDL Ratio)* 0

24. BUOXMMNYECKUE NCCNEJOBAHUA KPOBW (Blood Chemistry Tests) / 24.03. Beniku n aMMHOKUCNOTBI (Proteins
and Amino Acids)

24.03.001 AnbbymuH (Albumin) 70
24.03.002 O6wwii 6enok (Protein Total) 70
24.03.003 benkosble ppakumm (Serum Protein Electrophoresis, SPE, SPEP)* 200
24.03.004 M-rpagneHT, CKPUHUHT. NeKTPOGope3 CbIBOPOTKM KPOBU, UMMYHO(UKCALMA C MNOMMBANEHTHOM 2000
aHTUCbLIBOPOTKOM, KONMYECTBEHHas oLeHka M-6enika (6e3 TunuposaHus) (M-Gradient, Screening.
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quan
24.03.005 M-rpagueHT, TUNMpoBaHue. 3MeKTPOgopes CbIBOPOTKM KPOBU, UMMYHO(UKCALNS C NaHEbIo 3200
aHTMCLIBOPOTOK (pasaenbHo K 1gG, 1gA, IgM, kanna, naM6aa), KonmyecTBeHHas oLeHKa M-6enka
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera
24.03.006 AnekTpohopes 6e1KOB MOUK, onpedeneHre Tuna npotemHypum (Urine Protein Electrophoresis) 1700
24.03.007 Benok beHc-[)KoHca B MOYe, CKPUHUHT C MPUMEHEHVEM UMMYHOMUKCaLMN N KOTMYECTBEHHOE 2000
onpeseneHue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
24.03.008 Benok beHc-koHca B MoYe: MMMYHO(MKCaLWs, KONMYeCTBEHHOE onpefeneHune, TUNMpPOoBaHKe Kanna, 2800
nambaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
Quantification )
24.03.009 I"omoumcTemH (Homocysteine) 650
24. BUOXNMWNYECKUME NCCNELOBAHNA KPOBW (Blood Chemistry Tests) / 24.04. OueHKa hyHKLMN MoYeK
(Assessment of renal function)
24.04.001 KpeatuHuH (Creatinine) 70
24.04.002 Kny6oukoBas gunbTpayms, pacyet no gopmyne CKD-EPI — kpeatnHuH (Estimated Glomerular 200
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)
24.04.003 LinctatuH C (Cystatin C) 700
24.04.004 Kny6oukoBas unbTpauus, pacuet no gopmyne CKD-EPI — unuctatuH C (Estimated Glomerular 750
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)
24.04.005 MoueBunHa (Urea) 70
24.04.006 MoueBas kuncnota (Uric Acid) 70
24. BUOXUMWYECKWME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.05. MurmeHTbI (Pigments)
24.05.001 Bunnpy6uH obwuii (Bilirubin Total) 70
24.05.002 Bunnpy6uH npsmoit (Bunmpy6uH KOHBIOIMPOBaHHbINA, cBA3aHHbIR) (Direct Bilirubin, DBIL, 70
Conjugated Bilirubin)
24.05.003 Bunupy6uH Henpsimoin (Bunupy6mnH HEKOHBIOTMPOBaHHbIN, HecBa3aHHbIN) (Indirect Bilirubin, 1B, Free 0

Blood Bilirubin)*

24. BAOXVIMWNYECKUE CCNEAOBAHWSA KPOBW (Blood Chemistry Tests) / 24.06. depmeHTbI (Enzymes)




Kog ycnyru Ha3saHwue ycnyru LleHa

24.06.001 AnaHuHammnHoTpaHcdepasa (ANAT, AT, rAyTamyHO-NMPOBUHOTPaAHas TpaHcaMmnHasa, FMT) 70
(Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

24.06.002 AcnapTaTammHoTpaHcepasa (ACAT, ACT, rnyTaMMHO-LLaBeIeBOYKCYCHas TpaHcamunHasa, MLLT) 70
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, SGOT )

24.06.003 Aunbha-amunasa (?-amunasa, juactasa) (Alpha-Amilase, ?-Amylase) 30

24.06.004 Aubha-amunaza naHkpeaTnyeckas (P-nsodepmeHT ammnasbl) (Pancreatic ?-Amylase) 200

24.06.005 Mamma-rnytamunTpaHcnentugasa (FCT, rnytammntpaHenenTuaasa) (Gamma-Glutamyl Transferase, 70
GGT)

24.06.006 KpeatuHkmHasa (KpeatuHocgokmHasa, KK, KOK) (Creatine Kinase, CK, Creatine Phosphokinase, 200
CPK)

24.06.007 KpeatuHknHasza-MB (KpeatuHgoctokmHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 250
Creatine Phosphokinase-MB, CPK-MB.)

24.06.008 Nvnasa (Tpraumnranueponaumnrnaponasa) (Lipase) 220

24.06.009 NaktatperngporeHasa (JIAI, L-naktat, HAL+Okcuaopeaykrasa) (Lactate Dehydrogenase, LDH) 120

24.06.010 NnAr-1 (NaktataernaporeHasa-1, 1-i nsotepmenT JIAI, anbha-rugpokcuoyTmpaTaernaporeHasa) 200
(Lactate Dehydrogenase, Isoforms 1, Lactic Acid Dehydrogenase, LDH1, Alpha-Hydroxybutyrate
Dehydrogenase, Alpha-HBDH)

24.06.011 XonuHacTepasa (S-MceBaoxonnMHacTepasa, XonnHacTepasa I, S-X3, aumnxonmHrngponasa) 200
(Cholinesterase, Pseudocholinesterase, PCHE)

24.06.012 docparasa kucnas (KP) (Acid Phosphatase, ACP) 180

24.06.013 docdarasa WwenoyHas (LLLP) (Alkaline Phosphatase, ALP) 70

24. BUOXNMWNYECKUME NCCNELAOBAHNA KPOBW (Blood Chemistry Tests) / 24.07. OLeHKa COCTOSIHUSE UHKPETOPHOA

Y CEKPETOPHOM

th-umin XKKT (Assessment of endocrine and secretory functions of gastrointestinal tract (Gl Tract

)

24.07.001 acTpuH (Gastrin) 600

24.07.002 MencuHoreH | (Pepsinogen 1) 400

24.07.003 MencuHoreH Il (Pepsinogen I1) 400

24.07.004 MencuHoreHsbl | 1 11 ¢ pacyeTom cooTHoweHus (MencuHoreH I/MencuHoreH 1) (Pepsinogen 700
1/Pepsinogen Il, PG1/PG2)

24.07.005 acTponaHens (GastroPanel) 3500

24.07.006 CTumynsaumoHHas npoba — MacTpuH-17 (cTumynmpoBaHHbIin) (GastroPanel, Helicobacter pylori 1gG, 1350
Gastrin-17, G-17)*

24. BUOXVMMNYECKWE NCCNELOBAHUA KPOBW (Blood Chemistry Tests) / 24.08. Mapkepbl MeTab0113mMa KOCTHO

TKaHu (Bone Metabolism)

24.08.001 OcteokanbLyH (KocTHbili Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 700

24.08.002 25-OH ButamuH D o6wwmii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 1700

24.08.003 AKTUBHbIV BUTamMuH B12 (FonoTtpaHckobanamuH, Active-B12, Holotranscobalamin) 700

24.08.004 C-KOHLIeBble TenonenTuAabl konnareHa | Tuna (6eta-CrossLaps, C-TepMuHanbHbIn Tenonentug, CT) 850
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1

24.08.005 N-TepMMHa/bHbIA NponenTug npokonnareHa 1 obwwii (Procollagen Type 1 N-terminal Propeptide, 1000
PINP, Total)

24.08.006 Jesokevnupuandonud (4MWA) B moye (Deoxypyridinolinein, DPD, Urine) 900

24. BWOXVMNYECKUVE NCCNEJOBAHUWA KPOBW (Blood Chemistry Tests) / 24.10. ButamuHbi (Vitamins)

24.10.001 ButamuH B12 (ymaHokobanammH, kobanamuH) (Cobalamin) 500

24.10.002 donuvesas kucnota (Folic Acid) 500

24.10.003 25-OH ButamuH D o6wmii (25-OH Vitamin D Total, 25(OH)D, 25-Hydroxycalciferol) 1700

24. BUOXNMWNYECKUME NCCNEAOBAHUNA KPOBW (Blood Chemistry Tests) / 24.11. HeopraHuyeckue BeLlecTsa

(Inorganic Matters)

24.11.001 Kanwit/Hatpwia/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 220

24.11.002 Kanbuuii obwwii (Ca) (Calcium Total) 70

24.11.003 Kanbupit noHn3mpoBaHHbIin (Ca2+, cBo60AHbIV Kanbumid) (lonized Calcium, Free Calcium) 270

24.11.004 MarHwuii (Mg) B cbiBOpoTKe KpoBu (Magnesium (Mg), Serum) 70

24.11.005 docop HeopraHuyeckuii (P) (Phosphorus (P)) 70

24.11.006 YKeneso (Fe) B cbiBopoTke Kposu (lron (Fe), Serum) 70

24.11.007 JNaTeHTHas (HeHacCbILLEHHas) XKee30CBA3bIBatoLLAas CNOCOBHOCTL CbIBOPOTKM KpoBM (JIXKCC, HXKCC) 90
(Unsaturated Iron Binding Capacity, UIBC)

24.11.008 O6LLas »kene3oceasblBatoLLas cnocobHOCTb cbiBOpoTKY (OXKCC) (Total Iron Binding Capacity, 0

TIBC)*

24. BUOXNMWNYECKUME NCCNEAOBAHUNA KPOBW (Blood Chemistry Tests) / 24.12. Crieyududeckme 6enku (Specific

proteins)




Kog ycnyru Ha3saHwue ycnyru LleHa

24.12.001 AnTucTpentonuanH-O (AC/-0, AC/O) (Antistreptolysin-O, ASQO) 250
24.12.002 C-peakTuBHbIli 6enok (CPB) (C-Reactive Protein, CRP) 150
24.12.003 PesmatounaHblli hakTop (PP) (Rheumatoid Factor, RF) 150
24.12.004 LlepynonnasmuH (Ceruloplasmin) 500
24.12.005 rantorno6uH (Haptoglobin) 500
24.12.006 Anba-2-makpornobynmH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 700
24.12.007 Anbha-1-aHTutpuncuHd (A1AT), KoHueHTpaumsa (Alpha-1-Antitrypsin, A1AT, AAT, Concentration) 1400
24.12.008 Anbha-1-aHTutpuncud (A1AT), eHoTunuposaHue (Alpha-1-Antitrypsin, ALAT, AAT, Phenotyping) 2500
24.12.009 TpaHcheppuH (Cugepodunun) (Transferrin) 250
24.12.010 DepputuH (Ferritin) 550
24.12.011 Mwuorno6uH (Myoglobin) 500
24.12.012 HaTpwuitypeTuyeckoro ropmoHa (B-tuna) N-koHuesoii nponentug (NT-proBNP, N-Terminal Pro-brain 2500

Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

24.12.013 TponoHuH-1 (Troponin-1) 500
24.12.014 Yrnesog-geduuntHblii TpaHceppuH (YAT) (Carbohydrate-Deficient Trancferrin, CDT) 2500

24. BUOXUMWYECKWME NCCNEAOBAHNA KPOBW (Blood Chemistry Tests) / 24.13. OHKoMapKepbl (Tumor Markers)

24.13.001 MCA o6wwin (MpocTaTnuyeckuii cneyuduryueckmin aHtureH obwmii) (Prostate-Specific Antigen Total, 300
PSA Total)
24.13.002 OHKOPUCK MY>XXCKOI1: npegcTartensHas xenesa (Male oncologic risk: prostate) 650
24.13.003 OueHka 3g0poBbsi npocTatsl (MCA o06,., NMCA cB., -2proPSA, phi) 5200
24.13.004 KanbumToHuH (Calcitonin) 700
24.13.005 Anbha-peTonpotenH (API1) (?-Fetoprotein, AFP) 250
24.13.006 PakoBO-3MOPMOHasbHbIN aHTUreH (POA, KapuyHO3MBpUOHabHbIV aHTureH) (Carcinoembryonic 350
Antigen, CEA)
24.13.007 CA-15-3 (¥YrneBofHsbiin aHTUreH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 450
24.13.008 CA-72-4 (¥YrneBofHblin aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 800
24.13.009 CA-19-9 (YrneBofHsbiin aHTMreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 420
24.13.010 LinTokepaTnHoBbIv parmeHT (Cyfra 21-1, pparmeHT uutokepatuHa 19) (Cytokeratin 19 Fragments, 800
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
24.13.011 CA-125 (YrneogHbliii aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 400
24.13.012 CA-125 + P3A (Cancer Antigen CA-125 + CEA) 700
24.13.013 HE4 (benok 4 snuamnamumnca venoseka) (Human Epididymis Protein 4, HE4) 1200
24.13.014 OueHKa purcka paka anyHukos no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm, 1700
anropuMTM pacyeTa pucKa aNUTeNanbHOMO paka SMYHUKOB) (ANs XXeHWwmH Ao MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))
24.13.015 OueHKa pycKa paka anyHukos no anroputmy ROMA (Risk of Ovarian Malighancy Algorithm, 1700
aIroOpUTM pacyeTa PUCKa ANUTEIM/IBHOTO paka AMYHUKOB) (4151 XXeHLLMH nocne meHonaysbl) (Risk of
Ovarian Malignancy Algorithm, ROMA (After Menopause))
24.13.016 CA-242 (¥YrneBogHblii aHTUreH 242, onyxonesblidi mapkep CA-242) (Carbohydrate Antigen CA-242, 1000
Tumor Marker CA-242)
24.13.017 BeTa-2-MunKpornobynmH (?-2-MukpornobynmH) B cbiBOpoTKe Kposu (Beta-2-Microglobulin, BMG, 800
Serum)
24.13.018 HeipoHcneundpmnyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1100
24.13.019 XpomorpaHuH A (Chromogranin A, CgA) 4500
24.13.020 benok S100 (S100 Protein) 2000
24.13.021 SCC (AHTMreH Na0CKOKNeTo4uHoM KapumHombl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2100
24.13.022 UBC (AHTUreH paka MOYeBOro ny3blps, UCCef0BaHNe PACTBOPUMBIX (PparMeHTOB LIMTOKepaTUHOB 8 2000
n 18 B moye) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
24.13.023 M-rpagneHT, CKPUHUHT. 3NeKTPothopes CbIBOPOTKM KPOBW, MMMYHOGMKCaLMS C MONBaNEHTHON 2000
aHTWCLIBOPOTKOMN, KONMYeCcTBeHHas oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening.
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quan
24.13.024 M-rpagueHT, TUNMPOBaHWe. 3MeKTPOGOPe3 CbIBOPOTKM KPOBU, UMMYHO(MKCALWS C NaHe b0 3200
aHTMCLIBOPOTOK (pasaenbHo K 1gG, 1gA, IgM, kanna, naM64a), KoMyecTBeHHas oLeHKa M-6enka
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera
25. OLIEHKA ®YHKLIW 3HAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.01. OueHka
dyHKuUMKM rnnodunsa (Assessment of Pituitary Function)
25.01.001 ApeHoKopTUKOTPONHBbI ropMoH (AKTI, kopTukoTponuH) (Adrenocorticotropic Hormone, ACTH) 210
25.01.002 TupeoTponHsbIvi ropmoH (TTI, TupoTponuH) (Thyroid Stimulating Hormone, TSH) 190
25.01.003 ComaToTponHbIi ropmoH (comatoTponuH, CTIM) (Growth Hormone, GH) 300




Kog ycnyru Ha3saHwue ycnyru LleHa

25.01.004 ComatomeamnH C (MHcynmHonoao6HsIi thakTop 1) (Somatomedin C, Insulin-like Growth Factor 1, 380
IGF-1)

25.01.005 donnukynoctumynupytowmin ropmoH (©CIN) (Follicle Stimulating Hormone, FSH) 200

25.01.006 NoTenHnsmpytowwmii ropmoH (J1IN) (Luteinizing Hormone, LH) 200

25.01.007 MponaktuH (Prolactin) 200

25. OLIEHKA ®YHKLIWN S3HAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.02. OueHka
hyHKUMKM WnToBUAHOMK Xenesbl (Assessment of Thyroid Function)

25.02.001 TupeoTponHblii ropmoH (TTIT, TpoTponuH) (Thyroid Stimulating Hormone, TSH) 220
25.02.002 TWUPOKCUH 061K (T4 06LKMiA, TETPaNoATMPOHMH 06LWmia) (Total Thyroxine, TT4) 220
25.02.003 TnpoKcrH cBoboaHbIN (T4 cBo60oAHbIN) (Free Thyroxine, FT4) 220
25.02.004 TpuinofTpoHnH 06wmin (T3 obwuid) (Total Triiodthyronine, TT3) 220
25.02.005 TpuinoATVPOHMH cBOBOAHLIN (T3 cBO60AHBIN) (Free Triiodthyronine, FT3) 220
25.02.006 TWPOKCMHCBA3bIBAKOLLAA CNOCOBHOCTL (MOrNOLLEHME TUPEOUAHBIX FOPMOHOB; UHAEKC CBA3bIBAHNS 450
TUPOKCUHA; NHAEKC cBOBoAHOro TpokeuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
25.02.007 TupeornobynuH (TI) (Thyroglobulin, TG) 280
25.02.008 AHTUTeNa K Tupeornobynuuy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin 280
Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)
25.02.009 AHTUTENA K TUpeonaHoii nepokengase (AT-TIMO, MukpocoManbHble aHTUTeNa) (Anti-Thyroid 280
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)
25.02.010 AHTWTENA K MUKPOCOMa/IbHOM (hpakuum TupeounToB (AT K MMKPOCOMaNbHOMY aHTUreHY TUPEeOLMTOB, 600
AT-MAT, AMAT, TupeousHble aHTUMUKPOCOMa/bHbIe aHTUTena) (Anti-Thyroid Microsomal
Antibodies)
25.02.011 AHTUTeNa K peuentopam TTI (AT K peLenTopam TMPeOTPONHOro ropMoHa B CbIBOPOTKE KPOBU, 1100
AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRADs,
TSH binding inhibitor immunoglobulin, TBII)
25. OLEHKA ®YHKLUWN SHAOKPVHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.03. OueHka
hyHKUMKM Kopbl Haano4ve4dHnKoB (Assessment of adrenocortical function)
25.03.001 Koptuson (M'magpokopTtunson) (Cortisol, Hydrocortisone) 230
25.03.002 CB060aHbI KopTn3on B Mmoye (Free Cortisol, Free Hydrocortisone, Urine) 500
25.03.003 Koptuson, cntoHa (Cortisol, Saliva) 600
25.03.004 AnbaoctepoH (Aldosterone) 500
25.03.005 PeHuH (PeHMH nna3mbl KpoBu, npsmoe onpeaeneHune) (Direct Renin, Plasma) 600
25.03.006 Anb[0CTEPOH-peHHOBOE cooTHoLLeHMe (Aldosterone-Renin Ratio, ARR) 1500
25. OLIEHKA ®YHKLNWN 3HAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.04. OugeHka
aHaporeHHoro craryca (Assessment of Androgen Status)
25.04.001 TectocTepoH (Testosterone) 280
25.04.002 CBobogHbIn TecTocTepoH (Free Testosterone) 450
25.04.003 IOurngpotectoctepoH (A T) (Dihydrotestosterone, DHT) 1000
25.04.004 AHppocTeHanoH (Androstenedione) 900
25.04.005 AHApocTeHAnoN rnokypoHus (AHgpoctaHamon rniokypoHua) (Androstanediol Glucuronide, 1000
3?-Androstanediol Glucuronid, 3?-diol G)
25.04.006 [JerngposnvangpoctepoH-cynbar (J3A-S04, A 3A) (Dehydroepiandrosterone Sulfate, DHEA-S) 280
25.04.007 17-ketoctepounabl (17-KC) B moye (17-Ketosteroids, Urine) 300
25.04.008 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 280
25.04.009 I"no6bynwH, ceasbiBarowmii nonosble ropmoHsl (FCMT) (Sex Hormone-Binding Globulin, SHBG) 280

25. OLLEHKA ®YHKLI 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.05. 3cTporeHbi 1
nporectuHbl (Estrogens and Progestins)

25.05.001 Actpaguon (32) (Estradiol, E2) 280
25.05.002 MporecTepoH (Progesterone) 280
25. OLLEHKA ®YHKLI 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.06.
HecTepongHble perynsatopHble dakTopbl nonosbix Xkene3 (Nonsteroidal Gonadal Factors)

25.06.001 AHTVMIONNEPOB ropMoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance, 1000

MIS)

25.06.002 WHrn6mH B (Inhibin B) 1000
25.06.003 Tpodobnactuyecknii beta-1-ramkonpotenH (TBIM) (Trophoblastic beta-1-Globulin, TBG) 400

25. OLLEHKA ®YHKLN 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.07. MOHUTOPUHT
bepeMeHHOCTH, BUOXUMUYECKME MapKepbl cocTosHMA rsioga (Monitoring of Pregnancy, Biochemical Markers of Fetal

Status)




Kog ycnyru Ha3saHwue ycnyru LleHa

25.07.001 XOpWOHMYECKNIA FOHAA0TPOMNMH Yenoseka (XY, 6eta-XI'Y, ?-XIr4) (Human Chorionic 280
Gonadotropin, HCG)

25.07.002 CB060/HbIN ?-XI'Y (cBO6OAHAA ?-CyObeaMHMLA XOPUOHNYECKOTO FOHaA0TpoNMHa Yenoseka) (Free 400
Human Chorionic Gonadotropin, Free HCG)

25.07.003 MnaueHTapHbIi nakToreH (XopuoHuyeckmii comatomammoTponuH) (Placental Lactogen, PL, Human 600
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic
Somatomammotropin, hCS)

25.07.004 AccoLnmnpoBaHHbIii ¢ 6epeMeHHOCTLIO NPoTenH-A nnasmel (Pregnancy-Associated Plasma Protein-A, 400
PAPP-A)

25.07.005 CBo60aHbIin acTpron (Estriol Free, E3) 390

25.07.006 Anbha-thetonpotenH (ADI) (?-Fetoprotein, AFP) 280

25.07.007 MpeHaTa/bHbI CKPUHUHT Tprucomuid: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester; 600
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

25.07.008 MpeHaTa/bHbINA CKPUHUHT Tprucomuid: 1l TpumecTp (PRISCA-2) (Maternal Screen, Second Trimester; 600
Prenatal Screening Il; PRISCA |l (Prenatal Risk Calculation))

25.07.009 BUOXMMMNYECKNiA CKPUHWHT 1-ro TpumMecTpa 6epeMeHHOCTM Ana nporpammbl Actpaiis (First-Trimester 3200
Biochemical Markers (Astraia))

25. OLLEHKA ®YHKLIN 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.08. OueHka

3HAO0KPUHHOM (hYHKLIMM NoMKeyaouHo xenesbl (Assessment of Pancreatic Endocrine Function)

25.08.001 WHcynmH (Insulin) 350

25.08.002 MpounHcynuH (Proinsulin) 600

25.08.003 C-nentug (C-Peptide) 300

25.08.004 OueHKa MHCYNMHOPE3NCTEHTHOCTU: T1HOKO3a (HaTOLWaK), MHCYIMH (HaToLLaK), pacyeT uHaeKca 500
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

25. OLIEHKA ®YHKLIWN SHAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.09. BroreHHble
amMuHbI (Biogenic Amines, BA)

25.09.001 KatexonamuHbl (agpeHaniviH, HopagpeHanuH, godamuH) B nnasme kposu — KATENJ (Catecholamines: 1700
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
25.09.002 KartexonamuHbl (agpeHanviH, HopagpeHanuH, godamuH) B Moye (Catecholamines: 1700
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
25.09.003 MeTabon1Tbl KAaTEX0NaMWHOB U CEPOTOHUHA: BaHUIMAIMUHAanNeBas Kucnota (BMK), 2200
romoBaHununHoBas kucnota (IBK), 5-okcumHgonykcycHas kucnota (5-OMNYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hy
25.09.004 MeTaHepyHbI ((hpakuum) B CYTOUHON MOYe: MeTaHepyH, HopmeTaHedpuH (Metanephrines, 1600
Fractinated, 24 Hours-Urine — Metanephrine, Normetanephrine)
25.09.005 KaTtexonamuHbl (agpeHanvH, HopagpeHanuH, gojamuH) B Moye (Catecholamines: 1700
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
25.09.006 M'McTamMuH B nnasme Kposu (Histamine, Plasma) 2500
25.09.007 CepoTOHWH B CbIBOPOTKe KpoBY (Serotonin, Serum) 2400
25.09.008 HedpwHbl B nnasme kposu (Nephrines, Plasma) 2000
25. OLIEHKA ®YHKLIW SHAOKPVHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.10.
KanbLnii-peryavpytoLume ropMoHsbi (Calcium-regulating hormones)
25.10.001 KanbuutoHuH (Calcitonin) 650
25.10.002 MapaTnpeongHblii ropmoH (MapatropmoH, napatupwvi, MTI) (Parathyroid Hormone, PTH) 300

25. OLLEHKA ®YHKL 3HOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.11. FOPMOHbI
YKMpoBoii TKaHuM (Adipose Tissue Hormones)

25.11.001

|I'Ier|T|/|H (Leptin)

| 700

25. OLIEHKA ®YHKLINW 3HAOKPUHHOW CUCTEMBbI (Assessment of endocrine system function) / 25.12. Perynauus
aputponoasa (Regulation of Erythropoiesis)

25.12.001 |3pV|Tpon03TV|H (Erythropoetin) | 900

26. MVKPOS3JIEMEHTbI (Microelements) / 26.01. MnKp03/ieMeHTbI B KPOBU (CbIBOPOTKA KPOBU, Lie/IbHas KPOBb)

(Microelements, Serum, Venous Blood)

26.01.001 OCHOBHbIE 3cCeHLManbHble (KM3HEHHO HEOOXOAMMbIE) MUKPO3/IEMEHTbI B CbIBOPOTKE KPOBU 1500
(Essential Vital Elements, Essential Trace Elements, Serum)

26.01.002 TOKCMYHbIE MUKPO3EMEHTbI (TSXKeNble MeTasl/bl) B BEHO3HOM KpoBK (Toxic Trace Elements, Toxic 1500
Heavy Metals, Venous Blood)

26.01.003 MWKpO3nemMeHTbI B CbIBOPOTKe KPOBY 11 BEHO3HOM KpoBW: CKpUHUHT (Trace Elements, Serum, Venous 3300
Blood: Screening)

26.01.004 Kagmwii (Cd) B cbiBopoTke kpou (Cadmium (Cd), Serum ) 850

26.01.005 Kob6anbT (Co) B cbiBopoTKe Kposu (Cobalt (Co), Serum) 850




Kog ycnyru Ha3saHwue ycnyru LleHa
26.01.006 Megb (Cu) B cbiBopoTKe kposw (Copper (Cu), Serum ) 850
26.01.007 MapraHel, (Mn) B cbiBOpPOTKe KpoBu (Manganese (Mn), Serum) 850
26.01.008 CeneH (Se) B cbiBOpOTKe KpoBK (Selenium (Se), Serum) 850
26.01.009 LIMHK (Zn) B cbIBOPOTKE KpoBM (Zinc (Zn), Serum) 850
26.01.010 Hukenb (Ni) B coiBopoTke kposu (Nickel (Ni), Serum) 850
26.01.011 3onoto (Au) B ceiBopoTKe Kposu (Gold (Au), Serum) 850
26.01.012 MonnbaeH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 850
26.01.013 Tannwia (T1) B ceiBopoTke kposm (Thallium (TI), Serum) 850
26.01.014 MbilbsK (AS) B CbIBOPOTKE KpoBK (Arsenic (As), Serum) 850
26.01.015 Vo B cuiBopoTke (lodine, serum) 850
26.01.016 JNntnia (Li) B cbiBopoTke Kposw (Lithium (Li), serum) 900
26.01.017 Kagmuii (Cd) B BeHo3HO# kpom (Cadmium (Cd), Blood) 850
26.01.018 Kob6anbT (Co) B BeHO3HOI kpoem (Cobalt (Co), Blood) 850
26.01.019 Megp (Cu) B BeHo3HOI Kposw (Copper (Cu), Blood) 850
26.01.020 MapraHeL, (Mn) B BeHO3HO Kposw (Manganese (Mn), Blood) 850
26.01.021 Hukenb (Ni) B BeHo3HOM kpoBu (Nickel (Ni), Blood) 850
26.01.022 CeneH (Se) B BeHO3HOI KposH (Selenium (Se), Blood) 850
26.01.023 LInHK (Zn) B BeHO3HOW KpoBu (Zinc (Zn), Blood) 850
26.01.024 CauiHel, (Pb) B BeHo3HoI Kposw (Lead (Ph), Blood) 850
26.01.025 PTyTb (Hg) B BeHo3HoW KpoBu (Mercury (Hg), Blood) 850
26. MVMIKPO3JIEMEHTbI (Microelements) / 26.02. MukpoanemeHTbl B Mode (Microelements, Urine)
26.02.001 3cceHumanbHble (P)KU3HEHHO HEOOXOAMMbIE) U TOKCUYHbIE MUKPO3NeMeHTbI B MoYe (Essential Vital 2600
Elements, Toxic Trace Elements, Urine)
26.02.002 Kagmuii (Cd) B moye (Cadmium (Cd), Urine) 850
26.02.003 Ko6anbT (Co) B Moye (Cobalt (Co), Urine) 850
26.02.004 Mefb, Moya, pasosas nopuus (Copper, random urine; Cu) 850
26.02.005 Megp (Cu) B cyTouHoii moye (Copper (Cu), 24-Hours Urine) 850
26.02.006 MapraHel, (Mn) B mouye (Manganese (Mn), Urine) 850
26.02.007 CeneH ( Se) B moye (Selenium ( Se), Urine) 850
26.02.008 LIMHK (Zn) B Mmouye (Zinc (Zn), Urine) 850
26.02.009 Hukenb (Ni) B moue (Nickel (Ni), Urine) 850
26.02.010 CauHel, (Pb) B moue (Lead (Pb), Urine) 850
26.02.011 PTyTb (Hg) B Mmoue (Mercury (Hg), Urine) 850
26.02.012 Tannwuii (T1) 8 moye (Thallium (TI), Urine) 850
26.02.013 MbiwbsK (As) B moue (Arsenic (As), Urine) 850
26.02.014 AntommHnii (Al) B mode (Aluminum (Al), Urine) 850
26.02.015 YKeneso (Fe) B moue (Iron (Fe), Urine) 850
26.02.016 Vog, (1) B moye (lodine (1), Urine) 850
26. MVMIKPO3JIEMEHTbI (Microelements) / 26.03. MukpoasieMeHTbI B Bosiocax (Microelements, Hair)
26.03.001 TOKCUMYHbIE MUKPO3/IEMEHTHI B Bonocax (Toxic Trace Elements, Hair) 2800
26.03.002 TOKCUYHbIE 1 3CCEHLMabHbIE MUKPO3NeMeHTbI B Bosiocax (Toxic Trace Elements, Essential Vital 3000
Elements, Hair)
26.03.003 BonbLUOo CKPUHWHT 3neMeHTHOro coctaea Bonoc (Elemental Composition of Hair: Screening ) 5500
26.03.004 AntommnHnii (Al) B Bonocax (Aluminum (Al), Hair) 850
26.03.005 bapwii (Ba) B Bonocax (Barium (Ba), Hair) 850
26.03.006 Bepunnwnin (Be) B Bonocax (Beryllium (Be), Hair) 850
26.03.007 bop (B) B Bonocax (Boron (B), Hair) 850
26.03.008 Banaguii (V) B Bonocax (Vanadium (V), Hair) 850
26.03.009 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 850
26.03.010 Bonbthpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 850
26.03.011 "annwuin (Ga) B Bonocax (Gallium (Ga), Hair) 850
26.03.012 "epmaHmii (Ge) B Bonocax (Germanium (Ge), Hair) 850
26.03.013 XKeneso (Fe) B Bonocax (lron (Fe), Hair) 850
26.03.014 3onoto (Au) B Bosiocax (Gold (Au), Hair) 850
26.03.015 Viog (1) B Bonocax (lodine (1), Hair) 850




Kog ycnyru HasBaHue ycnyru LieHa
26.03.016 Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 850
26.03.017 Kanwuii (K) B Bonocax (Potassium (K), Hair) 850
26.03.018 Kanbumin (Ca) B Bonocax (Calcium (Ca), Hair) 850
26.03.019 Ko6anbT (Co) B Bontocax (Cobalt (Co), Hair) 850
26.03.020 Kpemnuia (Si) B Bonocax (Silica (Si) , Hair) 850
26.03.021 NaHTaH (La) B Bonocax (Lantanum 9La), Hair) 850
26.03.022 Jlntnia (Li) B Bonocax (Lithium (Li), Hair) 850
26.03.023 Marnuin (Mg) B Bonocax (Magnesium (Mg), Hair) 850
26.03.024 MapraHel, (Mn) B Bonocax (Manganese (Mn), Hair) 850
26.03.025 Megb (Cu) B Bonocax (Copper (Cu), Hair) 850
26.03.026 MonnbgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 850
26.03.027 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 850
26.03.028 Hatpwii (Na) B Bonocax (Sodium (Na), Hair) 850
26.03.029 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 850
26.03.030 0OnoBo (Sn) B Bonocax (Tin (Sn), Hair) 850
26.03.031 MnatuHa (Pt) B Bosiocax (Platinum (Pt), Hair) 850
26.03.032 PTyTb (HQ) B Bontocax (Mercury (Hg), Hair) 850
26.03.033 Py6uawnii (Rb) B Bonocax (Rubidium 9Rb), Hair) 850
26.03.034 CauHel, (Pb) B Bonocax (Lead (Pb), Hair) 850
26.03.035 CeneH (Se) B Bonocax (Selenium (Se), Hair) 850
26.03.036 Cepebpo (Ag) B Boniocax (Silver (Ag), Hair) 850
26.03.037 CtpoHuuii (Sr) B Bonocax (Strontium (Sr), Hair) 850
26.03.038 CypbMa (Sh) B Bonocax (Antimony (Sbh), Hair) 850
26.03.039 Tannwuii (T1) B Bonocax (Thallium (TI), Hair) 850
26.03.040 docdop (P) B Bonocax (Phosphorus (P), Hair) 850
26.03.041 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 850
26.03.042 LInHK (Zn) B BOoNocax (Zinc (Zn), Hair) 850
26.03.043 LIvpkoHuii (Zr) B Bonocax (Zirconium (Zr), Hair) 850
26. MKPO3JIEMEHTbI (Microelements) / 26.04. MukpoasieMeHTbI B HOrTax (Microelements, Nails)

26.04.001 TOKCUYHbIE MUKPO3/IeMeHTbI B HOrTax (Toxic Trace Elements, Nails) 1700
26.04.002 TOKCUYHbIE 1 3CCEHLMabHble MUKPO3NeMeHTbI B HOrTsAX (Toxic Trace Elements, Essential Vital 3000

Elements, Nails)

26.04.003 BonbLUoi CKPUHMHT 3neMeHTHOro coctaea HorTeli (Elemental Composition of Nails: Screening ) 5000
26.04.004 AntommHnii (Al) B HorTax (Aluminum (Al), Nails) 850
26.04.005 bapwuii (Ba) B HorTsix (Barium (Ba), Nails) 850
26.04.006 Bepunnuin (Be) B Hortsax (Beryllium (Be), Nails) 850
26.04.007 Bop (B) B HorTsax (Boron (B), Nails) 850
26.04.008 Banaguii (V) B HorTax (Vanadium (V), Nails) 850
26.04.009 BucmyT (Bi) B Hortax (Bismuth (Bi), Nails) 850
26.04.010 Bonbthpam (W) B Hortax (Tungsten, Wolframium (W), Nails) 850
26.04.011 annwuin (Ga) B HorTsx (Gallium (Ga), Nails) 850
26.04.012 "epmaHuii (Ge) B HorTax (Germanium (Ge), Nails) 850
26.04.013 YKeneso (Fe) B HorTax (Iron (Fe), Nails) 850
26.04.014 3onoto (Au) B HorTax (Gold (Au), Nails) 850
26.04.015 Vog (1) B HorTsax (lodine (1), Nails) 850
26.04.016 Kagmwia (Cd) B Hortax (Cadmium (Cd), Nails) 850
26.04.017 Kanuii (K) B HorTax (Potassium (K), Nails) 850
26.04.018 Kanbuwii (Ca) B HorTsax (Calcium (Ca), Nails) 850
26.04.019 Ko6anbT (Co) B Hortsax (Cobalt (Co), Nails) 850
26.04.020 KpemHuii (Si) B HorTsax (Silica (Si), Nails) 850
26.04.021 JaHTaH (La) B HorTax (Lantanum (La), Nails) 850
26.04.022 Jintwid (Li) B HorTax (Lithium (Li), Nails) 850
26.04.023 MarHnuii (Mg) B HorTsax (Magnesium (Mg), Nails) 850
26.04.024 MapraneL, (Mn) B Hortax (Manganese (Mn), Nails) 850
26.04.025 Megb (Cu) B HorTsax (Copper (Cu), Nails) 850




Kog ycnyru Ha3saHwue ycnyru LleHa
26.04.026 Monn6aeH (Mo) B HorTsax (Molybdenum (Mo), Nails) 850
26.04.027 MbibsK (As) B HOrTsx (Arsenic (As), Nails) 850
26.04.028 Hatpuin (Na) B HorTsix (Sodium (Na), Nails) 850
26.04.029 Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 850
26.04.030 0noBo (Sn) B HorTax (Tin (Sn), Nails) 850
26.04.031 MnatuHa (Pt) B Hortax (Platinum (Pt), Nails) 850
26.04.032 PtyTb (Hg) B Hortax (Mercury (Hg), Nails) 850
26.04.033 Py6ugwnin (Rb) B Hortsx (Rubidium (Rb), Nails) 850
26.04.034 CsuHel, (Pb) B HorTax (Lead (Pb), Nails) 850
26.04.035 CeneH (Se) B HorTax (Selenium (Se), Nails) 850
26.04.036 Cepebpo (Ag) B HorTsx (Silver (Ag), Nails) 850
26.04.037 CtpoHuuii (Sr) B HorTax (Strontium (Sr), Nails) 850
26.04.038 CypbMa (Sh) B HorTsx (Antimony (Sh), Nails) 850
26.04.039 Tannuii (T1) B HorTsx (Thallium (TI), Nails) 850
26.04.040 docop (P) B Hortax (Phosphorus (P), Nails) 850
26.04.041 Xpom (Cr) B HorTax (Chromium (Cr), Nails) 850
26.04.042 LIMHK (Zn) B HOrTsX (Zinc (Zn), Nails) 850
26.04.043 LinpkoHuii (Zr) B HorTsix (Zirconium (Zr), Nails) 850
27. NEKAPCTBEHHbI MOHUTOPUHI (Drug Monitoring) / 27.01. JlekapcTBeHHbI! MOHUTOPUHT (Drug Monitoring)
27.01.001 deHobapbutan (JitommHan) (Phenobarbitalum) 2100
27.01.002 ®eHnTouH (OudeHnH, AunanTuH) (Phenytoin) 950
27.01.003 Banbnpoesas kucnota (JenakuH, Konsynekc) (Acidum Valproicum, Depakin, Convulexs) 700
27.01.004 KapbamasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 2100
27.01.005 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 900
27.01.006 Takponumyc (Aggarpad, MNporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic, 1400
Tacrosel)
27.01.007 JlamoTpumkuH (Lamotrigine) 3100
27.01.008 NeeTupauetam (Levetiracetam, Keppra®) 3200
27.01.009 NuTwnia (Li) B cbiBopoTke KpoBw (Lithium (Li), serum) 1100
28. NCCJIEOOBAHUA MOUYI (Examinations of Urine) / 28.01. KnnHuyeckue Tectbl (Clinical Tests)
28.01.001 AHanun3 Moun o6LmMin (AHanM3 Moum 06LLKMIA ¢ MUKpocKonvein ocaaka) (Complete Urinalysis, 180
Microscopic Examination)
28.01.002 VccneposaHune moum no metofy HeunnopeHko (Nechiporenko’s Urine Test) 180
28.01.003 KanbLpit Moum, KayecTBeHHbIN TecT (Mpoba Cynkosuya) (Sulkowitch Urine Calcium Test) 200
28. ICCJIEOOBAHKNA MOUYI (Examinations of Urine) / 28.02. Broxumusa moun (cyTouHasi akckpeuus) (Urine
Biochemistry (Daily Excretion))
28.02.001 AnbbyMunH, moya (Albumin, Urine) 400
28.02.002 Anb6YMUH/KpeaTVUHUH-COOTHOLLIEHME B Pa3oBoii nopumn Moun (OTHOLLEHME anbOyMMHA K KPeaTUHUHY] 700
B pa3osoli nopumm moun) (Urine Albumin Creatinine Ratio, UACR)
28.02.003 I"ntoko3a, moya (Glucose, Urine) 100
28.02.004 KpeatuHuH, moua (Creatinine, Urine) 100
28.02.005 Mpo6a Pe6epra (KnmpeHe sHAOreHHOro KpeaTnHUHA, CKOPOCTb KNy604YKOBOW (hnnbTpaLmn) 100
(Glomerular Filtration Rate, GFR)*
28.02.006 AmMunasa B MOYe CyTOUHOI UM NOPLMOHHOI 3a n3MepeHHoe Bpems (Afbha-ammnasa, guactasa MoUmn) 150
(Amylase, 24-Hour or Timed Urine)
28.02.007 MoueBunHa, moya (Urea, Urine) 100
28.02.008 Mouesas kucnota, Mmoya (Uric Acid, Urine) 100
28.02.009 O6wwii 6enok, moya (Protein Total, Urine) 150
28.02.010 Kanbuwii (Ca), moua (Calcium (Ca), Urine) 100
28.02.011 Kanwii (K), Hatpuin (Na) (Potasium (K), Sodium (Na)) 150
28.02.012 docdop (P), moua (Phosphorus (P), Urine) 100
28.02.013 Okcanarbl B Moye (Oxalates, Urine) 1400
28.02.014 KanbLuii-kpeaTH1HOBOE COOTHOLLIEHUE B pa30Boii nopumu mouun (Calcium-Creatinine Ratio, Random 400

Urine)

28. NCCJIEOOBAHNA MOU I (Examinations of Urine) / 28.03. MNMcuxoakTUBHbIe BelecTBa B MoYye (Psychoactive
Substances, Urine)




Kog ycnyru Ha3saHwue ycnyru LleHa

28.03.001 HapKOTVKM 1 NCUXOTPOMHbIE BELLECTBA ? CKPMHWHT (KOMMNEKCHBIA aHan13 MOYM Ha onunarbl, 3000
ameTamuH, MeTaM(eTaMmH, KOKauH, KaHHabuHouabl U nx MetabonuTbl) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Ca

28.03.002 KaHHabuHougbl (MapuxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1000
28.03.003 Onwuatbl (MopdmH/repounH) B mode (Opiates (Morphine/Heroin), Urine)* 1000
28.03.004 Bap6uTypatbl B Moue (Barbiturates, Urine)* 1000
28.03.005 «BpefHble NPUBbLIYKKY» (AHaIM3 MOYM HA HUKOTUH, NMCUXOTPOMHbIE N HAPKOTUYECKME BELLECTBA, 3200

MCMX0AKTUBHbIE IEKaPCTBEHHbIE Npenapathl (HUKOTUH; NCUXOTPOMHbIE Y HAPKOTUYECKUE BELLLECTBA,
NMCUX0aKTUBHbIE IEKAPCTBEHHbIE npenapatbl) (Pernicious Habits: Nicotine, Drugs, Psychosti

28. ICCJIEAOBAHINA MOUY I (Examinations of Urine) / 28.04. ViccnefoBaHme noveyHoro kamHs (Study of Kidney Stone)

28.04.001 |KaMHV| noveyHsble, aHanus (Kidney Stone Analysis) | 3000

29. NCCJIEOOBAHUA KAJIA (Examinations of Feces, Stool Examinations) / 29.01. ccnegoBaHus Kana (Examinations of
Feces, Stool Examinations)

29.01.001 Konporpamma (Koprogramma, Stool) 320
29.01.002 AHann3 Kana Ha aiiua rensMuHToB (siua ramctoB) (PRO Stool, Helminth Eggs) 280
29.01.003 AHanns Kana Ha aiiua rensMuHToB (sia ramctos) (PRO Stool, Helminth Eggs) 280
29.01.004 AHanns kana Ha npocTeiwne (PRO Stool) 280
29.01.005 ViccnegoBaHue Ha 3HTepo6ro3 (siiua octpuu), TamnoH (Enterobiasis, Swab) 280
29.01.006 CopepxaHue yrneBofoB B Kase (pedyumpytoLye BelecTsa B kane) (Stool Sugars, Reducing 490
Substances, Fecal)
29.01.007 ViccneioBaHUWe Kana Ha CKpbITYH KpoBb, 6eH3nanHoBas npoba (Occult Blood Feces Analysis) 200
29.01.008 CKpbITast KpoBb B Kane (KoNopeKTabHble KPOBOTEUEHWS), KONMYECTBEHHbIA UMMYHOXUMUYECKUIA 600
meToz FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)
29.01.009 dnacrtasa 1 (91), naHkpeatuyeckas anactasza 1 (Elastase 1, E1) 1800
29.01.010 Anba-1-aHTuTpuncyH B kane (Alpha-1-Antitrypsin, Feces) 2000
29.01.011 KanbnpoTekTuH ekanbHbii (Fecal Calprotectin) 2000
30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.01.
AfeHoBupYycHaa nHdekumsa (Adenovirus Infection)
30.01.001 AHTuTena knacca IgA k ageHosupycy (Anti-Adenovirus 1gA) 590
30.01.002 AHTUTena Knacca IgG K ageHosupycy (Anti-Adenovirus 1gG) 590

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.02. Ackapuo3
(Ascariasis)

30.02.001 |AHTMTeﬂa Knacca 1gG K aHTureHam ackapug (Anti-Ascaris lumbricoides 1gG) | 600

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.03.
Acneprunnes (Aspergillosis)

30.03.001 MneceHb Aspergillus fumigatus (M3), annepreH-cneundmyeckue 1gG (Aspergillus fumigatus, 1gG, 400
M3)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.04.
BakTeponaHas cdnopa (Bacterial flora (Bacteroides spp.))

30.04.001 bakTepouapbl, onpeaeneHve AHK B cockobe anuTenmnabHbIX KNEeTOK YPOreHUTa/lbHOro TpakTa 300
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

30. ANATHOCTUKA MHPEKLMNOHHbBIX 3ABOJIEBAHWN (Serology Diagnosis of Infectious Disease) / 30.05. Goppenmos
(BonesHb Jlaima) (Borreliosis, Lyme Borreliosis, Lyme Disease, LD)

30.05.001 AHTuTena knacca lgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 19gG) 250

30.05.002 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 470

30.05.003 AHTuTena knacca lgG k Borrelia burgdorferi, BbisiBNseMble METOA0M MMMYHOOG10TTMHra (Anti-Borrelia 1250
burgdorferi IgG, Immunoblot )

30.05.004 AHTUTena knacca IgM K Borrelia burgdorferi, BbisiBnsiemMble MeToaom BecTepH-6510Ta (Anti-Borrelia 1250
burgdorferi IgM, Western Blot (WB))

30.05.005 Boppennos, onpegenedvie AHK (Borrelia burgdorferi, DNA)* 400

30.05.006 Boppenun, onpeaeneHne AHK B cuHoBuanbHoi xuakocTy (Borrelia burgdorferi, DNA, Synovial 500
Fluid)*

30.05.007 Boppenuwn, onpegenedne AHK B cnmHHOMO3roBoii xxuakocTu (Borrelia burgdorferi, DNA, 500

Cerebrospinal Fluid)*

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.06. BpyLiennes
(Brucellosis)

30.06.001 AnTuTENa Knacca IgG K Brpycy BETPSHOI ocnbl 1 onosicbiBarowero nuwas (Anti-Varicella-Zoster 800
Virus 1gG, Anti-VZV 1gG)
30.06.002 AHTUTena Knacca IgM K Bpycy BETPSIHOI OCMbl 1 onosicbiBatoLLero nnwas (Anti-Varicella-Zoster 800

Virus IgM, Anti-VZV IgM)
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30. ANATHOCTUKA NHPEKLIMOHHbIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.07.

BUY-nHbekLUus (BUpyc nmMmyHogedunumta Yenoseka) (Human Immunodeficiency Virus, HIV)

30.07.001 AHTnTena Kk BUY 1 n 2 n aHtured BUY 1 n 2 (HIV Ag/Ab Combo) 300
30.07.002 BWUY-1, onpeseneHne PHK B nnasme kposu (HIV RNA, Plasma)* 11000
30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.08.
BIY-nHgekyusa, nanunnomMmasmpycHas MHGeKLMsA (BUpYyc nanuioMsl Yyenoseka) (Human papillomavirus, HPV, HPV
Infection)
30.08.001 Bupyc nanunnnombl YenioBeka BbICOKOr0 OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35, 800
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegenenne AHK B cockobe anuTenmanbHbIX KNeToK
cnusnctoii npsimoint kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Ty
30.08.002 Bupyc nannnnombl YesioBeKa BbICOKOTO OHKOreHHOr0 pucka, CKpUHUHT 14 tunos: 16, 18, 31, 33, 35, 800
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpefenenne AHK B cockobe anuTenmanbHbIX KNeToK
potornotkm (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18,
30.08.003 Bupyc nannnnombl YeioBeKa BbICOKOTO OHKOreHHOro pucka, CKpuHUHT 14 tunos: 16, 18, 31, 33, 35, 800
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegeneHne AHK B cockobe anuTenmanbHbIX KNeTOK
yporeHuTasibHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14
30.08.004 Bupyc nanunnnombl YesioBeka BbICOKOrO OHKOreHHOro pucka, onpegeneHne AHK 16 n 18 tunos + 500
KBM B cockobe anutenmanbHbIX KNeTok yporeHntanbHoro tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))
30.08.005 Bupyc nannnnombl YesioBeKa BbICOKOTO OHKOreHHOr0 pucka, reHotunuposanve JHK 14 tunos: 16, 1100
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B COCKOOE 3NMUTENMANbHbIX KNETOK C/IM3MCTON NPsSIMONA
knwikn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18,
30.08.006 Bupyc nannnnombl YesioBeKa BbICOKOTO OHKOreHHOro pucka, reHotunuposarve JHK 14 tunos: 16, 1100
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B cOCKk06E aNMTENMa/IbHLIX KNETOK poTornotku (HPV
DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
30.08.007 Bupyc nanunnnombl YesioBeka BbICOKOr0 OHKOreHHOro pucka, reHotunuposarve JHK 14 tunos: 16, 1100
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cock06e anuTenmanbHbIX KNeToK
yporeHnTasibHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types
30.08.008 Bupyc nannnnombl YesioBeKa HU3KOr0 OHKOreHHOro pucka, onpegdenendne AHK 3 tunos: 6, 11, 44 + 500
KBM B cockobe anutenmanbHbIX KNeTok yporeHntanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 3 Types (6, 11, 44))
30.08.009 Bupyc nannnnombl YefioBeKa HU3KOro OHKOreHHOro pucka, onpegeneHdue AHK 3 tunos: 6, 11, 44 + 500
KBM B cocko6e anmTennasibHbIX KNeTOK cam3ucToin npamoii kuwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 3 Types (6, 11, 44))
30.08.010 Bupyc nannnnombl YesioBeKa HU3KOro OHKOreHHOro pucka, onpegeneHne AHK 3 tunos: 6, 11, 44 B 500
cockob6e anuTenmanbHbIX Knetok potornotkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types
(6,11, 44))
30.08.011 Bupyc nanunnombl Yenoseka, onpegeneHve AHK 4 tunos: 6, 11, 16, 18 + KBM B cockobe 900
anNuTenuanbHbIX KNeToK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells,
4 Types (6, 11, 16, 18) Screening )
30.08.012 Bupyc nanunnomsl Yyenoseka, onpegenedvie AHK 15 tunos: 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 1000
56, 58, 59, 68 + KBM B cocko6e anuTenasibHbIX KNeToK yporeHnTasibHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 15 Types (6, 11, 16, 18, 31, 33, 35,
30.08.013 Bupyc nanunnomsl Yyenoseka, onpegenedve AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 2400
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenmanbHbIX KNETOK YPOreHNTabHOro TpakTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6,
30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.09.
TapaHepennes (rapaHepenna) (Gardnerella vaginalis)
30.09.001 "apgHepenna, onpegeneHve AHK B moue (Gardnerella vaginalis, DNA, Urine)* 250
30.09.002 "apaHepenna, onpegeneHve OHK B cekpeTe npocTartsl, 3akynsaTe (Gardnerella vaginalis, DNA, 250
Prostatic Fluid, Semen)*
30.09.003 "apgHepenna, onpeaeneHve AHK B cockobe snuTenvanbHbIX KNeTOK YpOoreHUTanbHOro TpakTa 250
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.10.
"enbmunHT03 (Helminthiasis)
30.10.001 AHann3 Kana Ha aiiua rensMuHToB (siua ramctoB) (PRO Stool, Helminth Eggs) 300
30.10.002 Komnsiekc «lMapasuTbi» (ONMMCTOPXUC, IXMHOKOKKW, TOKCOKapbl, TPUXMHeNNbI) (Parasites: 400

Opisthorchis, Echinococcosis, Toxocara, Trichinella)

30. AMATHOCTUKA MHPEKLMOHHbIX 3ABEOJIEBAHNN (Serology Diagnosis of Infectious Disease) / 30.11. lenatut A

BUPYCHasA NHM

ekums (Hepatitis A Virus, HAV)

30.11.001 AHTUTena Knacca IgG k supycy renatuta A (Anti-HAV 1gG) 500
30.11.002 AHTuTena knacca IgM k supycy renatuta A (Anti-HAV 1gM) 600
30.11.003 Bupyc renatuta A, onpegeneHne PHK B cbiBopoTke Kposn (HAV RNA, Serum)* 500
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30. AUATHOCTUKA NHDEKLIMOHHbIX 3ABEOIEBAHII (Serology Diagnosis of Infectious Disease) / 30.12. lenatut B

BUPYCHasA NHM

ekuus (Hepatitis B Virus, HBV)

30.12.001 HBs-aHTWreH Bupyca renatnta B (HBs-aHTUreH, NOBEepXHOCTHbIM aHTUIeH BUpYyca renatuTa B, 150
«aBCTP/IMNCKNIA» aHTUreH), KadecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)

30.12.002 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 400

30.12.003 AHTuTena knaccoB IgM n IgG k HB-core aHTureHy supyca renatuta B, cymmapHo (Anti-HBc IgM, 230
1gG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG +
IgM))

30.12.004 AHTUTeNa Knacca IgM k HB-core aHTureHy supyca renatuta B (Anti-HBc IgM Antibodies to 300
Hepatitis B Core Antigen; HBV Core Antibodies 1gM)

30.12.005 AHTUTENa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 400

30.12.006 AHTUTeNa K HBs-aHTureHy supyca renatuta B (Anti-HBs, HBsAD) 400

30.12.007 HBs-aHTWreH Bupyca renatuta B (HBs-aHTUreH, MOBEpXHOCTHBI aHTUIeH Bpyca renatuta B, 1300
«aBCTPASMIACKNIA» aHTUIeH), KonmyecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen,
Quantitative)

30.12.008 Bupyc renatuta B, onpesenenve HK B cbIBOPOTKe KpoBU, KauecTseHHoe (HBV DNA, Serum, 400
Qualitative)*

30.12.009 Bupyc renatuta B, onpegenedve AHK B cbiBOpOTKe KpoBK, KonnyecteeHHoe (HBV DNA, Serum, 1800

Quantitative)*

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.13. MenatuT C

BUPYCHasA NHM

ekums (Hepatitis C Virus, HCV)

30.13.001 AHTUTena knaccoB IgM n IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (1gG + IgM))* 240

30.13.002 AHTUTena Knacca IgG K aHTUreHam Bupyca renatuta C, BblsiBNseMble METOAOM MMMYHOBIOTTUHIa 3000
(Anti-HCV IgG, Immunoblot)

30.13.003 VHTepneiiknH-28B (1/1-28B), reHoTUnNmnpoBaHue (UccnefoBaHNe FeHETUYECKUX MapKepoB, 1100
onpeaensoLmx ahheKTUBHOCTb NleUeHNUS XPOHMUYECKOro renatuTta C MHTeP(epoOHOM U prbaBUPUHOM)
(Interleukin 28 Beta 1L28B, Genotyping (Study of Genetic Markers Determining Effectivenes

30.13.004 AHTUTENa Knacca IgM K aHTureHam supyca renatnta C (Anti-HCV IgM) 180

30.13.005 AHTuTena knacca IgG k aHTureHam core, NS3, NS4, NS5 Bupyca renatuta C (Anti-HCV core, NS3, 400
NS4, NS5 1gG)

30.13.006 Komnnekc mapkepos renatutos B 1 C (NeNe TecToB: 73, 78, 75, 76, 74, 77, 79, 1170) (Markers of 1800
Hepatitis B, C)

30.13.007 Bupyc renatuta C, onpegeneHne PHK B cbiBOpoTke KpoBu, kadectBeHHoe (HCV RNA, Serum, 600
Qualitative)*

30.13.008 Bupyc renatuta C, onpegeneHue PHK B nna3ve, reHoTUnMpoBaHue ¢ cyoTmnamm (Tvnbl 1 (Cy6TmNbI 1100
laun 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a,
1b), 2, *

30.13.009 Bupyc renatuta C, KonuuyecTseHHoe onpefeneHne PHK Bupyca v reHotunuposaHue (Tunel 1, 2, 3) 1100
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))

30.13.010 Bupyc renatuta C (CITO), onpezeneHvie PHK B nna3me kposw, KonuyecteeHHoe (HCV RNA, Plasma, 17000
Quantitative)*

30.13.011 Bupyc renatuta C, onpeaeneHne PHK B cbiBOpoTke KpoBu MeTogoM MLP, konnyectBeHHoe (HCV 2000
RNA, Serum, Quantitative, PCR)*

30.13.012 Bupyc renatuta C (BI'C), ynbTpadyBcTBUTENbHOE onpefeneHne PHK BITC (Hepatitis C Virus (HCV) 3000

RNA, Ultrasensitive PCR)

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.14. lenatuT D

BUPYCHasA NHM

ekuus (Hepatitis D Virus, HDV)

30.14.001 AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV 1gM) 900
30.14.002 AHTUTENA K aHTUTeHam Bupyca renatuta D, cymmapHo (Anti-HDV Total) 170
30.14.003 Bupyc renatuta D, onpegenenne PHK B cbiBopoTke Kposn (HDV RNA, Serum)* 600

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.15. lenatut E

BUPYCHasA NHM

ekuus (Hepatitis E Virus, HEV)

30.15.001

AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

800

30.15.002

AHTuTena Knacca lgG k Bupycy renatuta E (Anti-HEV 1gG)

800

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.16. Menatut G

BUPYCHasA NHM

ekuus (Bupyc renatnta G) (HGV, Hepatitis G Virus)

30.16.001

|Bmpyc renatuta G, onpeaeneHne PHK B cbiBopoTke KpoBu (HGV RNA, Serum)*

600

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHIWI (Serology Diagnosis of Infectious Disease) / 30.17. Mepnec
(repnec-Bupycbl Yenoseka 1 u 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)

30.17.001 AHTUTena knacca IgG k supycy npoctoro reprieca 1 u 2 tunos (Anti-HSV-1, 2 1gG) 260
30.17.002 AHTuTena Knacca IgG k Bupycy npoctoro reprieca 1 tuna (Anti-HSV-1 1gG) 800
30.17.003 AHTuTeNa Knacca IgG K Bupycy npoctoro reprieca 2 Tuna (Anti-HSV-2 1gG) 600




Kog ycnyru Ha3saHwue ycnyru LieHa

30.17.004 AHTuTena Knacca IgM K Bupycy npoctoro reprieca 1 1 2 Tunos (Anti-HSV-1, 2 IgM) 280

30.17.005 AHTUTENA Knaccos IgM u 1gG, onpefeneHne aBUAHOCTY K BUPYCY NPOCTOro repneca 1 n 2 TMnos 600
(Anti-HSV-1, 2 IgM, IgG, Avidity)

30.17.006 "epnecsupyc 1 1 2 Tunos, onpeaeneHve JHK B Bbinote (HSV-1, 2 DNA, Exudate)* 250

30.17.007 "epnecsupyc 1 1 2 Tunos, onpeaeneHue JHK B cockobe anuTennaibHbIX KNeTOK KOHbIOHKTYBbI 250
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

30.17.008 epnecsupyc 1 1 2 Tunos, onpegeneHue JHK B cockobe anuTennasibHbIX KNeTok Koxu (HSV-1, 2 250
DNA, Scrape of Skin Epithelial Cells)*

30.17.009 "epnecsupyc 1 1 2 Tvnos, onpegenexnve IHK B BeHo3HoW Kposn (HSV-1, 2 DNA, Blood)* 250

30.17.010 "epnecsupyc 1 v 2 Tunos, onpegenenve AHK B moye (HSV-1, 2 DNA, Uring)* 250

30.17.011 epnecsupyc 1 1 2 Tvnos, onpegeneHve AHK B cockobe anuTenmanbHbIX KNETOK CAU3MUCTON Hoca 250
(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

30.17.012 epneceupyc 1 n 2 Tunos, onpegeneHue JHK B cockobe anuTennasibHbIX KNeTOK POTOM/I0TKM 250
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

30.17.013 "epnecsupyc 1 n 2 Tunos, onpegeneHune HK B cbiBopoTke kpoeu (HSV-1, 2 DNA, Serum)* 400

30.17.014 "epnecsupyc 1 1 2 Tunos, onpegeneHve JHK B cnioHe (HSV-1, 2 DNA, Saliva)* 250

30.17.015 epnecsupyc 1 n 2 Tunos, onpegenenve AHK B cnnHHOMO3roBoii xugkoctn (HSV-1, 2 DNA, 250
Cerebrospinal Fluid)*

30.17.016 "epnecsupyc 1 1 2 Tunos, onpegeneHune [HK B cekpeTe npocTathl, 3skynate (HSV-1, 2 DNA, 250
Prostatic Fluid, Semen)*

30.17.017 epnecsupyc 1 1 2 TMNoB, onpegeneHve JHK B cocko6e anuTennanbHbIX KNeTOK YpOreHUTabHOro 250
TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*

30.17.018 epnecsupyc 1 n 2 TMNos, onpegeneHve AHK B BbinoTe, TunuposaHue (HSV-1, 2 DNA, Exudate, 450
Typing)*

30.17.019 epneceupyc 1 n 2 Tunos, onpegeneHve JHK B cockobe anuTennaibHbIX KNeTOK KOHbIOHKTUBBI, 450
TunuposBaHne (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

30.17.020 epnecsupyc 1 1 2 Tunos, onpeaeneHne JHK B cockobe snuTennanibHbIX KNETOK KOXW, TUMPOBaHWe 450
(HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*

30.17.021 "epnecsupyc 1 1 2 Tunos, onpeaeneHue JHK B BeHO3HOI Kposwu, TunupoBaHue (HSV-1, 2 DNA, 600
Blood, Typing)*

30.17.022 "epnecsupyc 1 v 2 TMNoB, onpegenenve AHK B Moye, Tunuposanue (HSV-1, 2 DNA, Urine, Typing)* 500

30.17.023 epnecsupyc 1 1 2 Tvnos, onpegeneHne AHK B cockobe anuTenuanbHbIX KNETOK CAM3NCTON HOca, 450
TunupoBaHme (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*

30.17.024 epnecsupyc 1 n 2 Tunos, onpegeneHue JHK B cockobe anuTennaibHbIX KNeTOK POTOMI0TKM, 450
TunupoBaHne (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*

30.17.025 epneceupyc 1 1 2 Tunos, onpegeneHve JHK B cbiBOpoTKe KpoBK, TUNMposaHue (HSV-1, 2 DNA, 600
Serum, Typing)*

30.17.026 "epnecsupyc 1 1 2 Tunos, onpeaeneHne AHK B cntoHe, TunuposaHme (HSV-1, 2 DNA, Saliva, 450
Typing)*

30.17.027 "epnecsupyc 1 1 2 Tunos, onpeaeneHue JHK B CIMHHOMO3r0BOM XMUAKOCTH, TunupoBaHue (HSV-1, 2 450
DNA, Cerebrospinal Fluid, Typing)*

30.17.028 epnecsupyc 1 1 2 TMNOB, onpegeneHve AHK B cekpeTe npocTtarhbl, 39Kynate, TunvposaHue (HSV-1, 450
2 DNA, Prostatic Fluid, Semen, Typing)*

30.17.029 epnecsupyc 1 1 2 TMNoB, onpegeneHve AHK B cocko6e anuTennanbHbIX KNeTOK YpOoreHUTabHOro 450
TpaKTa, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.18.

epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)

30.18.001 AHTuTeNa Knacca IgG K repnecsupycy yenoseka 6 tuna (Anti-HHV-6 1gG) 600

30.18.002 "epneceupyc 6 Tuna, onpegeneHne AHK B Bbinote (HSV-6 DNA, Exudate)* 250

30.18.003 "epnecsupyc 6 Tmna, onpegenenve IHK B BeHo3HoW kKposn (HSV-6 DNA, Blood)* 500

30.18.004 "epnecsupyc 6 Tvna, onpegenedne AHK B moue (HSV-6 DNA, Urine)* 250

30.18.005 "epnecsupyc 6 Tvna, onpefeneHne AHK B cockobe anuTenuanbHbIX KNETOK cIn3ncToii Hoca (HSV-6 250
DNA, Scrape of Nasal Epithelial Cells)*

30.18.006 "epnecsupyc 6 T1na, onpegeneHne JHK B cockobe anuTennaibHbIX KNeTOK poTorioTkn (HSV-6 250
DNA, Scrape of Faucial Epithelial Cells)*

30.18.007 "epnecsupyc 6 Tnna, onpeaeneHne JHK B cbiBopoTke Kposu (HSV-6 DNA, Serum)™ 500

30.18.008 I"epnieceupyc 6 Tmna, onpegeneHne JHK B citoHe (HSV-6 DNA, Saliva)* 250

30.18.009 epnecsupyc 6 Tvna, onpegenedne AHK B cnmHHOMO3roBow xugkoctn (HSV-6 DNA, Cerebrospinal 250
Fluid)*

30.18.010 "epnecsupyc 6 Tuna, onpeaeneHne JHK B cekpete npocTathl, ankynate (HSV-6 DNA, Prostatic 250

Fluid, Semen)*




Kog ycnyru Ha3saHwue ycnyru LleHa

30.18.011 "epnecsupyc 6 Tuna, onpeaeneHne JHK B cockobe snuTennanbHbIX KNETOK YPOreHUTanbHOro TpakTa 400
(HSV-6 DNA, Scrape of Urogenital Epithelial Cells)*

30.18.012 AHTUTENA Knaccos IgM u 1gG, onpegeneHne aBUAHOCTM K BUPYCY NPOCTOro repreca 1 v 2 TUNoB 600
(Anti-HSV-1, 2 IgM, IgG, Avidity)

30.18.013 Komnnekc nccnegosannii Ha TORCH-uHdekuun 1gG n IgM, onpeaeneHne aBugHOCTM 2000
(ToRCH-Infection 1gG, IgM, Avidity)

30.18.014 Komnnekc nccnegosannii Ha TORCH-uHdbekuyun 1gG v IgM, 6e3 onpeaeneHns aBugHOCTy 1900
(ToRCH-Infection 1gG, IgM, without Avidity)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.19.
"epnec-Bupyc Yenoseka 8 tnuna (Human herpesvirus 8, HHV-8)

30.19.001 |AHTV|Tena Knacca 1gG K repnecsupycy 4yenoseka 8 tuna (Anti-HHV-8 IgG) | 600

30. ANATHOCTUKA NHPEKLIMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.20. MoHopest
(roHokoKK) (Neisseria gonorrhoeae)

30.20.001 "oHOKOKK, onpefeneHne HK B cockobe anuTenmanbHbIX KNeTOK KOHbIOHKTUBLI (Neisseria 250
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

30.20.002 "oHokokK, onpefenedve AHK B moue (Neisseria gonorrhoeae, DNA, Urine)* 250

30.20.003 "OHOKOKK, onpegeneHne AHK B cockob6e anmTennaibHbIX KNETOK CAIM3UCTON NPSIMOIA KALLIKK 250
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

30.20.004 "oHOKOKK, onpegeneHne AHK B cockobe anuTenvanbHbIX KneTok potornotku (Neisseria gonorrhoeae, 250
DNA, Scrape of Faucial Epithelial Cells)*

30.20.005 I"OHOKOKK, onpefeneHne AHK B cnHoBuanbHoM xunakoctun (Neisseria gonorrhoeae, DNA, Synovial 500
Fluid)*

30.20.006 "oHoKOKK, onpefeneHve AHK B cekpeTe npocTtartsl, 3skynsaTe (Neisseria gonorrhoeae, DNA, Prostatic 250
Fluid, Semen)*

30.20.007 "oHoKOKK, onpefeneHve AIHK B cockobe anuTenmanbHbIX KNETOK yporeHuTasibHoro tpakta (Neisseria 250
gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

30.20.008 MoceB Ha roHoKoKK (Neisseria gonorrhoeae, roHopest), ornpeseneHve YyBCTBUTENLHOCTU K 550
aHTMMKKPOOHbIM NpenapaTam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.23.
[unzeHTepus amebHas, amedturas (Entamoeba histolytica)

30.23.001 |AHTVITeﬂa knacca IgG K aHTUreHam auseHTepuinHoi amebbl (Anti-Entamoeba histolytica 1gG) | 600

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.24.
[JunzeHTepus bakTepuabHas, wunrennes, wurennsl (Shigella flexneri, Shigella sonnei)

30.24.001 PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 550

30.24.002 PMIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 550

30.24.003 PMIA ¢ Shigella sonnei (Shigella sonnei, IHA) 550

30.24.004 MoceB Ha NaToreHHyo KuweyHyto giopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 600
Identification)

30.24.005 MoceB Ha NAaTOreHHYH KULLEYHYHO (h1opy, ONpeaeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOOHbIM 700

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

30.24.006 MoceB Ha NaTOreHHYH KULLEYHYHO (hiopy, OnpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHbLIM 700
npenapatam u 6aktepuodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

30. ANATHOCTUKA NMHPEKLMOHHbIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.25.
OndTepus, andTepuiiHas nanoyka (Corynebacterium diphtheriae)

30.25.001 AHTuTena Knacca IgG K gudtepuitHomy aHaTtokcuHy (Anti-Diphtheria Toxoid IgG) 1100

30.25.002 Moces Ha andteputo (Corynebacterium diphtheriae Culture) 700

30. ANATHOCTUKA NHPEKLMOHHbBIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.26. ViepcuHun,
MepcrnHmo3, nceBaoTybepkynes (Yersinia enterocolitica)

30.26.001 AHTuTena knacca IgA k aHturedam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gA) 550
30.26.002 AHTuTena knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 19gG) 550
30.26.003 MoceB kana Ha nepcuHum (Yersinia enterocolitica, nepcnHMo3, onpegeneHne YyBCTBUTEIbHOCTY K 800

aHTUMUKPOG6HLIM Npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

30.26.004 PMIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 550
30.26.005 PMI"A ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, IHA) 550
30.26.006 PMI"A ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9, IHA) 550

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.27.
KamnuiobakTepmos, kamnuaobakTtep (Campylobacter spp.)




Kog ycnyru

Ha3saHwue ycnyru

LleHa

30.27.001

MoceB kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

550

30. ANATHOCTUKA NHPEKLMOHHbBIX 3ABEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.28. KaHanaos,
KaHanaa (Candidiasis, Candida)

30.28.001 AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 240

30.28.002 MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 400

30.28.003 KaHanaa, onpegenedne AHK B BbinoTe (Candida albicans, DNA, Exudate)* 300

30.28.004 KaHanaa, onpegeneHne AHK B cockobe anutenmanbHbIX KneTok koxku (Candida albicans, DNA, 250
Scrape of Skin Epithelial Cells)*

30.28.005 KaHanaa, onpegenedne HK B moye (Candida albicans, DNA, Urine)* 250

30.28.006 KaHanaa, onpegeneHne HK B cockobe snuTenmanbHbIX KNETOK CAM3UCTON Npamoii kuwwku (Candida 250
albicans, DNA, Scrape of Rectal Epithelial Cells)*

30.28.007 KaHgnaa, onpegenedne AHK B cockobe anutenmanbHbIX KNneTok potornoTtku (Candida albicans, DNA, 250
Scrape of Faucial Epithelial Cells)*

30.28.008 KaHgupga, onpegenenne AHK B cntoHe (Candida albicans, DNA, Saliva)* 250

30.28.009 KaHgnpa, onpegeneHne AHK B cekpeTe npoctaThl, 3skynate (Candida albicans, DNA, Prostatic Fluid, 250
Semen)*

30.28.010 Kanguga, onpegenedme JHK B cockobe anuTennabHbIX KNeTOK yporeHuTanbHoro TpakTa (Candida 250
albicans, DNA, Scrape of Urogenital Epithelial Cells)*

30.28.011 KaHamaa (Candida albicans, Candida crusei, Candida glabrata), onpegeneHve AHK (Candida albicans, 550
Candida crusei, Candida glabrata, DNA)*

30.28.012 KaHanpaos, ckpuHuHr 1 Tunmposarmve (Candidiasis, Screening and Typing) 1000

30.28.013 KaHampos, ckpuHuHr (Candidiasis, Screening ) 400

30.28.014 KaHanpaos, TunuposaHme (Candidiasis, Typing) 700

30.28.015 MoceB Ha ApoXx>KenogobHble rpubbl (pogos Candida, Cryptococcus) ¢ onpeaeneHnem 550

YyBCTBMTE/bHOCTW K aHTUMUKOTUYecKuM npenapatam (Yeast Culture. Identification and Antimycotic
Susceptibility testing)

30. AMATHOCTUKA NMHPEKLIMOHHbLIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.29. KneLueBoii
3HUedannT, BUpYCc KneleBoro aHuedaanta (Flavivirus, Tick-borne encephalitis virus)

30.29.001 AHTUTena Knacca IgG K Bupycy knewesoro sHuedanmta (Anti-Tick-borne Encephalitis Virus (TBEV) 300
1gG)

30.29.002 AHTUTena knacca IgM k Bupycy Knewesoro sHuetanuta (Anti-Tick-borne Encephalitis Virus (TBEV) 300
IgM)

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.30.

Knoctpnamnos, nceBaomemopaHo3Hbii Konut (Clostridium difficile)

30.30.001 Moces Ha knoctpuaum (Clostridium difficile, ncesgomem6paHosHbiin konut) (Clostridium difficile 800
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

30.30.002 Toxin A Clostridium difficile, nceBgoMeM6paHO3HbI KONUT, aHTUreHHbIR TecT (Toxin A Clostridium 700

difficile. One Step Rapid Immunochromotographic Assay)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.31. KokntoLu
(Bordetella pertussis, Whooping Cough)

30.31.001 AHTuTena knacca IgA Kk Bordetella pertussis (Anti-Bordetella pertussis IgA ) 800
30.31.002 AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 300
30.31.003 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis 1gM) 300
30.31.004 Koknow (Bordetella pertussis), onpesenenve AHK (Bordetella pertussis, DNA)* 250
30.31.005 MoceB oTAenseMoro poTornoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis, 900
Koknow/napakokntow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)
30. AUATHOCTUKA NHDEKLIMOHHbIX 3ABEOIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.32. Kopb
(Morbillivirus, Measles virus)
30.32.001 AHTuTena Knacca IgG Kk Bupycy kopu (Anti-Measles 1gG) 1100
30.32.002 AHTuTena Knacca IgM K Bupycy kopm (Anti-Measles IgM) 800

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.33. KpacHyxa

(Rubella virus)

30.33.001 AHTuTena knacca IgG k supycy kpacHyxu (Anti-Rubella IgG) 380

30.33.002 AHTUTeNa Knacca IgM K Bupycy KpacHyxu (Anti-Rubella IgM) 280

30.33.003 AHTHTeNa knacca IgG K aHTUreHam Brpyca KpacHyXu, BbiSB/SEMble METOA0OM UMMYHOBNOTTUHIA 2200
(Anti-Rubella 1gG, Immunoblot )

30.33.004 AHTUTeNa knacca IgM u 1gG K Bupycy KpacHyxu, onpegeneHue asuaHoctn (Anti-Rubella IgM, 1gG, 900
Avidity)

30.33.005 Bupyc kpacHyxu, onpegeneHne JHK B cbiBopoTke kpoBu (Rubella Virus, DNA, Serum)* 450
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Ha3saHwue ycnyru
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30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.34.
Kpuntocnopunanos, BoasHUcTas amapes (Kkpyntocnopuanmn napsym) (Cryptosporidium parvum)

30.34.001 KpunTtocnopuanmn napsym (Cryptosporidium parvum), anapeiHblii CUHAPOM, aHTUTEHHbIN TECT 600
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.35.

JlakTobaKTepun, naktobauwnnnsl (Lactobacillus spp.)

30.35.001 NakTobakTepun, onpeaeneHve AHK B cOCKoGe annTenuanbHbIX KNETOK YPOreHMTaIbHOro TpakTa 260
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.36.

Jluctepnos, nnctepum (Listeria monocytogenes, Listeriosis)

30.36.001 NucTepun, onpegeneHne HK B cockobe anuTeNnanbHbIX KNETOK cm3ucToli Hoca (Listeria 350
monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

30.36.002 Nuctepun, onpegeneHne AHK B nnasme kposu (Listeria monocytogenes, DNA, Plasma)* 300

30.36.003 NucTepun, onpegeneHne AHK B cockobe snuTennanbHbIX KNeTOK poTornoTku (Listeria 400
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

30.36.004 INuctepun, onpegenenve AHK B cuHoBransHo xugkocTy (Listeria monocytogenes, DNA, Synovial 450
Fluid)*

30.36.005 Nuctepun, onpegeneHne AHK B cnmHHOMO3roBoi »xxugkocTu (Listeria monocytogenes, DNA, 300
Cerebrospinal Fluid)*

30.36.006 MoceB rMHeKonornyeckoro Mateprana Ha nuctepun (Listeria monocytogenes, nuctepunos) (Listeria 800
monocytogenes Culture. Bacteria Identification)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.37.

JIambnunos,naménum (Giardia lamblia intestinalis)

30.37.001 AHTUTena knaccoB IgM, I1gG, IgA K aHTureHam namoéaunia, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 600
IgA, Total)

30.37.002 Naménun (Giardia liamblia), gnapeiiHbiii cMHAPOM, aHTUreHHbIA TecT (Giardia liamblia. One Step 800
Rapid Immunochromotographic Assay)

30.37.003 AHTuTeNa Knacca IgM K aHTureHam namb6aunii (Anti-Giardia lamblia 1IgM) 300

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.38.

MeHunHrnT, MeHnHrokokk (Neisseria meningitides)

30.38.001 MoceB Ha MEHWUHIOKOKKM, OnpejeneHne YyBCTBUTENBHOCTU K aHTUMUKPOGHBIM npenapatam (Neisseria 800

meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

30. ANATHOCTUKA NHPEKLIMOHHbLIX 3ABEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.39. Myko3bl

(napasutapHble rpubsbl — aepmatodmThl) (Skin and Nail Mycoses)

30.39.001 Mapa3suTapHble rpubbl, MKpPOCKONMYeckoe nuccnegoBaHme npob Horteit (Fungal Infections of Nails) 1000

30.39.002 MapasuTapHble rpubsbl, MUKPOCKONUYeckoe ucciefosadue npob koxu (Fungal Infections of Skin) 1000

30.39.003 MwuKpocKonua 1 NoceB Ha NapasuTapHble rprnbsl (Koxa) (Parasitic Fungi, Microscopy and Culture 1700
(skin))

30.39.004 MuKpockonus 1 NoceB Ha NapasuTapHble rpunbsl (Hortu) (Parasitic Fungi, Microscopy and Culture 1700

(nails))

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABEOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.40.

MukonnasmeHHasa nHGeKuUus, mukonaasmos (Mycoplasma genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

30.40.001 Mukonnasma (Mycoplasma hominis), onpegeneHue AHK B moye (Mycoplasma hominis, DNA, 250
Urine)*

30.40.002 Mukonnasma (Mycoplasma hominis), onpegenedue JHK B cekpeTe npoctathbl, 3skynate (Mycoplasma) 250
hominis, DNA, Prostatic Fluid, Semen)*

30.40.003 Mukonnasma (Mycoplasma hominis), onpegenedne JHK B cocko6e anuTenanbHbIX KNeTOK 250
yporeHmTasibHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*

30.40.004 Mukonnasma (Mycoplasma genitalium), onpegeneHve AHK B moue (Mycoplasma genitalium, DNA, 250
Urine)*

30.40.005 Mukonnasma (Mycoplasma genitalium), onpegeneHve AHK B cekpeTe npocTaTbl, 39KynaTe 250
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

30.40.006 Mukonnasma (Mycoplasma genitalium), onpesenenve HK B cockobe anuTenmasbHbIX KIeToK 250
yporeHutanbHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

30.40.007 Mukonnasma (Mycoplasma pneumoniae), onpegeneHune HK B mokpoTte (Mycoplasma pneumoniae, 430
DNA, Sputum)*

30.40.008 Mukonnasma (Mycoplasma pneumoniae), onpegeneHve JHK B nnasme kposu (Mycoplasma 430
pneumoniae, DNA, Plasma)*

30.40.009 Mukonnasma (Mycoplasma pneumoniae), onpegeneHune JHK B cockobe snuTennanbHbIX KNeTOK 380
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

30.40.010 Mukonnasma (Mycoplasma pneumoniae), ornpegeneHune JHK B citoHe (Mycoplasma pneumoniae, 380

DNA, Saliva)*




Kog ycnyru Ha3saHwue ycnyru LleHa

30.40.011 AHTuTena knaccoB IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG) 1100

30.40.012 AHTUTena knacca IlgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 650

30.40.013 AnTtuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 450

30.40.014 AHTnTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG) 1100

30.40.015 AHTUTena knacca IgM kK Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 600

30.40.016 AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae 1gG) 600

30.40.017 AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis 1gA) 400

30.40.018 AHTuTena knaccos 1gG un IgA k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG, 1gA) 900

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.41.

MuKpob6moLLeHO3 yporeHmTanbHoro TpakTa (Urogenital Tract Microbiocenosis)

30.41.001 NakTtobaktepun, onpeseneHve AHK B cockobe anuTenuasbHbIX KNEeTOK YPOreHUTaIbHOro TpakTa 250
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

30.41.002 BakTepongbl, onpegeneHme JHK B cocko6e anmMTeNnaibHbIX KNETOK YPOreHUTa/IbHOro TpakTa 250
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

30.41.003 MobunyHkyc, onpegeneHue JHK B cockobe anuTenmnanbHbIX KNeTOK YpOoreHUTanbHOro TpakTa 250
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

30.41.004 CKPWHUHT MUKPOIopb! yporeHUTasIbHoro TpakTa (13 + KBM), cocko6 anutenuanbHbIX KNeToK 1550
yporeHuTasibHoro Tpakta (Microflora of Urogenital Tract, Scrape of Urogenital Epithelial Cells,
Screening)*

30.41.005 BoisineHne Bo3byantenein MMM (7 + KBM), cockob anuTennanbHbIX KNeTOK YporeHnTanbHoro 950
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital
Epithelial Cells)*

30.41.006 OEMO®JIOP-9 + KBM, cOCKOb 3nuTeNnanbHbIX KNeTOK YporeHuTanbHoro Tpakta (FEMOFLOR?9, 1100
Scrape of Urogenital Epithelial Cells)*

30.41.007 OEMO®JIOP-17 + KBM, cockob anuTenmaNbHbIX KNETOK YPOreHnTaslbHoro TpakTa 1760
(FEMOFLOR?17, Scrape of Urogenital Epithelial Cells)*

30.41.008 MHBNO®JTIOP ? KOMMNEKCHOe uccneaoBaHme MUKponopbl yporeHnTansHoro Tpakta (INBIOFLOR 3000
? Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

30.41.009 BoisisneHue Bo3byamteneii MMM (4 + KBM): onpegenenne AHK Chlamydia trachomatis, Neisseria 1700
gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yvenoseka (Identification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,

30.41.010 bakTepuanbHbii BarmHo3 (Bacterial Vaginosis, BV) 1700

30.41.011 MHBWO®JTOP ? ycnoBHO-NaToreHHbIe MUKOMIa3Mbl YenoBeKa (YpOoreHNTasIbHbI CKPUHWHT) 550
(INBIOFLOR ? Mycoplasma, Urogenital Screening)

30.41.012 KaHanaos, ckpuHuHT 1 Tunmposarmne (Candidiasis, Screening and Typing) 1050

30.41.013 KaHanpaos, ckpuHuHr (Candidiasis, Screening ) 450

30.41.014 KaHanpaos, TunuposaHme (Candidiasis, Typing) 700

30.41.015 YCNOBHO-MATOreHHbIE MUKOMIa3Mbl, MOHUTOPUHT addekTnBHOCTU nedeHns (Ureaplasma urealyticum) 450
(Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

30.41.016 Y CNOBHO-MATOreHHbIE MUKOMNNa3Mbl, MOHUTOPUHT 3th(heKTUBHOCTM neveHmns (Ureaplasma parvum) 450
(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

30.41.017 Y CNOBHO-NATOreHHbIE MUKOMNa3Mbl, MOHUTOPUHT 3PdeKTUBHOCTY neveHns (Mycoplasma hominis) 450
(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.42.

MobunyHkyc (Mobiluncus curtisii, M. mulieris)

30.42.001 MobunyHkyc, onpegeneHve JHK B cocko6e anuTeNManbHbIX KNeTOK YPOreHUTaIbHOro TpakTa 250
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

30. ANATHOCTUKA NMHPEKLMOHHbIX 3AEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.43.

HopoBupycHasi uHdeKLMsi (HopoBMpYCbI 2-1i reHorpynnbl, Norovirus, Group 2)

30.43.001 |H0pOBI/IpbeI 2-0i1 reHorpynnel, onpegenedne PHK B kane (Norovirus, Group 2, RNA, Fecal) | 500

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.44.

Onunctopxo3 (Kowaybs AByycTKa, Opisthorchis felineus)

30.44.001 AHTUTena Knacca IgG K aHTureHam onvctopxuca (Anti-Opisthorchis felineus 1gG) 300

30.44.002 AHTUTENA KNaccos IgM, 19G v umMpkynupytoLe MMyHHble koMnekebl (LIWK) kK aHTureHam 300

onuctopxuca (Anti-Opisthorchis felineus IgM, 1gG, Circulating Immune Complexes (CIC))

30. AMATHOCTUKA NHPEKLIMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.45. OcTpble

KuwiedHble nHdekumn (Acute Intestinal Infections)

30.45.001 JHTepoBupychl, onpegeneHune PHK B kane (Enterovirus, RNA, Fecal) 500
30.45.002 HopoBwupychbl 2-oi1 reHorpynnel, onpegenenme PHK B kane (Norovirus, Group 2, RNA, Fecal) 500
30.45.003 OcTpble KuweyHble MHgeKLK, MLP-CKpUHWMHE BOCbMY 6aKTepuasibHbIX U BUPYCHbIX BO30OYAMTENEi 1300

OCTPbIX KMLIEYHbIX MHMeKUM B Kane (Acute Intestinal Infections, PCR, Fecal)




Kog ycnyru Ha3saHwue ycnyru LleHa

30.45.004 OcTpble KuLeyHble nHeKUmK, MLIP-CKpUHUHE TPEX BUPYCHbIX BO36yauTeneld, kan (Acute Intestinal 1400
Infections, PCR, Fecal)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABOSIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.46.
Mapakokntow (Bordetella parapertussis)

30.46.001 MoceB 0TAeNsieMoro poTornoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis, 900
Koknow/napakoknioww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.47. MapoTut
anugemmnyeckuin (Parotitis epidemica, Mumps, Epidemic Parotitis)

30.47.001 AHTUTENa Knacca IgG K Bupycy anugemudeckoro napotuta (Anti-Mumps 1gG) 700

30.47.002 AHTUTENa Knacca IgM K Bupycy anugemmyeckoro napotuta (Anti-Mumps 1gM) 700

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.48.
[MpocTeinlumne: An3eHTEPUnHaN ameba, namonus, banaHTuanii (Entamoeba histolytica, Giardia intestinalis, Balantidium coli)

30.48.001 |AHam/|3 kana Ha npocTeiwne (PRO Stool) | 300

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.49.
PecnnpaTopHO-CUMHUMTUaIbHASA NHDeKLUNS (PecNUPaTOPHO-CUHUMTUa/IbHbIN BUpYC) (Respiratory Syncytial Virus, RSV)

30.49.001 AHTUTeNa knacca lgG K pecnmpaTopHO-cUHUMTUaNbHOMY Bupycy (Anti-Respiratory Syncytial Virus 700
(RSV) IgG)

30.49.002 AHTUTeNa Knacca IgM K pecnupaTopHO-CMHUMTUaNbHOMY BUpYCY (Anti-Respiratory Syncytial Virus 700
(RSV) IgM)

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3ABEOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.50.
Pukketcunos, Tug cbinHon (pukketcumn) (Typhus, Rickettsia prowazekii)

30.50.001 |PI‘IFA C CbIMHOTM(O3HLIM AMArHOCTUKYMOM prKKeTcuid MpoBayeka (Rickettsia prowazekii, IHA) | 550

30. ANATHOCTUKA MHPEKLMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.51.
PoTtaBupycHasa nHekums (potasupyc) (Rotavirus)

30.51.001 PotaBupyc (Rotavirus), AnapeliHblil CMHAPOM, aHTUreHHbI TecT (Rotavirus Direct Detection by Latex 500
Agglutination)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.52.
CanibMoHennbl (Tud 6proLLIHON, NapaTud, caibMoHennes, Salmonella spp.)

30.52.001 AHnTuTena K Salmonella typhi, PINTA (Salmonella typhi Antibodies, IHA) 500
30.52.002 PIMIA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 500
30.52.003 PIMIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 500
30.52.004 PIMIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 500
30.52.005 PMIA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 500
30.52.006 AnTuTena K Salmonella gr.E, PMIA (Salmonella gr.E Antibodies, IHA) 500
30.52.007 PIMIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 500
30.52.008 MoceB Ha NaTOreHHyH KuleyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 600
Identification)
30.52.009 MoceB Ha NaTOreHHYH KULLEYHYHO (h1opy, OnpeaeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOOHbIM 800

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

30.52.010 MoceB Ha NaTOreHHyH KULLEYHYIO (opy, onpeaenieHne YyBCTBUTEIbHOCTA K aHTUMUKPOGHBIM 800
npenapatam u 6aktepunodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

30. AMATHOCTUKA NMHPEKLIMOHHbLIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.53. Cudmnuc
(Treponema pallidum, Syphilis)

30.53.001 Cuunnc RPR — aHTukapamonunmHosblid TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 100
Test)

30.53.002 AHTuTena knaccos IgM u 1gG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 300
1gG, Total)

30.53.003 AHTnTena knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM ) 600

30.53.004 AHTUTena knacca IgM K Treponema pallidum, BbisiBNsieMble METOAOM MMMYHOBIOTTUHI A 2600
(Anti-Treponema pallidum IgM, Immunoblot )

30.53.005 AHTUTena knacca IgG k Treponema pallidum, BbisiBNsieMble METOA0M UMMYHOONOTTUHIa 2100
(Anti-Treponema pallidum 1gG, Immunoblot )

30.53.006 Peakuus BaccepmaHa (RW) Ha cudmnmc (KoMnieKe Ceponiormyecknx peakumii Ha cugmamnc) 900
(Wassermann Reaction (RW), Wassermann Test)

30.53.007 bresnHas TpenoHema, onpefenenve AHK B cockobe anuTenuanbHbIX KNETOK KOHbIOHKTWBbI 250
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*

30.53.008 BneaHas TpenoHema, onpegenenve AHK B cockobe anmTenvanbHbIX KNeTokK Koxu (Treponema 250

pallidum, DNA, Scrape of Skin Epithelial Cells)*

30.53.009 bnefnHas TpenoHema, onpegeneHme AHK B moye (Treponema pallidum, DNA, Urine)* 250




Kog ycnyru Ha3saHwue ycnyru LleHa

30.53.010 bnenHas TpenoHema, onpegenenve AHK B otaensiemom (Treponema pallidum, DNA, Secretion)* 250

30.53.011 bneaHas TpenoHema, onpegeneHve AHK B cOCKoGe anmTenManbHbIX KNEeTOK poTornoTku (Treponema 250
pallidum, DNA, Scrape of Faucial Epithelial Cells)*

30.53.012 bnegHas TpenoHema, onpegenedne AHK B cbiBopoTke KpoBu (Treponema pallidum, DNA, Serum)* 400

30.53.013 brnefgHas TpenoHema, onpegenedne AHK B cnMHHOMO3roBol Xunakoctu (Treponema pallidum, DNA, 250
Cerebrospinal Fluid)*

30.53.014 BnegHan TpenoHema, onpegeneHve AHK B cekpeTe npoctatsl, aakynate (Treponema pallidum, DNA, 250
Prostatic Fluid, Semen)*

30.53.015 BrefHaa TpenoHema, onpegenedve AHK B cockobe anuTenmabHbIX KNETOK YPOreHUTaIbHOro TpakTa 250
(Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.54.

CTadnnoKoKKoBasa MHMbeKLMS (CTadMI0KOKK 30/10TUCTbIN, Staphylococcus aureus)

30.54.001 lMoceB Ha 30M10TUCTBIN CTAPUIOKOKK (METULIMIMH-PE3NCTEHTHBIA 30/10TUCTLIA cTagmnokokk, MP3C) 500
(Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria ldentification)

30.54.002 MoceB Ha 3010TUCTbIN CTatiMIOKOKK (METULIMANNH-PE3NCTEHTHBIV 30N10TUCTbIN CTadiMNoKoKK, MP3C) 500
(Staphylococcus aureus), onpefeneHne YyBCTBUTENbHOCTY K aHTUMUKPOBHBLIM NpenapaTam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Ba

30.54.003 MoceB Ha 30M10TUCTbIN CTaMNOKOKK (METULIMMIMH-PE3NCTEHTHBIA 30/10TUCTBIN cTagmnokokk, MP3C) 800
(Staphylococcus aureus), onpefieneHune YyBCTBUTEIbHOCTU K pacLUMPEHHOMY CNeKTpy
aHTUMMKPOBHLIX NpenapaToB (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureu

30.54.004 MoceB Ha 30M10TUCTBIN CTAPUIOKOKK (METULIMIMH-PE3NCTEHTHBIA 30/10TUCTLIA cTagmnnokokk, MP3C) 760
(Staphylococcus aureus), onpefeneHne YyBCTBUMTENBHOCTY K aHTUMUKPOGHBIM NpenapaTtam u
bakTepuodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — M

30.54.005 MoceB Ha 3010TUCTLIN cTadmnokokK (Staphylococcus aureus) (Staphylococcus aureus Culture. 760
Bacteria Identification)

30.54.006 MoceB Ha 30M10TUCTBIN cTadmnoKokk (Staphylococcus aureus), onpeaeneHne YyBCTBUTENBHOCTU K 760
aHTUMUKPOG6HLIM Npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

30.54.007 MoceB Ha 30M10TUCTLIN cTadmMNoKOKK (Staphylococcus aureus), onpeaeneHne YyBCTBUTENBHOCTU K 800
pacLuMpeHHOMY CNEKTPY aHTMMKKPOGHBIX npenapatos (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

30.54.008 MoceB Ha 3010TUCTbIN cTadMNOKOKK (Staphylococcus aureus, onpeaeneHne YyBCTBUTENbHOCTM K 900

aHTMMMKPOGHBLIM NpenapaTaM 1 6akTepunodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.55. CToN6HsK

(Tetanus)

30.55.001 |AHTVITeﬂa Knacca 1gG K cTonbHsa4HOMY aHaTOKCcKHY (Anti-Tetanus toxoid 1gG) 1100

30. AUATHOCTUKA NHDEKLIMOHHbIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.56.

CTpenTOKOKKOBas MH(eKLMA (CTPeNTOKOKKM rpynn A u B) (Streptococcus group A, B, S. pyogenes, S. agalactiae)

(Streptococcal Infection)

30.56.001 CTpenToKOKK, onpefenedve AHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 800

30.56.002 CTpenToKOKK, onpefeneHve AHK B nna3ve Kposu (Streptococcus spp., DNA, Plasma)* 670

30.56.003 CTpenToKOKK, onpefenerne AHK B cockobe anmTenmanbHbIX KNETOK pOTOrnoTku (Streptococcus spp., 400
DNA, Scrape of Faucial Epithelial Cells)*

30.56.004 CTpenToKOKK, onpefenedve AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 400

30.56.005 MoceB Ha GeTa-remMoIMTMYECKNIA CTPENTOKOKK rpynmnbl A (Streptococcus group A, Streptococcus 900
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)

30.56.006 MoceB Ha GeTa-reMoMTMYeCKUiA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 1100
pyogenes), onpegeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM npenapaTtam (Streptococcus pyogenes
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

30.56.007 MoceB Ha BeTa-remoMTMYECKUiA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus 500
agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)

30.56.008 MoceB Ha GeTa-remMonMTMYECKNiA CTPENTOKOKK rpynmnbl B (Streptococcus group B, Streptococcus 900
agalactiae), onpegeneHne 4yBCTBUTENBHOCTY K aHTUMUKPOOHbLIM npenapartam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

30.56.009 CTpenTOKOKK rpynnbl B, aHTUreHHsbI TecT (Streptococcus Group B. One Step Rapid 760
Immunochromotographic Assay)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.57.

CTtpoHrunounao3s (Strongyloides stercoralis)

30.57.001 |AHTVITeﬂa Knacca 1gG K aHTureHam cTpoHrunongosa (Anti-Strongyloides stercoralis 1gG) 1300

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.58.

T-numdoTponHbIn BUpYc (Deltaretrovirus, Human T-Lymphotropic Virus, HTLV)




Kog ycnyru Ha3saHwue ycnyru LleHa

30.58.001 AHTuTena knacca IgG K T-numdoTponHoOMy BMpYcy YenoBeka Tvna 1 n 2 tunos (Anti-HTLV-1, 2 1gG 400
)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.59.

ToKcokapo3 (ToKcoKapa, Toxocara canis)

30.59.001 |AHTVITeﬂa Knacca 1gG K aHTureHam Tokcokap (Anti-Toxocara 1gG) | 220

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.60.

Tokconna3mo3 (Tokconsasma) (Toxoplasmosis, Toxoplasma gondii)

30.60.001 AnTnTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii 1gG) 300

30.60.002 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii 1gM) 300

30.60.003 AHTUTeNa knaccos IgM 1 1gG k Toxoplasma gondii, orpegeneHue asugHocT (Anti-Toxoplasma 760
gondii IgM, 19G, Avidity)

30.60.004 Tokconnasma, onpegenedne HK B Bbinote (Toxoplasma gondii, DNA, Exudate)* 170

30.60.005 Tokconnasma, onpeaeneHne JHK B cbiBopoTKe Kposu (Toxoplasma gondii, DNA, Serum)* 400

30.60.006 Tokconnasma, onpegeneHne AHK B cnnHHOMO3roBoit xugkoctu (Toxoplasma gondii, DNA, 170
Cerebrospinal Fluid)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.61.

TpuxuHennes (TpuxuHensa, Trichinella spiralis)

30.61.001 AHTuTena Knacca IgG K aHTureHam TpuxuHenn (Anti-Trichinella 1gG) 500

30.61.002 AHTuTena knaccoB IgM n IgG k aHTureHam TpuxmHenn (Anti-Trichinella IgM, 1gG) 900

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.62.

TpuxomoHwmas (TpuxomoHaga) (Trichomonas vaginalis, Trichomoniasis)

30.62.001 AHTUTeNa Knacca lgG Kk Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 260

30.62.002 AHTUTena Knaccos 1gG 1 IgA k Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG, 1gA) 260

30.62.003 TpuxomoHaga, onpegeneHve AHK B moue (Trichomonas vaginalis, DNA, Urine)* 250

30.62.004 TpuxomoHaga, onpesenerHve AHK B cekpeTe npocTtartsl, askynaTe (Trichomonas vaginalis, DNA, 250
Prostatic Fluid, Semen)*

30.62.005 TpuxomoHaga, onpegeneHve AHK B cocKobe annTenmnanbHbIX KNEeTOK YPOreHMTalbHOro TpakTa 250
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.63.

Ty6epkynes (MukobakTepum Ty6epkysesa) (Mycobacterium Tuberculosis)

30.63.001 AHTuTena knacco IgM, IgA, 1gG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1500
tuberculosis 1gM, IgA, 1gG, Total)

30.63.002 MukobakTepun Tybepkynesa, onpegenedne AHK B Boinote (Mycobacterium tuberculosis, DNA, 300
Exudate)*

30.63.003 MukobakTepun Tybepkynesa, onpefeneHme JHK B MokpoTe (Mycobacterium tuberculosis, DNA, 500
Sputum)*

30.63.004 MukobakTepumn Ty6epkynesa, onpegeneHve JHK B meHcTpyanbHoI kKpou (Mycobacterium 300
tuberculosis, DNA, Menstrual Blood)*

30.63.005 MukobakTepun Tybepkynesa, onpegenedme AHK B moye (Mycobacterium tuberculosis, DNA, Urine)* 250

30.63.006 MukobakTepumn Ty6epkynesa, onpegeneHve AHK B cbiBopoTke Kposu (Mycobacterium tuberculosis, 400
DNA, Serum)*

30.63.007 MukobakTepun Tybepkynesa, onpegenedme AHK B cMHoBManbHoM xunakoctn (Mycobacterium 400
tuberculosis, DNA, Synovial Fluid)*

30.63.008 MwukKobakTepumn Tybepkynesa, onpeaeneHne AHK B cnmHHOMO3roBoi xuakoctn (Mycobacterium 300
tuberculosis, DNA, Cerebrospinal Fluid)*

30.63.009 MukobakTepun Ty6epkynesa, onpefeneHve AHK B cekpeTe npocTtartsl, 3skynsate (Mycobacterium 250
tuberculosis, DNA, Prostatic Fluid, Semen)*

30. ANATHOCTUKA NMHPEKLMOHHbBIX 3AEO/IEBAHUI (Serology Diagnosis of Infectious Disease) / 30.64.

Ypeannasmo3s (ypeaniasmbl) (Ureaplasmosis, Ureaplasma spp., Ureaplasma urealyticum, Ureaplasma parvum)

30.64.001 AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 1gG) 280

30.64.002 AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 280

30.64.003 AHTuTena knaccos 1gG v 1gA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 19G, IgA) 280

30.64.004 Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegeneHve HK B moue (Ureaplasma 250
urealyticum (T-960), DNA, Urine)*

30.64.005 Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegeneHve JHK B cekpeTe npocTtaThbl, 250
ankynste (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

30.64.006 Ypeannasma (Ureaplasma urealyticum) (6mnosap T-960), onpeaeneHune JHK B cockobe 250
aNUTeNVanbHbIX KNETOK yporeHutanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of
Urogenital Epithelial Cells)*

30.64.007 Ypeannasma (Ureaplasma parvum), onpegeneHune JHK B mode (Ureaplasma parvum, DNA, Urine)* 250
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30.64.008 Ypeannasma (Ureaplasma parvum), onpegenedme JHK B cekpete npocTtaTsl, 3skynsate (Ureaplasma 250
parvum, DNA, Prostatic Fluid, Semen)*

30.64.009 Ypeannasma (Ureaplasma parvum), onpegeneHune JHK B cocko6e anuTennanbHbIX KNETOK 250
yporeHuTasibHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

30.64.010 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHvie AHK B moue 250
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

30.64.011 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve HK B cekpete 250
npocTarthbl, askynare (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

30.64.012 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenesme JHK B cockobe 250
aNUTeNVanbHbIX KNETOK yporeHuTanbHoro TpakTa (Ureaplasma urealyticum + Ureaplasma parvum,
DNA, Scrape of Urogenital Epithelial Cells)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.65.

XenvkobakTepHasa nHpekLma (xenukobakTtep) (Helicobacter pylori)

30.65.001 AHTnTena knacca lgG k Helicobacter pylori (Anti-Helicobacter pylori 1gG) 300

30.65.002 AHTuTena knacca IgM K Helicobacter pylori (Anti-Helicobacter pylori IgM) 700

30.65.003 AHTMTena Kknacca IgA K Helicobacter pylori (Anti-Helicobacter pylori 1gA) 700

30.65.004 AHTMTena knacca lgG k Helicobacter pylori, BbisiBnsieMble METOAOM UMMYHOGIOTTUHIA 2200
(Anti-Helicobacter pylori 1gG, Immunoblot)

30.65.005 AHTMTena knacca IgA K Helicobacter pylori, BbisiBnsieMble METO40M UMMYHOO/IOTTUHIA 2200
(Anti-Helicobacter pylori IgA, Immunoblot)

30. ANATHOCTUKA MHPEKLMOHHbLIX 3ABEO/IEBAHWI (Serology Diagnosis of Infectious Disease) / 30.66.

XnamuaniiHas nHgekums, xnammanos (xnammuamm) (Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,

Chlamydophila pneumoniae)

30.66.001 AHTtuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gA) 200

30.66.002 AHTUTena Knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 200

30.66.003 AHTUTena knaccos I1gA n 1gG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis IgA, 250
19G)

30.66.004 AHTtuTena knacca IlgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gM) 500

30.66.005 AHTuTena knacca IgM u IgG k Chlamydophila pneumoniae (anti-Chlamydophila pneumoniae 1gM, 350
19G)

30.66.006 AHTuTena knacca IgG Kk 6enky tennosoro woka (bTLU) Chlamydia trachomatis (Anti-cHSP60 1gG) 900

30.66.007 XenvkobakTep nunopw, onpegenedne AHK B 6ronTarte CAn3ncToli xenygka n/mnm 700
fBeHaguaTunepcTHol kuwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or
Duodenum, PCR)

30.66.008 Xnamnaus (Chlamydia trachomatis), onpegenesne AHK B BbinoTe (Chlamydia trachomatis, DNA, 250
Exudate)*

30.66.009 Xnamuams (Chlamydia trachomatis), onpegeneHve JHK B cockobe anuTennanbHbIX KNeToK 250
KOHbIOHKTMBBI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )*

30.66.010 Xnamugusa (Chlamydia trachomatis), onpegeneHne AHK B moye (Chlamydia trachomatis, DNA, 250
Urine)*

30.66.011 Xnammngua (Chlamydia trachomatis), onpegenenne JHK B cockobe anuTenmanbHbIX KNETOK CM3UCTOM 250
npamoii kuwkwm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

30.66.012 Xnammngua (Chlamydia trachomatis), onpegeneHne HK B cockobe anuTenmanbHbIX KIETOK 250
potornoTkm (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*

30.66.013 Xnamuaus (Chlamydia trachomatis), onpegenenne JHK B cuHoBmanbHoii xxugkocty (Chlamydia 400
trachomatis, DNA, Synovial Fluid)*

30.66.014 Xnamnaua (Chlamydia trachomatis), onpegenenve AHK B cnnHHOMO3roBoii xxugkocTtu (Chlamydia 250
trachomatis, DNA, Cerebrospinal Fluid)*

30.66.015 Xnamugusa (Chlamydia trachomatis), onpegenenve AHK B cekpeTe npoctaTbl, 3skynate (Chlamydia 250
trachomatis, DNA, Prostatic Fluid, Semen)*

30.66.016 Xnamugusa (Chlamydia trachomatis), onpegenenve AHK B cockobe anuTenanbHbIX KNeTok 250
yporeHuTasibHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

30.66.017 AHTnTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gA) 550

30.66.018 AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 200

30.66.019 AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gG ) 200

30.66.020 Xnamugusa (Chlamydia pneumoniae), onpegenenve AHK B mokpote (Chlamydophila pneumoniae, 900
DNA, Sputum)*

30.66.021 Xnamuaus (Chlamydia pneumoniae), onpegenedve AHK B nnasme kposu (Chlamydophila 550
pneumoniae, DNA, Plasma)*

30.66.022 Xnamuams (Chlamydia pneumoniae), onpegenedne HK B cockobe anutenmanbHbIX KNeToK 500

potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
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30.66.023 Xnamunausa (Chlamydia pneumoniae), onpeaenerne AHK B cntoHe (Chlamydophila pneumoniae, DNA, 500
Saliva)*

30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.67.

LinTomeranoBmpycHasa nHgekumns (uyutomeranosupyc, LIMB) (Cytomegalovirus, CMV, Cytomegalovirus Infection)

30.67.001 AHTMTeNa Knacca IgG k umutomeranosupycy (Anti-CMV 1gG) 250

30.67.002 AHTUTeNa knacca IgM Kk umtomeranosupycy (Anti-CMV IgM) 280

30.67.003 AHTUTena KnaccoB IgM n IgG K uuTomeranosmpycy, onpegeneHue asugHoct (Anti-CMV IgM, IgG, 500
Avidity)

30.67.004 Lintomeranosupyc, onpegenedne JHK B Bbinote (CMV DNA, Exudate)* 250

30.67.005 LinTomeranosupyc, onpegenedne JHK B cockobe snuTenanbHbIX KNeTOK KOHbIOHKTUBLI (CMV 250
DNA, Scrape of Conjunctiva Epithelial Cells )*

30.67.006 LinTomeranosupyc, onpegeneHne AHK B cockobe anutennanbHbIX KneTok koxkn (CMV DNA, Scrape 250
of Skin Epithelial Cells)*

30.67.007 LinTomeranosupyc, onpegenenme AHK B BeHo3Hol Kposu (CMV DNA, Blood)* 400

30.67.008 Lintomeranosupyc, onpegenenne JHK B moye (CMV DNA, Urine)* 250

30.67.009 LinTomeranosupyc, onpegenedme AHK B cockobe anmTennanbHbIX KNETOK CAM3UCToR Hoca (CMV 250
DNA, Scrape of Nasal Epithelial Cells)*

30.67.010 LinTomeranosupyc, onpegenesme AHK B cockobe anmtennanbHbIX KneTok potornoTkn (CMV DNA, 250
Scrape of Faucial Epithelial Cells)*

30.67.011 LinTomeranosupyc, onpeaenedne JHK B cbiBopoTke kpou (CMV DNA, Serum)* 3350

30.67.012 Lintomeranosupyc, onpeaenedne JHK B cntoHe (CMV DNA, Saliva)* 250

30.67.013 LinTomeranosumpyc, onpeaenedne AHK B cnnHHoMo3roBoli xxugkoctn (CMV DNA, Cerebrospinal 250
Fluid)*

30.67.014 LinTomeranosupyc, onpegeneHne JHK B cekpeTte npocTaThl, 3skynsate (CMV DNA, Prostatic Fluid, 250
Semen)*

30.67.015 LinTomeranosupyc, onpegenedne JHK B cockobe snUTeIManbHbIX KNETOK YPOreHUTalbHOro TpakTa 250
(CMV DNA, Scrape of Urogenital Epithelial Cells)*

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABEOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.68.

OHTepobmo3 (ocTpuLbl, Enterobius spp.)

30.68.001 |I/Iccne,qOBaH|Ae Ha 3HTepobmo3 (sua octpul), TamnoH (Enterobiasis, Swab) | 380

30. ANATHOCTUKA NMHPEKLMOHHbLIX 3ABOSIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.69.

AnwiTenHa-bapp BUpycHaa nHpekumsa (Bupyc dniuTeriHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)

30.69.001 Bupyc dnuwiteliHa-bapp, onpeaeneHve AHK B BoinoTe (EBV DNA, Exudate)* 250

30.69.002 Bupyc dnwteliHa-bapp, onpeaeneHve AHK B BeHo3Hoi kposu (EBV DNA, Blood)* 250

30.69.003 Bupyc SnwteitHa-bapp, onpeaeneHne JHK B moye (EBV DNA, Urine)* 250

30.69.004 Bupyc SnwteiiHa-bapp, onpeaeneHue JHK B cockobe anuTennanbHbIX KNeTOK CAnsncToin Hoca (EBV 250
DNA, Scrape of Nasal Epithelial Cells)*

30.69.005 Bupyc 3nwteiiHa-bapp, onpegeneHne JHK B cockobe anmTenmanbHbIX KNeTok potornotku (EBV 250
DNA, Scrape of Faucial Epithelial Cells)*

30.69.006 Bupyc dnwreiiHa-bapp, onpegeneHve JHK B cbiBopoTke Kposu (EBV DNA, Serum)* 400

30.69.007 Bupyc dnwteliHa-bapp, onpegenerve AHK B cntoHe (EBV DNA, Saliva)* 250

30.69.008 Bupyc dnwrteiiHa-bapp, onpegeneHve AHK B cnnHHomosrosoii xxungkoctn (EBV DNA, Cerebrospinal 250
Fluid)*

30.69.009 Bupyc dnwreiiHa-bapp, onpegeneHve AHK B cekpeTte npocTtartsl, 3skynste (EBV DNA, Prostatic 250
Fluid, Semen)*

30.69.010 Bupyc SnwteitHa-bapp, onpeaeneHne JHK B cockobe anuTennanbHbIX KNeTOK YPOreHUTanbHOro 250
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*

30.69.011 AHTUTeNa Knacca IgM K KancugHomy aHTUreHy Bupyca dnwteliHa-bapp (Anti-EBV Viral Capsid 280
Antigens (VCA) IgM )

30.69.012 AHTuTeNa Knacca IgG K aaepHOMY aHTUreHy Bupyca dnwTteliHa-bapp (Anti-EBV Nuclear Antigen 250
(EBNA) 1gG)

30.69.013 AHTuTeNa knacca IgG K paHHeMy aHTUreHy Bupyca dnwteiiHa-bapp (Anti-EBV Early Antigen (EA) 250
19G )

30.69.014 AHTuTeNa Knacca IgG K KancugHoMy aHTureHy Bupyca dnwTeiiHa-bapp (Anti-EBV Viral Capsid 280
Antigens (VCA) 1gG )

30.69.015 AHTUTena Knacca IgG K HykneapHOMy ¥ nNpefpaHHeEMY aHTUreHy BUpYyca dnwiTeliHa-bapp 350
(Epstein-Barr Virus Nuclear Antigen 1gG, EBNA 1gG)

30.69.016 Bupyc SnuwteiiHa-bapp (B3E), onpeaeneHue aHTUTen Knacca IlgG metoaom ummyHobnottuHra (EBV 1300
1gG, Immunoblot)

30.69.017 Bupyc 3nwrteiiHa-bapp (B3B), onpefeneHne aHTMTEN Knacca IgM MeTogoM MMMYH0610TTMHIa (EBV 1300

IgM, Immunoblot)
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30. AMATHOCTUKA MHPEKLIMOHHbIX 3ABOJIEBAHUI (Serology Diagnosis of Infectious Disease) / 30.70.
OXMHOKOKKO3 (3XMHOKOKKW, Echinococcus spp.)

30.70.001 |AHTVITeﬂa knacca 1gG K aHTUreHam 3xuMHOKOKKa (Anti-Echinococcus 1gG) | 280

30. AMATHOCTUKA MHPEKLIMOHHbBIX 3ABOJIEBAHWI (Serology Diagnosis of Infectious Disease) / 30.71.
Slepunxunos (KuLievyHasa nasoyka, awepuxus, Escherichia coli)

30.71.001 VccneposaHue Ha kuwwedHyto nanodky (Escherichia coli O157:H7, swepuxuno3), guapeiiHbiii 700
CUHAPOM, aHTUreHHbI TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic
Assay)

31. MMKPOBUMOJTIOTMYECKME NCCNELOBAHUA: HECMNEUNPNYECKUE BOCHANNTE/IbHBIE
3ABOJIEBAHUA PA3NTNYHBLIX JIOKANTM3ALINI (Microbiological investigations) / 31.01. MUKpo61onormyeckue
nccnenoBaHns: HecnelmMdryeckre BocnanuTebHble 3a60/1eBaHNS Pa3IMUHbIX okanusauuin (Microbiological
investigations)

31.01.001 [ncoaktepnos knweyHmka (Stool Culture) 1300

31.01.002 [ncoaKTepros KMLLEYHMKa, ONpeaeneHme YyBCTBUTENBHOCTU K 6akTepunodaram (Stool Culture. 1500
Intestinal Bacterial Overgrowth, Bacteriophage Efficiency Testing)

31.01.003 VccneposaHue Ha 6UOLEHO3 BaranuiLa, onpeseneHue YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM 1100

npenapaTtam (C MKPOCKOMWE npenapara, okpalleHHoro no Mpamy) (Vaginal Biocenosis:
Bacteriophage Susceptibility Testing (Gram Stain, Bacterioscopic Examination of Smear))*

31.01.004 Mukpockonunyeckoe (6aKTepUOCKOMMYECKOe) 1CCeoBaHNE Ma3Ka, OKpaLlleHHoro no Mpamy (Gram 150
Stain. Bacterioscopic Examination of Smear)
31.01.005 MoceB oTAenseMoro poTorioTku Ha 6opaetennel (Bordetella pertussis/parapertussis, 900

Koknow/napakokntow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

31.01.006 MoceB Ha ApoX>KenoaobHble rpubsbl (pogos Candida, Cryptococcus) ¢ onpeaeneHnem 500
YyBCTBUTEBHOCTW K aHTUMUKOTUYecKUM npenapatam (Yeast Culture. Identification and Antimycotic
Susceptibility testing)

31.01.007 Moces Ha knoctpuaum (Clostridium difficile, ncesgomem6paHosHbIin konuT) (Clostridium difficile 600
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

31.01.008 VccneposaHue Ha kuwweyHyto nanoydky (Escherichia coli O157:H7, swepuxuno3), guapeiiHbiii 700
CUHAPOM, aHTUreHHbI TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic
Assay)

31.01.009 MoceB Ha MMKOMMa3Mbl, ONpefenieHne YyBCTBUTENIbHOCTU K aHTVMUKPOGHBLIM NpenapaTtam 400
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

31.01.010 MoceB Ha MEHWHTOKOKKM, OrpeAeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHLIM npenapatam (Neisseria 700
meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

31.01.011 MoceB Ha BnaranuLLHyto TpuxoMoHaay (Trichomonas vaginalis, Tpuxomonunas) (Trichomonas 700
vaginalis Culture)

31.01.012 MoceB Ha ypeanna3mbl (Ureaplasma spp.), onpegeneHne 4yBCTBUTENIbHOCTU K aHTUMUKPOOHBIM 700
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

31.01.013 Moces Ha mukornnasmy (Mycoplasma hominis) 1 ypeannasmsl (Ureaplasma spp.), onpeseneHue 950

YyBCTBUTENbHOCTU K aHTUMUKPOGHBIM npenapaTam (Mycoplasma hominis Culture, Ureaplasma spp.
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

31.01.014 MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpeAeneHne YyBCTBUTENbHOCTU K 500
aHTUMUKPOG6HLIM nNpenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

31.01.015 MoceB Ha NaToreHHyo KuweyHyto giopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 550
ldentification)
31.01.016 MoceB Ha NaTOreHHYH KULLEYHYHO (I0pY, ONpeaeneHne YyBCTBUTEIbHOCTY K aHTUMMKPOGHbIM 700

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

31.01.017 MoceB Ha NAaTOreHHYH KULLEYHYHO (h1opy, ONpeaeneHne YyBCTBUTEbHOCTM K aHTUMUKPOOHbIM 700
npenapatam ¥ 6akTepurodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

31.01.018 Moces Ha andTeputo (Corynebacterium diphtheriae Culture) 650

31.01.019 MoceB Ha 30M10TUCTBIN CTaMNOKOKK (METULIMAMIMH-PE3NCTEHTHBIA 30/10TUCTBINA cTagmnokokk, MP3C) 500
(Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification)

31.01.020 MoceB Ha 30M10TUCTBIN CTAPUIOKOKK (METULMIMH-PE3NCTEHTHBIA 30/10TUCTLIA CcTadmnnokokk, MP3C) 500
(Staphylococcus aureus), onpefeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM npenapaTamM
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Ba

31.01.021 MoceB Ha 3010TUCTbIA CTathMIOKOKK (METULIMANMNH-PE3NCTEHTHDIV 30N10TUCTbIN CTadiMnoKokK, MP3C) 700
(Staphylococcus aureus), onpefeneHne YyBCTBUTEIbHOCTU K pacLUMPEHHOMY CNEKTPY
aHTUMMKPOBGHbLIX NpenapatoB (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureu
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31.01.022

MoceB Ha 3010TUCTbIN CTathMIOKOKK (METULIMANNH-PE3NCTEHTHDIV 30N10TUCTbIN CTadiMnoKokK, MP3C)
(Staphylococcus aureus), onpefeneHne YyBCTBUTENbHOCTY K aHTUMUKPOGHBLIM npenapaTam U
6akTepunodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — M

700

31.01.023

MoceB Ha 30M10TUCTBIN cTadmnoKokk (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria ldentification)

700

31.01.024

MoceB Ha 30M10TUCTBIN cTadmMNoKoKK (Staphylococcus aureus), onpeaeneHne YyBCTBUTENIBHOCTU K
aHTUMMKPO6HLIM Npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

700

31.01.025

MoceB Ha 3010TUCTbIN cTathMNOKOKK (Staphylococcus aureus), onpeaeneHne 4yBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEeKTPY aHTUMUKPOGHLIX npenapaToB (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

750

31.01.026

MoceB Ha 30M10TUCTbIN cTadmnoKokK (Staphylococcus aureus, onpefeneHne YyBCTBUTENBHOCTM K
aHTUMMKPOGHBLIM NpenapaTam v 6akTepurodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

900

31.01.027

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcrHNo3, onpegeneHvie YyBCTBUTENILHOCTU K
aHTUMMKpOo6HbIM Npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

750

31.01.028

MoceB kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

500

31.01.029

MoceB rMHeKoNOrnyeckoro Matepuana Ha nuctepun (Listeria monocytogenes, nuctepmnos) (Listeria
monocytogenes Culture. Bacteria Identification)

750

31.01.030

MoceB paHeBOro OTAENIIEMOr0 U TKaHeli Ha MUKPOQIopY, ONpeaeneHne YyBCTBUTENbHOCTY K
aHTUMMKPO6HBLIM NpenapaTtam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

650

31.01.031

MoceB paHeBOro OTAENAEMOTO M TKaHen Ha MUKPOMIopY, onpeaeneHne YyBCTBUTENBHOCTY K
pacLLUMpeHHOMY CMEKTPY aHTUMUKPOOHbIX npenapaTtoB (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

700

31.01.032

MoceB paHeBOro OTAENMSAEMOr0 U TKaHeli Ha MUKPOQIopy, onpeaeneHne YyBCTBUTENbHOCTY K
aHTUMMKPOOHLIM NpenapaTam v 6akTepurodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

750

31.01.033

MoceB rpyfHoro monoka Ha mukpogopy (Breast Milk Culture. Bacteria Identification)

600

31.01.034

MoceB rpyAHOro Mosoka Ha MUKpoQIopy, onpeaeneHmne YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

750

31.01.035

lMoceB rpyfHOro MoJioKa Ha MUKPOMOpPY, OrpeseNieHne YyBCTBUTENbHOCTU K PACLUMPEHHOMY CMEKTPY]
aHTUMMKPO6HbLIX NpenapaToB (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

900

31.01.036

MoceB rpyfHOro MOMoKa Ha MUKPOMIopY, onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOGHbIM
npenapatam ¥ 6akTeprodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

900

31.01.037

MoceB >enum Ha MUKPOQopy, ONpeeNieHne YyBCTBUTENIbHOCTM K aHTUMMKPOOHbLIM npenapatam (Bile
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)*

900

31.01.038

lMoceB »enum Ha MUKPOMopPY, OrpeseNieHne YyBCTBUTENLHOCTM K PACLUMPEHHOMY CNEKTPY
aHTUMMKPOGHbLIX npenapatos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

1000

31.01.039

MoceB OTAENSEMOr0 BEPXHUX AbIXaTeNbHbIX MyTei Ha MUKPOGIOPY, OnpeaeneHne YyBCTBMTENbHOCTH
K aHTUMUKPOOGHBIM npenapaTam (ogHa nokanunsaums) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

600

31.01.040

MoceB OTAENAEMOr0 BEPXHUX [bIXaTeNlbHbIX NYTeN Ha MUKPOMIOPY, ONpeLeneHmne YyBCTBUTENBHOCTM
K pacLUMpeHHOMY CNeKTpy aHTUMUKPOOHBIX npenapatoB (Upper Respiratory Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

750

31.01.041

MoceB 0TAENSAEMOr0 BEPXHUX AbIXaTeNbHbIX NyTei Ha MUKPOGIOPY, ONpeaeneHne YyBCTBUTEIbHOCTH
K aHTUMUKPOGHBIM npenapaTtam 1 6akTepuodaram (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

750

31.01.042

MoceB MOYM Ha MMKPOMIOPY, ONpefeneHne YyBCTBUTENBHOCTYU K aHTUMUKPOGHbLIM NpenapaTtam
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

600

31.01.043

MoceB MOYM Ha MMKPOMIOPY, ONpeaeneHne YyBCTBUTENIBHOCTU K PacLUMPEHHOMY CMEKTPY
aHTMMKKPOGHbIX npenapatoB (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

700

31.01.044

MoceB MOYM Ha MMKPO(IOPY, OnpeAeneHre YyBCTBUTENBHOCTU K aHTUMUKPOOHLIX NpenapaTam v
6akTepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

700

31.01.045

MoceB oTAeNseMoro rnas Ha MVIKpO(*)]'IOpy, onpeaeneHne YyBCTBUTENbHOCTU K aHTI/IMI/IKpO6HbIM

npenapartam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

500




Kog ycnyru Ha3saHwue ycnyru LleHa

31.01.046 MoceB 0TAeNSEMOrO rn1a3 Ha MUKpoiopy, onpegenieHne YyBCTBMTENbHOCTY K pacLUMPEHHOMY 650
CMNeKTPY aHTUMMKPOOHbLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

31.01.048 MoceB Ha MMKPO(IOPY OTAENSEMOr0 NOJOBLIX OPraHoB, OnpeeeHne YyBCTBUTENBHOCTY K 900
aHTUMMKPOGHBLIM NpenapaTam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

31.01.049 MoceB OTAeNSEMOr0 MoJI0BbIX OPraHOB Ha MUKPOMNIOPY, ONpefeneHne YyBCTBUTEIbHOCTH K 1000
pacLLUMpeHHOMY CMEKTPY aHTUMUKPOOHbLIX npenapatoB (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

31.01.050 MoceB 0TAeNSEMOr0 MOM0BbLIX OPraHOB Ha MUKPOMIOPY, OnpefeneHne YyBCTBUTENIbHOCTH K 1000
aHTUMUKPOGHLIM Npenapatam 1 6akTeprodaram (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

31.01.051 CTpenTOKOKK rpynnbl B, aHTUreHHsbI TecT (Streptococcus Group B. One Step Rapid 650
Immunochromotographic Assay)

31.01.052 MoceB 0TAENSAEMOrO YLUeli Ha MUKPOgIopY, onpeaenieHre YyBCTBUTENbHOCTM K aHTUMUKPOBHBIM 550
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

31.01.053 MoceB 0TAENAEMOrO YLUel Ha MUKPOGIOPY, ONpeseneHne YyBCTBUTENbHOCTY K pacLUIMPEHHOMY 650
CNEKTPY aHTMMMKPOGOHbIX npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

31.01.054 MoceB OTAENAEMOrO YLUel Ha MUKPO(Iopy, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM 700
npenapatam v 6akTeprodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

31.01.055 MoceB MOKPOTbI M TPaXeobPOHXMaNbHBIX CMbIBOB HA MUKPOQ/IOPY, ONpeaesieHne YyBCTBUTENbHOCTU K 600
aHTUMMKPOOHLIM Npenaparam 1 MUKpockonuein maska (Sputum and Tracheobronchial washings
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing, Microscopy)

31.01.056 MoceB MOKPOTHI M TPAXe0BPOHXMANTbHBIX CMbIBOB HA MUKPO(/IOPY, ONPeAeneHne YyBCTBUTENbHOCTU K 1000
pacLLUMpeHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB 1 MUKpOCcKonueli Maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification, Antibiotic Susceptibility, E

31.01.057 PotaBupyc (Rotavirus), AnapeliHblil CMHAPOM, aHTUreHHbI TecT (Rotavirus Direct Detection by Latex 500
Agglutination)

31.01.058 AgzeHosupyc (Adenovirus), guapeiiHblii CUHAPOM, aHTUreHHbIA TecT (Adenovirus. One Step Rapid 650
Immunochromotographic Assay)

31.01.059 Nambnum (Giardia liamblia), gnapeliHblil cHApoM, aHTUreHHbIR TecT (Giardia liamblia. One Step 650
Rapid Immunochromotographic Assay)

31.01.060 MoceB Ha GeTa-remonMTMYECKUiA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus 500
agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)

31.01.061 MoceB Ha GeTa-remMonMTMYECKNIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus 900
agalactiae), onpegeneHne 4yBCTBUTENBHOCTY K aHTUMUKPOOHbLIM Npenapartam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

31.01.062 MoceB Ha GeTa-reMonMTMYeCKMiA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 900
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)

31.01.063 MoceB Ha GeTa-reMoMTMYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 1000
pyogenes), onpegeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOOHBLIM npenapaTtam (Streptococcus pyogenes
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

31.01.064 Kpuntocnopuguv napeym (Cryptosporidium parvum), guapeiiHblii CUHAPOM, aHTUTEHHbI TeCT 650
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

31.01.065 XenukobakTep nunopu (Helicobacter pylori), aHtureHHbIn TecT (Helicobacter pylori. One Step Rapid 650
Immunochromotographic Assay)

31.01.066 Toxin A Clostridium difficile, nceBgomem6paH03HbIin KOAUT, aHTUreHHbI TecT (Toxin A Clostridium 650
difficile. One Step Rapid Immunochromotographic Assay)

31.01.067 BblsiBNeHVe, NOACHET U OMNpefenieHne YyBCTBUTEIbHOCTY K aHTUMUKPOGHLIM NpenapaTam 2000
YPOreHNTa/IbHbIX MUKPOOPraH13MOoB KoopuMeTpuyeckum metogom (Urogenital Microorganisms:
Detection, Count and Antimicrobial Agent Susceptibility, Colorimetric Method)

31.01.068 Moces Ha Gardnerella vaginalis (Gardnerella vaginalis Culture) 600

31.01.069 Moces Ha Candida albicans (Candida albicans Culture) 400

31.01.070 Moces Ha Mycoplasma genitalium (Ka4eCTBEHHBIA 1 KONMYECTBEHHBIN MeTog) (Mycoplasma 400
genitalium Culture, Qualitative, Quantitative)

31.01.047 MoceB 0TAeNSIEMOrO a3 Ha MUKpodiopy, onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHbIM 0
npenapatam ¥ 6akTeprodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

32. IMMYHONOTI'MYECKUE NCCJIEAOBAHKNA (Immunological Studies) / 32.02. AMMyHOFn06ynnHbI 06LLM

(Immunoglobulins, Total)

32.02.001 VIMMyHorno6ynuHbl kKnacca A (Immunoglobulin A, IgA) 300

32.02.002 ViIMMyHorno6ynmHel knacca M (Immunoglobulin M, IgM) 300




Kog ycnyru Ha3saHwue ycnyru LleHa

32.02.003 VimMmyHornobynuHbl knacca G (Immunoglobulin G, 1gG) 300

32.02.004 VIMMyHOrnobynuHbl Knacca E (o6wuia IgE, ummyHorno6ynmH E o6wmii) (Immunoglobulin E Total, 300
IgE Total)

32. NIMMYHONOTI’MYECKUE NCCJIEAOBAHWA (Immunological Studies) / 32.03. Cneunduyeckue 6enkn (Specific

Proteins)

32.03.001 |303V|H0(pmanbu7| KaTWOHHBIN 6enokK (Eosinophil Cationic Protein, ECP) | 900
32. NIMMYHOJIOI MYECKUE NCCJIEAOBAHKMA (Immunological Studies) / 32.04. KOMMOHEHTbI KOMI/IEMEHTA
(Complement Components)

32.04.001 | KomnoHeHTbl cuctembl komnemeHTa C3, C4 (Complement components C3, C4) | 650
32. UMMYHOJTIOTMYECKUWE NCCNIEAOBAHNA (Immunological Studies) / 32.05. LintokuHb! (Cytokines)

32.05.001 VnTepneiikmH-1? (U1-1?) (Interleukin 1 Beta, 1L-1) 1700
32.05.002 WHTepneiikuH-6 (1J1-6) (Interleukin 6, IL-6) 1700
32.05.003 WuTepneiikuH-8 (1J1-8) (Interleukin 8, IL-8) 1700
32.05.004 VnTepneiiknn-10 (111-10) (Interleukin 10, IL-10) 1700
32.05.005 dakTop Hekposa onyxonun-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 1700

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.01. CUcTeMHble

3a60/1€BaHUSA C

oeanHUTEeNbLHOM TKaHu (Connective-Tissue Diseases, CTDs)

34.01.001 AHTUAAepHbIe aHTUTeNa (AAA, aHTUHYKNeapHble aHTUTena), ckpuHUHE (Anti-Nuclear Antibodies, 400
ANA, Screening)

34.01.002 AHTuTena knacca IgG k geycnmpansHoii HatmeHoW JHK (aHTn-gcAHK IgG, aHTn-AHK) 400
(Double-Stranded (Native) DNA 1gG Antibodies, Anti-dsDNA 1gG)

34.01.003 AHTVHYKneapHsblin hakTop, HEp-2 cybcTpat (AH®, TUTPbI, aHTUHYK/EapHble aHTUTENa METOAOM 1300
HenpsMoi MMMYHO(IHOopecUEeHLMM Ha npenapaTax HEp-2-kneTok) (Antinuclear Antibodies, ANA,

Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titer

34.01.004 AHTUTena Knacca IgG K sKcTparupyemomy HykneapHomy aHTureHy (9HA) (Extractable Nuclear 1350
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

34.01.005 MaHenb aHTUHYK/eapHbIX aHTUTEN NPK CKepoaepMum (pasaenbHOe ONmMcaHne aHTUTEN K aHTUreHam 3650
Scl-70, CENP-A, CENP-B, RP11, RP155, ¢mbpunnspuH, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, R0-52), umMyH06/10T (Scleroderma (Systemic Sclerosis) Antibody Panel: Ant

34.01.006 AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70, 2900
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny),
nmmyHo6710T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Sc

34.01.007 AHTUTena Knacca IgG K Hykneocomam (aHTuUsaepHble aHTUTena), CKpHUHE (Anti-Nuclear Antibodies, 1300
ANA, 1gG, Screening)

34.01.008 CKPWHWHT 60/1e3HeV coefuHUTENbHON TKaHW (AT K QHA, aHTWHYK/eapHbI (akTop (AH®)) 2000

34.01.009 CwvcTemMHan KpacHas BonyaHka, obcnegosaHue (AT K HykneocomaMm, AT K KapauonunuHy, 1gG; AT K 3550
Kapanonunuuy, IgM; aHTUHYKNeapHbIi hakTop (AHD))

34.01.010 JnddepeHumansHas guarHoctrka CKB v gpyrmux peBmatuueckux 3a6onesaHnii (AT K HyK/ieocoMam, 2000
AHTUHYKNeapHbIi thakTop (AH®D))

34.01.011 Mpogune «CrncteMHas kpacHas BonyaHka (CKB), MOHUTOPUHT akTUBHOCTY (aHTU-Ac-AHK 1gG, C3, 1300
C4 KOMMNOHeHTbI KomnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

34. AUATHOCTUKA AYTOMIMMYHHbIX 3ABO/IEBAHUI (Diagnosis of Autoimmune Diseases) / 34.02.

AHTUdochonunuaHbii cudapom (Antiphospholipid Syndrome, APS)

34.02.001 AHTUTena KnaccoB IgM n IgG Kk doconmnugam (Anti-Phospholipid Antibodies, APA, IgM, 1gG) 600

34.02.002 BonuaHouHbIn aHTMKoarynsHT (BA) (Lupus Anticoagulant, LA ) 550

34.02.003 AHTUTeNa Knaccos 1gG n IgM Kk docatuauncepuHy (Anti-Phosphatidylserine, 19G, 1gM) 1500

34.02.004 AHTUTENa Knaccos IgA, IgM, 1gG Kk kapamonunuHy, ckpuHuHr (Cardiolipin Antibodies 1gA, IgM, 1gG, 500
aCL, Screening)

34.02.005 AHTuTena Knacca IgA k kapanonunuHy (Anticardiolipin IgA, aCL IgA) 700

34.02.006 AHTuTena knacca IgG K kapamonunuHy (Anticardiolipin 1gG, aCL 1gG) 700

34.02.007 AHTuTena Knacca IgM k kapamonununy (Anticardiolipin IgM, aCL IgM) 1250

34.02.008 AHTUTena Knaccos 1gG, IgA, IgM k 6eTa-2-rnmkonpoTtenHy 1, cymmapHo (Anti-?2-Glycoprotein 1 1400
Antibodies, anti-?2-GP1, 1gG, IgA, IgM, Total)

34.02.009 AHTUTeNa knaccos 1gG 1 IgM K docaTtnannceprH-npoTpOMOMHOBOMY KOMMNIEKCY, CYMMapHO 1400
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)

34.02.010 AHTuTena Knacca IgG K aHHekcrHy V (Annexin V Antibodies, aAnV, 1gG) 1300

34.02.011 AHTuTeNa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) 1400

34.02.012 AT K kKapanonununy, IgG, IgM 1500

34.02.013 JwvarHoctuka BTOPUYHOr0 aHTudocponmnugHoro cuHapoma (AH®, AT K kapanonununy, 1gG, IgM) 2650




Kog ycnyru

Ha3saHwue ycnyru

LleHa

34.02.014

AHTUOCHONNMNAHBIA CUHAPOM, pa3BepHYTOE CEPONOrnyeckoe nccnegosaHne (AH®; AT K
Kapavonunuuy, 1gG, IgM; AT K 6eTa-2-rnkonpoTenHy 1)

3600

34. AMATHOCTUKA AYTOMIMMYHHbIX 3ABEOTEBAHWUI (Diagnosis of Autoimmune Diseases) / 34.03. IMMyHHble
dhakTopbl 6ecnioama (Immunological Infertility factors)

34.03.001 AHTWTENa aHTMCNepMasibHbIE B CbIBOPOTKe KpoBW (Anti-Spermatozoa Antibodies, ASA, Serum) 500

34.03.002 AHTWTENa aHTMCNepMasbHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen) 1450

34. ANATHOCTUKA AYTOMMMYHHbIX 3ABOJ/IEBAHUI (Diagnosis of Autoimmune Diseases) / 34.04. PeBMaTouaHbIii

apTpuT, NnopaxkeHust cyctaBoB (Antiphospholipid Syndrome, APS)

34.04.001 PesmatouaHblli hakTop (PP) (Rheumatoid Factor, RF) 150

34.04.002 AHTWTENA K LUKNNYECKOMY UUTPYNNMHUpoBaHHOMY nentugy (ALLT) (Anti-Cyclic Citrullinated 1200
Peptide, anti-CCP)

34.04.003 AHTuTena knacca lgG K kepaTuHy (AHTMKepaTMHOBbIE aHTUTeNa, AKA, AHTUMNarrpuHoBbIe 1700
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)

34.04.004 AHTUTENa Knacca 1gG K MoauLM(PUPOBAHHOMY LUTPYIIMHUPOBAHHOMY BUMEHTUHY (aHTWU-MLLB) 1450
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin
Antibodies, Anti-Sa Antibodies, 19G)

34.04.005 PeBmatongHbIin haktop (PD), BhisiBNsieMbI MeTogoM Typbugmumetpun (Rheumatoid Factor, RF, 1350
Turbidimetry)

34.04.006 KpucTanibl B Maske CUHOBMabHOW XUAKOCTM (MOHOYpAT HaTpus, nupodocdat kansuus) (Synovial 1450
Fluid Smear, Crystals)

34.04.007 MonekynsipHo-reHeTnyeckoe nccnegoeaHne HLA-B27 (Molecular Genetic Testing HLA-B27) 800

34. AUATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHUI (Diagnosis of Autoimmune Diseases) / 34.05. BacKynuTbl 1
nopaxkeHuns nodvek (Vasculitis and Renal Lesions)

34.05.001 AHTuTena knacca IgG k 6asansHoi MembpaHe Kly604koB noyek (aHTU-bMK) (Glomerular Basement 1400
Membrane Antibodies, Anti-GBM, 1gG)

34.05.002 AHTUTena knacca IgG k umntonnasme Helitpodmnos (AHLLA) (Anti-Neutrophil Cytoplasmic 1700
Antibodies, ANCA, 1gG)

34.05.003 AHTUTeNa knaccos 1gG, IgA, IgM k kneTkam cocyguctoro sHgotenus (HUVEC), cymmapHo 1500
(Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)

34.05.004 AHTWTeNa Knaccos 1gG, IgA, IgM k peuenTtopy ¢ocgonunasel A2 (PLA2R), cyMmapHO 2800
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)

34.05.005 AHTuTena knacca IgG kK mnenonepokcupase (aHTM-MPQO) (Myeloperoxidase Antibody, MPO) 1200

34.05.006 AnTuTena knacca lgG k Clqg aktopy komnnemeHTa (Anti-Complement 1q Antibodies, Anti-C1q, 1gG) 1200

34.05.007 AHTuTena knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1200
PR-3 ANCA, 1gG)

34.05.008 MaHeNb aHTUTEN K aHTUTeHaM aHTUHENTPOMUALHBIX aHTUTeN (NaHesb aHTureHoB AHLLA), 1gG 2900
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)

34.05.009 [narHocTuka rpaHyneMaTo3HbIX BaCKYMTOB (aHTUHYKNeapHbIi aktop (AH®), AT K yuTonnasme 2100
HerTpodmnoB (AHLIA/pANCA, cANCA), IgG)

34.05.010 [JwnarHocTtuka 6bIcTponporpeccupytoLlero rnomepynoHedputa (AT K 6azanbHO MembpaHe 1500
KNy6o4ukoB nouek, AT K umtonnasme Helitpodunos (AHLLA/pANCA, cANCA), 1gG)

34.05.011 [JnarHocTnka ayToMMMYHHOT0 NopaXkeHMs noyek (aHTUHyKeapHbIii haktop (AH®), AT k 6a3anbHoi 3270
mMembpaHe kny604koB noyek, AT K untoniasme Helitpodmnos (AHLLA/PANCA, cANCA), 1gG)

34. IMATHOCTUKA AYTOVMIMMYHHbIX 3ABEOTEBAHUN (Diagnosis of Autoimmune Diseases) / 34.06.

AyTOVMMYHHbIE 3HAOKPMHONATUN: caxapHblii anabeT 1-ro Tuna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

34.06.001 AHTuTena knacca IgG k 6eTa-kneTkam nogkenyaouHoi xenesbl (Anti-Islet Cell Antibodies, Islet Cell 1400
Autoantibodies, ICA)

34.06.002 AnTuTena knacca IgG k rnytamatgekapbokcunase (aHTn-GAD) (Anti-GAD Antibodies, Glutamate 1600
Decarboxylase Antibodies, AT-GAD, 1gG)

34.06.003 AHTuTena knacca IgG Kk uncynuHy (Insulin Autoantibodies, 1AA, 1gG) 400

34.06.004 AHTUTena K TuposuHdocthatase (1A-2) (Islet Antigen 2 Antibodies, Anti-1A2 Antibodies, 1A-2 Ab, 1600
Tyrosine Phosphatase Antibodies)

34.06.005 AHTWTENa K aHTUreHam KNeToK noakenyao4uHoi xenesol GAD/IA-2, cymmapHo (Anti-GAD/IA2 1500
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.07.

AyTOMMMYHHbIE S3HAOKPMHONATUN: ayTOMMMYHHbIe 3a60/1eBaHMA LLMTOBUAHOM Xenesbl (Autoimmune Thyroid diseases)

34.07.001 AHTUTENA K TUpeonaHoii nepokeugase (AT-TIMO, mukpocoManbHble aHTUTena) (Anti-Thyroid 280
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

34.07.002 AHTUTENa K TUpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin 280

Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)




Kog ycnyru Ha3saHwue ycnyru LleHa
34.07.003 AHTWTENA K MMKPOCOManbHOW (hpakumm TupeoumntoB (AT K MUKPOCOMa/lbHOMY aHTUIeHY TUPEOLMTOB, 650
AT-MATI, AMAT, TupeonaHble aHTUMUKPOCOMa/IbHble aHTuTena) (Anti-Thyroid Microsomal
Antibodies)
34.07.004 AHTUTENa K peuentopam TTI (AT K peLenTopaM TUPEOTPOMHOro rOPMOHA B CbIBOPOTKE KPOBY, 1100

AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRADs,

TSH binding inhibitor immunoglobulin, TBII)

34. AMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHUN (Diagnosis of Autoimmune Diseases) / 34.08.
AyTOMMMYHHbIE 3HAOKPUHOMATUN: ayTOMMMYHHOE MOPaXXeHMe HagnoyYe4yHMKoB (601e3Hb ALAMCOHA), ayTOUMMYHHas
natonorus rodag (Autoimmune adrenal insuffic

34.08.001 AHTUTeNa Knaccos IgA, IgM, 1gG K TKaHU AnyHUKa (aHT1OBapuasibHbIE aHTUTeNa), CyMMapHO 1100
(Anti-Ovarian Antibodies, AOA, IgA, IgM, 1gG, Total)

34.08.002 AHTUTena KnaccoB IgA, IgM, 1gG Kk cTepomanpoayumpyowmmM Knetkam Hagnodeddmka (ACIMK), 1150
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM,
1gG, Total)

34.08.003 AHTUTeNa Knaccos IgA, 1gM, 1gG K CTepomanpoayLMpYOLWMM KETKaM Andka, CyMMapHO 1500
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAD,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 19G, Total)

34.08.004 AHTWTENA K CTEPOMANPOAYLIMPYHOLLMM K/IETKaM PenpoayKTUBHBIX TKaHew 2500

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.09.

AyTOMMMYHHbIe 3a601eBaHMsa Ko (Autoimmune Skin Diseases)

34.09.001 AHTuTENa Knacca IgG Kk 6asanbHoint MembpaHe Koxxu (Basement Membrane Zone Antibodies, BMZ, 1700
19G)

34.09.002 AnTuTena knacca lgG k gecmocomam anugepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 and 2300
Desmoglein 3, DSG3 Antibodies, 1gG)

34.09.003 AHTuTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2300

34.09.004 AHTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2300

34.09.005 AHTuTena knacca lgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2300
Antibodies, Antibodies to BP Antigen 2, 1gG)

34.09.006 AHTuTena Knacca lgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2300
Antibodies, Antibodies to BP Antigen 1, I1gG)

34.09.007 Mpodunb «uarHocTrka 6ynnesHbIX gepmatosos (AT K gecMocomam anugepmuca, AT K 6a3anbHol 3700

mMembpaHe koxun)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,

antibodies to skin basal membrane))

34. IMATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.10.
AyTOUMMYHHbIE MOPaXXeHUS YKeNny[o4Ho-KuULeyHoro TpakTa. Lienvakmsa (Autoimmune Disorders of Gastrointestinal Tract
(Gl Tract, GIT). Coeliac Disease)

34.10.001 AHTUTENA KNaccos IgA 1 1gG K 3HAOMU3MIO (aHTU3HAOMU3MIAHbIE aHTMTENa, AOMA), CyMMapHO 1200
(Anti-Endomysial Antibodies, Anti-EMA, 1gA, 1gG, Total)

34.10.002 AHTuTENa KNacca IgA K s3HAOMU3NIO (aHTUIHAOMU3WIAHBIE aHTUTeNna, ASMA) (Anti-Endomysial 1300
Antibodies, Anti-EMA, IgA)

34.10.003 AHTUTena KnaccoB IgA, 1gG, IgM K napueTanbHbIM KneTkam xenyaka (AMKXK), cymmapHo (Gastric 1300
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)

34.10.004 AHTUTena knaccoB IgA n IgG K peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1200
Total)

34.10.005 AHTuTENa Knacca 1gG K feammnanpoBaHHbIM NenTugam rnagmHa (Anti-Deaminated Gliadin Peptide, 470
Anti-DGP, IgG)

34.10.006 AHTWTeNa Knacca IgA K feammanpoBaHHbIM nentuaam ravaguHa (Anti-Deaminated Gliadin Peptide, 470
Anti-DGP, IgA)

34.10.007 AHTuTENa KNacca IgA K TkaHeBoi TpaHcrntoTammnHase (Anti-Tissue Transglutaminase Antibodies, 900
Anti-tTG, tTGA, 1gA)

34.10.008 AHTUTena Knacca IgG K TKaHeBO TpaHcritoTaMmHase (Anti-Tissue Transglutaminase Antibodies, 900
Anti-tTG, tTGA, 19G)

34.10.009 AHTuTena Knacca lgG K BHyTpeHHeMy thakTopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor 1400
Antibodies, 19gG)

34.10.010 AHTuTena knacca lgG K caxapomuueTam (guarHocTunka 6onesHn KpoHa) (Anti-Saccharomyces 1150
Cerevisiae Antibodies, ASCA, 1gG)

34.10.011 AHTUTeNa knacca IgA K caxapomuLieTam (guarHocTtuka 6onesHu KpoHa) (Anti-Saccharomyces 1200
Cerevisiae Antibodies, ASCA, IgA)

34.10.012 AnTuTena knacca IgA k umtonnasme Hentpodunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1200
Antibodies, ANCA, IgA)

34.10.013 [narHocTuka ayTOMMMYHHOI0 NaHkpeatuta v apyrux IgG4-accoummpoBaHHbIX 3a60/1eBaHNI 1700
(Diagnosis of Autoimmune Pancreatitis and other 1gG4-Related Diseases)

34.10.014 CepoamnarHocT1Ka ayTOMMMYHHOIO racTpuTa v MepHULMO3HOM aHeMun (AT K napueTanbHbIM KIeTKam 1600

Xenyaka; AT K BHYTpeHHeMy dakTopy KacTtna)




Kog ycnyru Ha3saHwue ycnyru LleHa

34.10.015 CepogunarHocTuka 6onesHn KpoHa n Hecneupdmyeckoro s3seHHoro konnta (HAK) (AHLLA/pANCA, 3600
CANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

34.10.016 Llennakms, cepoiormyecknin cCKpuHuHr (AT K sHgoMu3mio, IgA; AT K feaMWAMPOBaHHbIM NenTuaam 1500
rnavaavHa, 1gG; IgA obul.)

34.10.017 Llenvakus, ceponornyeckas gmarHoctuka (AT K sHgoMu3nto, IgA; AT K TKaHeBOW TpaHCTyTaMUHa3e, 2600
IgA, IgG; IgA obuu.)

34.10.018 KanbnpotekTuH thekanbHbii (Fecal Calprotectin) 2000

34.10.019 AHTuTENa KNaccos 1gG n IgA K TKaHeBoI TpaHcrnyTammHase (Anti-Tissue Transglutaminase, tTG, 1200
Anti-tTG, 1gG, IgA,)

34.10.020 Mpodmnb «HenepeHOCUMOCTb 31aKoBbIX» (AT K rnvaguHy 1gG, AT K ravaguHy IgA, AT K TKaHeBoi 1500
TpaHcrnyTamase 1gG, IgA) (Cereal Intolerance profile (gliadin IgG antibodies, gliadin IgA antibodies,
tissue transglutamase antibodies))

34.10.021 AHTUTeNa KnaccoB IgA 1 IgG K 60KanoBUAHLIM KNEeTKaM KULLIEYHMKA, CyMMapHO (Anti-Intestinal 1400
Goblet Cells Antibodies, GAB, 1gA, 19G, Total)

34.10.022 AHTUMTENA KNaccos 1gG n IgA K GP2 aHTUreHy LieHTpoaLMHapHbIX KNETOK MOAKeny404HO Xenesbl 1800
(Anti-GP2, 1gG, IgA)

34.10.023 AHTWTENA K aUMHapHbIM K/1eTKaM MoAKenyA04HOM xxenesbl, 19gG 1 IgA cymmapHo (aHTuUTeNa K 1400
3K30KPWHHOW YacTu NOMKENYA04HON Xene3bl, Autoantibodies against Exocrine Pancreas, Pancreatic
Antibodies, PAB)

34. AATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHU (Diagnosis of Autoimmune Diseases) / 34.11.

AyTOMMMYHHbIe NopaxxeHnsa nedyeHn (Autoimmune Liver Diseases)

34.11.001 AHTUTeNa Knaccos IgA, IgG, IgM K MUTOXOHAPMAM (AHTUMUTOXOHAPUAbHBIE aHTUTeNa, AMA), 1250
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)

34.11.002 AHTUTena KnaccoB IgA, 1gG, IgM K rnagkoin myckynatype, cymmapHo (Smooth Muscle Antibodies, 1250
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)

34.11.003 AHTUTeNa Knaccos IgA, 1gG, IgM K Mrkpocomam neyeHu 1 noyek (aHTu-LKM), cymmapHo 1250
(Antibodies to Liver/Kidney Microsome, aLKM, LKM, IgA, 1gG, IgM, Total)

34.11.004 MaHenb aHTUTEN Knacca 1gG npy ayTOMMMYHHbIX 3a601eBaHuAX nedeHn (AT K aHTUreHam AMA-M2, 3300
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), nmmyH06s10T (Autoimmune
Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/

34.11.005 AHTUTeNa Knacca IgG K acmanornmkonpoTenHosoMy peuenTtopy (aHTM-ASGPR) (Autoantibodies 1740
Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)

34.11.006 Komnnekc mapkepoB ayToummyHHoOro renatuta (Markers of Autoimmune Hepatitis) 1250

34. AATHOCTUKA AYTOMMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.12.

AyTOMMMYHHbIe HEBPOIOrnyeckume 3abonesaHns ( Autoimmune Neurological Diseases)

34.12.001 AHTuTENa KNaccos IgA, 1gG, IgM K akBanopuHy 4, cyMmMapHO (41arHoCTMKa HeMPOONTUKOMUENNTA, 2400
NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,
Total)

34.12.002 AHTUTena Knacca IgG K ckeneTHbIM Mbiiam (ACM) (Anti-Skeletal Muscle Antibodies, ASMA, 1gG) 1300

34.12.003 AHTUTena Knacco 1gG un IgM K raHrnmosvngam (naiiH-6not: GM1; GM2-GM3-GM4; GD1a, GD1b, 4900
GD2-GD3, GT1la, GT1lb, GQ1b, cynspatugpt), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

34.12.004 MwosnT-cneumdunyHble aHTMTENa Knacca IgG (naiiH-6noT1: Mi-2, Ku, PM-Scl 100/75; Jol PL-7 PL-12 3200
EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)

34.12.005 AHTWTENA K aUeTUNXONMHOBOMY peuenTopy (AXP, AMarHoCTUKa MUACTEHUM), CYMMapPHO 4650
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

34.12.006 AHTUHeRpoHanbHble aHTUTeNa Knacca 1gG (naiH-610T: Hu (ANNAL), Yo-1 (PCA1), CV2, Ma2, Ri 4650
(ANNA2), amtprdomsunH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2,
Ma2, Ri (ANNA2), Amphiphysin))

34.12.007 AHTuTena knaccos IgA, 1gG, IgM Kk NMDA (N-meTun-D-acnapTaT) raytamaTHOMY peLenTopy, 3700
cymmapHo (N-Methyl-D-Aspartate Receptor Antibodies, 1gA, 19G, 1gM, Total)

34.12.008 OnuroknoHabHbIN 1gG B NMKBOpE (LepebpoCcnHanbHOM XMAKOCTH) 1 cbiBopoTke Kposw (Oligoclonal 3700
1gG, Cerebrospinal Fluid (CSF), Serum)

34.12.009 N-TepMMHa/bHbIA NponenTug npokonnareHa 1 obwwii (Procollagen Type 1 N-terminal Propeptide, 1000
PINP, Total)

34. AATHOCTUKA AYTOMIMMYHHbIX 3ABOJIEBAHWI (Diagnosis of Autoimmune Diseases) / 34.13.

AyTOMMMYHHbIe 3a60/1eBaHUS nerkux u cepaua (Autoimmune Lung Diseases, Autoimmune Heart Diseases)

34.13.001 AHTuTENa Knacca IgG K cepaeyvHoin myckynatype (M1oKapay), aHTUMWOKapAnabHble aHTUTeNa 1300
(Anti-Heart Antibodies, 1gG)

34.13.002 AKTUBHOCTb aHIMOTEH3MH-NpeBpaLLaroLLero epmeHTa (AMd) coiBopoTKn Kposu (Angiotensin 2400
Converting Enzyme, ACE, Serum)

34.13.003 HeonTepuH (HIM) B cbiBopoTKe Kposw (Neopterin, Serum) 1700

34.13.004 BocnanutenbHble Muokapamonatim (AT K mutoxoHapusam (AMA), AT K cepAeyHoli MycKynaType) 2100




Kog ycnyru

Ha3saHwue ycnyru

LleHa

34. AIMATHOCTUKA AYTOMMMYHHbIX 3ABEOTEBAHUI (Diagnosis of Autoimmune Diseases) / 34.14. IMMyHHble
TpomboumToneHun (Immune Thrombocytopenia, ITP)

34.14.001 |AHTVITeﬂa knacca K 1gG Tpombouutam, Henpsmoii TecT (Platelet Antibodies 1gG, Indirect) | 1400
35. A/INNIEPTOJ1IOr MYECKUE NCCJIEQOBAHUSA (Allergy Research) / 35.01. immyHornobynuH E obwimin (IgE, Total)
35.01.001 VimmyHornobynunHel knacca E (o6wwii IgE, nmmyHornobynuH E 06wmid) (Immunoglobulin E Total, 300
IgE Total)
35. AJIJIEPTOJIOTMYECKUME NCCJ/IEOOBAHNA (Allergy Research) / 35.02. OnpegeneHue cneuudguyeckux IgE:
KoMM/1eKcHble annepronadenu (Determination of Specific IgE: Comprehensive Allergy Panels)
35.02.001 MaHenb pasHble annepreHsbl, IgE (Panel Different Allergens, IgE) 2300
35.02.002 MaHens neguatpuyeckas, IgE (Pediatric Panel, 1gE) 2300
35.02.003 MaHens pecnupatopHble anneprexsl, IgE (Respiratory Panel, IgE) 2300
35. AJITIEPTOJ1IOTMYECKUE NCCJIEQOBAHUA (Allergy Research) / 35.03. OnpegeneHue cneunduyeckux IgE:
nuuieBble annepredbl (Determination of Specific IgE: Food Allergens)
35.03.001 MaHens nuwesble anneprexsl, IgE (Food Allergy Panel, IgE) 2300
35.03.002 Cwmech NULLEBbIX ansiepreHoB 1: anenscuH, 6aHaH, 1610Ko, nepcuk, IgE (FP15 (F33, F49, F92, F95), 500
Food Panel: Orange, Banana, Apple, Peach, IgE)*
35.03.003 CMecCb NULLEBBLIX annepreHoB 2: KuBW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food 500
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*
35.03.004 Cmech MULLEBbIX ansiepreHoB 3: CBUHMHA, KYPUHOE MSCO, roBsiAMHa, 6apaHuHa, IgE (FP73 (F26, F27, 500
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
35.03.005 AHaHac, IgE (Pineapple, IgE, F210) 370
35.03.006 AnenscuH, IgE (Orange, IgE, F33) 370
35.03.007 Apaxuc, IgE (Peanut, IgE, F13) 370
35.03.008 baHaH, IgE (Banana, IgE, F92) 370
35.03.009 BapaHuHa, IgE (Lamb, IgE, F88) 370
35.03.010 beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 370
35.03.011 roBaguHa, IgE (Beef, IgE, F27) 370
35.03.012 peiindpyT, IgE (Grapefruit, IgE, F209) 370
35.03.013 I"peyHeBas MyKa, IgE (Buckwheat, IgE, F11) 370
35.03.014 KaseuH, IgE (Casein, IgE, F78) 370
35.03.015 Kanycrta ko4aHHas, IgE (Cabbage, IgE, F216) 370
35.03.016 KapTtodens, IgE (Potato, IgE, F35) 370
35.03.017 Kueu, IgE (Kiwi Fruit, IgE, F84) 370
35.03.018 Kny6Huka, IgE (Strawberry, IgE, F44) 370
35.03.019 Koposbe monoko, IgE (Milk, IgE, F2) 370
35.03.020 Kpabel, IgE (Crab, IgE, F23) 370
35.03.021 KpeBeTku, IgE (Shrimp, IgE, F24) 370
35.03.022 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 370
35.03.023 JnmoH, IgE (Lemon, IgE, F208) 370
35.03.024 Matro, IgE (Mango, IgE, F91) 370
35.03.025 Mopkoss, IgE (Carrot, IgE, F31) 370
35.03.026 OBcsHaa Myka, IgE (Oat, IgE, F7) 370
35.03.027 Mekapckue apoxoku, IgE (Baker’s Yeast, IgE, F45) 370
35.03.028 Mepcuk, IgE (Peach, IgE, F95) 370
35.03.029 MuBHble apoxoku, IgE (Brewer’s Yeast, IgE, F403) 370
35.03.030 Mpoco, IgE (Common Millet, IgE, F55) 370
35.03.031 MuweHnyHas myka, IgE (Wheat, IgE, F4) 370
35.03.032 Puc, IgE (Rice, IgE, F9) 370
35.03.033 CsuHMHa, IgE (Pork, IgE, F26) 370
35.03.034 Cenbpepeii, IgE (Celery, IgE, F85) 370
35.03.035 CoeBble 606bI, IgE (Soybean, IgE, F14) 370
35.03.036 Tomartsl, IgE (Tomato, IgE, F25) 370
35.03.037 Tpecka, IgE (Codfish, IgE, F3) 370
35.03.038 TbIkBa, IgE (Pumpkin, IgE, F225) 370
35.03.039 dyHayk, IgE (Hazelnut, IgE, F17) 370
35.03.040 LLokonaa, IgE (Chocolate, IgE, F105) 370
35.03.041 Aénoko, IgE (Apple, IgE, F49) 370




Kog ycnyru Ha3saHwue ycnyru LleHa
35.03.042 AnyHblin 6enok, IgE (Egg White, IgE, F1) 370
35.03.043 AnuHbIin XenTtok, IgE (Egg Yolk, IgE, F75) 370
35. AJIJTIEPTOJ1IOT MHECKUE NCCJIEQOBAHUA (Allergy Research) / 35.04. OnpegeneHue cneunduyeckux IgE:
6bIToBble aniiepredbl (Determination of Specific 10E: Household Allergens)
35.04.001 Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, 500
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albic
35.04.002 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 370
35.04.003 Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 370
35.04.004 Mnecenb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 370
35.04.005 MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 370
35.04.006 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 370
35.04.007 JomauHas nbiib/H1-Greer, IgE (House Dust — Greer, IgE, H1) 370
35.04.008 [JomatuHas nbinb/H2-Stier, IgE (House Dust — Hollister-Stier, IgE, H2) 370
35.04.009 Knewy, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1) 370
35.04.010 Knewy, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) 370
35.04.011 Knewy, Dermatophagoides microceras (D3), IgE (Dermatophagoides microceras, IgE, D3) 370
35. AJITIEPTOJ1IOT MYECKUE NCCJIEQOBAHUA (Allergy Research) / 35.05. OnpegeneHue cneunduyeckux IgE:
a/1I/1eprexbl XXnBOTHbIX (Determination of Specific IgE: Allergens of Animal Origin)
35.05.001 CMecb anfiepreHoB JOMaLLIHUX FPbI3YHOB: 3NUTENNIA MOPCKOIA CBUHKMW, SMUTENNIA KPONWKa, SNUTENNiA 900
XOMSIKa, Kpbica, Mblllb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium,
Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*
35.05.002 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 300
35.05.003 Cobaka, IgE (Dog Epithelium, IgE, E2) 370
35.05.004 TapakaH, IgE (Cockroach, IgE, 16) 370
35.05.005 Mopckas cBuHKa, anutenuid, IgE (Guinea Pig Epithelium, IgE, E6) 370
35.05.006 BonHucTbiii nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 370
35.05.007 Osua, anutenuii, IgE (Sheep Epithelium, IgE, E81) 370
35.05.008 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 370
35. AJINNIEPTOJIOrMYECKUE NCCIEQOBAHUA (Allergy Research) / 35.06. OnpeseneHue cneunduyeckux IgE:
anneprexbl Nbinblbl pacteHnin (Determination of Specific IgE: Allergens of Plant Pollen)
35.06.001 Cmecb aniepreHoB Tpasbl: eXa COopHas, OBCAHHMLA SIYTOBas, POXb MHOTOMIETHAS, TUMOEEBKa, 500
MATAUK nyroeoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue,
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*
35.06.002 CMmecCb annepreHoB TpaBbl: KOMOCOK AYLUMCTbIA, POXb MHOTONETHSSA, TUMOGEEBKA, POXb 500
Ky/NbTUBMPOBaHHas, 6yXapHUK LLepCTUCTbIN, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, |
35.06.003 Cmecb anniepreHoB [iepeBbeB: 0/1bXa, NeLlyHa 06bIKHOBEHHaA, 1Ba, 6epesa, ay6, IgE (TP9 (T2, T4, 500
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*
35.06.004 Cmecb anniepreHoB COpHOIA TpaBbl: aMbp0o3uns NOMbIHHOANCTHAA, MO/bIHbL 06bIKHOBEHHAS, 500
MOAOPOXKHMK, Mapb 6enad, 30/bHuK/conaHka, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel:
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*
35.06.005 bepesa, nbinbuUa, IgE (Birch, IgE, T3) 370
35.06.006 Tononb, IgE (Cottonwood, IgE, T14) 370
35.06.007 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 370
35.06.008 MonbiHb 06bIKHOBEHHAS, Nblnbua, IgE (Mugwort, IgE, W6) 370
35.06.009 MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 370
35. AJIJIEPTOJIOTMYECKUME NCCJIEAOBAHUA (Allergy Research) / 35.07. OnpegeneHue cneuudmyveckux IgE:
npodeccnoHanbHble aniepreHsbl (Determination of specific 1gE: professional allergens)
35.07.001  |Matexc, IgE (Latex, IgG, K82) | 370
35. AJIJIEPTOJIOTMYECKUME NCCJIEAOBAHUA (Allergy Research) / 35.08. OnpegeneHue cneuudmyeckux IgG:
nuiieBble anneprexsbl (Determination of Specific 1gG: Food Allergens)
35.08.001 Cmech NuULLEeBbIX ansiepreHoB 1: anenscuH, 6aHaH, 1610K0, nepcuk, 1gG (FP15 (F33, F49, F92, F95), 500
Food Panel: Orange, Banana, Apple, Peach, IgG)*
35.08.002 Cwmecb NMULLEBBIX anfiepreHoB 2: KMBKU, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, F91, F92, F210), Food 500
Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)*
35.08.003 Cwmechb NULLEBbIX ansiepreHoB 3: CBUHKHA, KYpPUHOE MACO, roBAAuHa, 6apaHunHa, 1gG (FP73 (F26, F27, 500
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)*
35.08.004 OnpegeneHune cneunthmnyecknx MMMyHornobynmnHos knacca G (IgG) k nuieBbiv annepreHam (Basic 9000

Food Profile, 19G)




Kog ycnyru Ha3saHwue ycnyru LleHa
35.08.005 AHaHac, IgG (Pineapple, 1gG, F210) 370
35.08.006 AnenscuH, IgG (Orange, 1gG, F33) 370
35.08.007 Apaxuc, 1gG (Peanut, IgG, F13) 370
35.08.008 baHaH, IgG (Banana, IgG, F92) 370
35.08.009 BapaHuHa, 1gG (Lamb, 1gG, F88) 370
35.08.010 Beta-naktornobynvH, IgG (Beta Lactoglobulin, 1gG, F77) 370
35.08.011 ossagnHa (F27), annepreH-cneuundguyeckune 1IgG (Beef, 19G, F27) 370
35.08.012 penndpyT (F209), anneprex-cneyudguueckune 1gG (Grapefruit, 1gG, F209) 370
35.08.013 I"peuHeBas myka (F11), annepreH-cneuuduyeckue 1gG (Buckwheat, 19G, F11) 370
35.08.014 KaseunH (F78), annepreH-cneumguyeckme IgG (Casein, IgG, F78)) 370
35.08.015 Kanycta koyaHHas (F216), anneprex-cneunguueckre 1gG (Cabbage, 1gG, F216) 370
35.08.016 Kaptodens (F35), annepreH-cneuundguyeckune IgG (Potato, 1gG, F35) 370
35.08.017 Kusu (F84), annepren-cneumduyeckue 1gG (Kiwi Fruit, 19G, F84) 370
35.08.018 Kny6Huka (F44), annepreH-crneundgudeckue 1gG (Strawberry, 19G, F44) 370
35.08.019 KopoBsbe Mosnoko (F2), annepreH-cneuuguyeckue 1gG (Milk, 1gG, F2) 370
35.08.020 Kpesetku (F24), annepreH-cneumnduyeckue IgG (Shrimp, 1gG, F24) 370
35.08.021 KypuHoe msico (F83), anneprex-cneundmdeckre 1gG (Chicken Meat, 1gG, F83) 370
35.08.022 JnmoH (F208), annepreH-cneumguyeckune IgG (Lemon, 1gG, F208) 370
35.08.023 MaHro (F91), annepren-crneumguyeckume 1gG (Mango, 1gG, F91) 370
35.08.024 MopkoBsb (F31), annepreH-cneuuguyeckune 1gG (Carrot, 19G, F31) 370
35.08.025 OBcsHaa Myka (F7), annepreH-crneuuduyeckre 1gG (Oat, 1gG, F7) 370
35.08.026 Mekapckue apoxokn (F45), annepreH-cneuuduyeckue 1gG (Baker’s Yeast, 1gG, F45) 370
35.08.027 Mepcuk (F95), annepreH-crneundmnyeckme IgG (Peach, 1gG, F95) 370
35.08.028 MuBHble apoxoku (FA03), annepreH-cneumdmyeckue 1gG (Brewer’s Yeast, 1gG, F403) 370
35.08.029 Mpoco (F55), annepren-cneyndgudeckne 1gG (Common Millet, IgG, F55) 370
35.08.030 MweHnyHasa myka (F4), annepreH-cneungunyeckme IgG (Wheat, 1gG, F4) 370
35.08.031 Puc (F9), annepreH-cneumguyeckme IgG (Rice, 1gG, F9) 370
35.08.032 CsuHuHa (F26), annepreH-cneuyudguyeckue IgG (Pork, IgG, F26) 370
35.08.033 CoeBble 606b1 (F14), annepreH-cneungunyeckme IgG (Soybean, 1gG, F14) 370
35.08.034 Tomatbl (F25), annepreH-cneupdmueckme 1gG (Tomato, 1gG, F25) 370
35.08.035 Tpecka (F3), annepreH-cneuunduyeckune IgG (Codfish, 1gG, F3) 370
35.08.036 ToikBa (F225), annepreH-cneumguyeckme 1gG (Pumpkin, 1gG, F225) 370
35.08.037 DyHayk (F17), annepren-cneupnduyeckue 1gG (Hazelnut, 1gG, F17) 370
35.08.038 LLlokonap (F105), annepreH-crneunguueckre 1gG (Chocolate, 1gG, F105) 370
35.08.039 A6noko (F49), annepreH-cneumguyeckme IgG (Apple, 19G, F49) 370
35.08.040 AunyHblii 6enok (F1), annepren-cneuymndguyeckme IgG (Egg White, IgG, F1) 370
35.08.041 AnyHblii xxenTtok (F75), annepreH-cneuundguyeckune 1gG (Egg Yolk, IgG, F75) 370
35. AJIJIEPTOJIOTMYECKUE NCCJIEAOBAHKA (Allergy Research) / 35.09. OnpegeneHue cneuudmyeckux IgG:
6bIToBble annepredsbl (Determination of Specific 1gG: Household Allergens)
35.09.001 Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, 500
Candida albicans, Alternaria tenuis, 1gG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albic
35.09.002 Mnecexb Penicillium notatum (M1), annepreH-cneumguueckume IgG (Penicillium notatum, 1gG, M1) 370
35.09.003 MneceHb Cladosporium herbarum (M2), annepreH-crneunguueckume 1gG (Cladosporium herbarum, 1gG, 370
M2)
35.09.004 MneceHb Aspergillus fumigatus (M3), annepreH-cneundmyeckue 1gG (Aspergillus fumigatus, 1gG, 370
M3)
35.09.005 Mnecexb Alternaria tenuis (M6), annepreH-cneupdmueckue 1gG (Alternaria tenuis, 19G, M6) 370
35.09.006 Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneyundgunyeckune IgG (Dermatophagoides 370
pteronyssinus, 19G, D1)
35.09.007 Knew, Dermatophagoides farinae (D2), annepreH-cneumguyeckme IgG (Dermatophagoides farinae, 370
IgG, D2)
35.09.008 Knewy, Dermatophagoides microceras (D3), annepreH-cneumguyeckme IgG (Dermatophagoides 370
microceras, 1gG, D3)
35.09.009 JomatiHas nbiib/Greer (H1), annepreH-cneundguyeckue IgG (House Dust — Greer, 1gG, H1) 370
35.09.010 JomaliHas nbiib/Stier (H2), annepreH-cneumguyeckune IgG (House Dust — Hollister-Stier, 1gG, H2) 370




Kog ycnyru

Ha3saHwue ycnyru

LleHa

35. AJIJIEPTOJIOTMYECKUME NCCJIEOOBAHKA (Allergy Research) / 35.10. OnpegzeneHue cneuudguyeckux |
a/neprexbl XXnBoTHbIX (Determination of Specific 1gG: allergens of Animal Origin)

9G:

35.10.001

Kowwka, snutenwii (E1), annepren-cneundmueckne 1gG (Cat Dander-Epithelium, 1gG, E1)

370

35.10.002

Cobaka, anutenuii (E2), annepren-cneumguyeckme IgG (Dog Epithelium, IgG, E2)

370

36. NCCJZIEAOBAHWE CIEPMbI (Study of Sperm) / 36.03. AHTUCnepMasibHble aHTuTena (Antispermatozoal Antibodies)

36.03.001 AHTWTENA aHTMCNepPMasibHBIE B CbIBOPOTKe KpoBK (Anti-Spermatozoa Antibodies, ASA, Serum) 500
36.03.002 AHTWTENa aHTUCNepMasibHbIe B criepme (Anti-Spermatozoa Antibodies, ASA, Semen) 1450
37. WNTOJTIOTMYECKUE NCCNELOBAHWUA (Cytological Research) / 37.01. XKnaKocTHasa LMTOMOrUSA, OKpacka no
ManaHukonay (Liquid-Based Cytology, LBC, Pap Stain)

37.01.001 YXXugkocTHasa umTonorms. LinTonornyeckoe nccnegosaqve romarepuana Weinky MaTKu 1450

(okpawmsaHme no ManaHukonay, TexHonorus NovaPrep ®) (Liquid Based Cytology, LBC. Cervical

Screening (Papanicolaou Stain (Pap Stain), Technology NovaPrep ®))

37. ULUTOJTIOTMYECKUME NCCNEAOBAHWA (Cytological Research) / 37.02. OkpatumaHue no ManaHnkonay ? Pap-TecTt

(Papanicolaou

Stain)

37.02.001 LimTonornyeckoe nccnefosaHve bromarepuana LWeiky MaTkv (OKkpawmsaHue no ManaHukonay, 900
Pap-TecT) (Cytological Examination: Cervix, Pap-test)
37.02.002 LinTonoruyeckoe nuccnefoBaHne bromaTepuana pasnnMyHbIX N0Kann3auuia, KpoMe LERKN MaTKu 900

(okpawmsaHue no ManaHukonay, Pap-TecT) (Cytological Examination: Different Biomaterial exept
Cervix, Pap-test)

37. ULUTOJTIOTMYECKUE NCCNIEAOBAHINA (Cytological Research) / 37.03. OKpalunBaHue no PomaHoBCKOMY-I MM3e
(Romanowsky-Giemsa Stain)

37.03.001 LimTonornyeckoe nccnefoBaHve Matepuana, noslyyeHHoro npu XMpypruyecknx BMeLLaTeIbCTBax 1 370
Apyrux cpouHblx uccnegosarusx (Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)

37.03.002 VccnefoBaHne COCKOG0B M OTMEYATKOB C MOBEPXHOCTU KOXM U cim3ncTbiX (Examination of Scrapings 370
and Prints of Skin and Mucous Membranes)

37.03.003 ViccnepoBaHme COCKO60B 1 OTMEYaTKOB OMyX0/ei 1 0nyxonenogo6bHeix o6pasosaHmii (Examination of 500
Scrapings and Prints Tumor and Tumor Like Formations)

37.03.004 VccnemoBaHue sHhockonmyeckoro matepmana (Examination of Endoscopic Material) 500

37.03.005 ViccnemoBaHus NPOMbIBHbIX BOf, 6poHx0B (MccneaoBaHme CMbIBOB ¢ 6poHX0B) (Examination of 500
Bronchial Washouts)

37.03.006 VccneoBaHne COCKO60B LLEMKN MaTKK 1 LiepBUKaIbHOT0 KaHana (Examination of Scrapings: Cervix 300
and Cervical Canal )

37.03.007 LIMTonormyeckoe mnccnefoBaHve anUTeNNs LWERKU MaTKK C ONCaHeM MO TEPMUHOMOTMYECKOIA 550
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with
Description on The Bethesda System, TBS)

37.03.008 VccnefioBaHue acnupara ns nonocty Matku (maskum) (Examination of Uterine Aspiration ) 370

37.03.009 ViccneposaHme oTneyaTka ¢ BHyTpyMMaToyHoi cnvpanu (BMC) (Examination of Imprint Intrauterine 370
Device, IUD)

37.03.010 Wccneposanune moum (Examination of Urine) 370

37.03.011 ViccnegoBaHwme BbigeneHnin M3 Mono4How xenesbl (Examination of Breast Discharge) 370

37.03.012 ViccnefioBaHne TpaHCCYAaTOB, 9KCCYAaToB, cekpeToB (Examination of Transudates, Exudates, Secrets) 370

37.03.013 ViccnesnosaHue mokpoTbl (Examination of Sputum) 370

37.03.014 ViccnegoBaHme MyHKTaTOB MOIOYHON Xenesbl (Examination of Punctates: Breast) 370

37.03.015 VccnefoBaHue nyHKTaToB Koxu (Examination of Punctates: Skin) 370

37.03.016 ViccnegoBaHme MyHKTATOB APYrvx OpraHoB 1 TkaHeld (Examination of Punctates: Other Organs and 1400
Tissues)

37.03.017 LimTonormyeckoe mnccnefoBaHve NyHKTaTa LWMTOBUAHOM XKenesbl C OnrcaHnem no 600
TepMUHONOrMYeckoin knaccugmkaumm betecaa (The Bethesda System for Reporting Thyroid
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

37.03.018 LinTonormyeckoe nccnegoBaHme cockoba (Maska) CM3nCTol 060104KM NONOCTM Hoca (0f4Ha 250
nokanusauus) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))

37.03.019 VccnepoBaHue 3HAOCKONUYECKOro MaTepuasa Ha Hanmume Helicobacter pylori (Examination of 600
Endoscopic Material: Presence of Helicobacter pylori)

37. UWTOJIOTMYECKUE NCCNELOBAHWA (Cytological Research) / 37.04. KoHcynbTaums rotoBbIX NpenapaTos

(Cytological Examination of Early Stained Slides with Cytological Smear)

37.04.001 KoHcynbTauus rotosbIX LMTONOrMYeckux npenapatos (ogHo cTekno) (Consultation of Finished 500

Cytological Preparations (1 Glass))

38. TMICTOJIOTMYECKUME NCCJIEOOBAHWA (Histological Examination) / 38.01. FMcTo/M0rMYeCKMe UCCNef0BaHUSA €
OKpallMBaHMEM reMaToKcuanH-303nHoM (Histology, hematoxylin and eosin stain (H&E stain, HE stain))




Kog ycnyru

Ha3saHwue ycnyru

LleHa

38.01.001

McTonornyeckoe UccnefoBaHne GUONCUIAHOrO MaTepuana 1 MaTepuana, Noay4YeHHOro Npu
XUPYPruyecknx BMeLLaTeNnbCTBax( 3HAOCKOMMYECKOro MaTepuana; TKaHeli XeHCKol NonoBol
CUCTEMBbI; KOXW,MAFKUX TKAHEW; KDOBETBOPHOIA 1 IMMAOMAHON TKaHel; KOCTHO-XPALLEBOI TKaHM

1500

38.01.002

[acTpuT, accoummpoBaHHbIi ¢ Helicobacter pylori (ructonornueckuii npodmns) (Helicobacter pylori
Associated Gastritis)

3300

38.01.003

"'mctoxnmuueckoe uccneposaHune Helicobacter pylori (chmnsb) (Helicobacter pylori, Mucus,
Histochemical Study)

1500

38.01.005

PeL,enTopbl K 3CTPOreHam 1 NporecTepoHy, MMMYHOTMCTOXMMMYECKOE 1CCefoBaHKe (bromaTtepman,
thMKcMpoBaHHbI B NapaduHoBom 610ke) (Estrogen and Progesterone Receptors,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5500

38.01.006

KoHcynbTaums rotoBbIX rmcTonornyeckmnx npenapatos (1 ctekno + 1 610k) (Consultation of Finished
Histological Preparations (1 Glass + 1 Block))

1300

38.01.007

Ki-67 (MIB-1) akcnpeccusi, UMMYyHOTMCTOXMMMUYECKOE UCCNEA0BAHNE: OLeHKa NPonngiepaTUBHOIA
akTuBHocTK no 3kcnpeccun Ki-67 (bromatepuman, QUKCUpOBaHHBI B (hopmannHosom bydepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Imm

4400

38.01.008

Ki-67 (MIB-1) akcnpeccusi, UMMYyHOTMCTOXMMMWYECKOE CCNEA0BAHNE: OLEHKa NPOnngiepaT1BHOIA
aKT1BHOCTY No akcnpeccun Ki-67 (6ruomartepman, iMKCMpoBaHHbI B NapaduHoBoM 6/10ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immun

4400

38.01.009

HER2/neu skcnpeccusi, HER2-cTaTyc, MMMYHOrMCTOXUMMYECKOE uccneaoBanme, MIMX (buomartepuan
(hnkcrpoBaHHbIli B hopmanHoBoM bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))

4400

38.01.010

OnpegeneHne HER2 cTaTyca onyxoin MeTogoM MMMYHO(/yOpPeCcLEHTHOM rmnbpuamsaumm in situ
(FISH) (Determination of HER?2 Status of Tumor, Fluorescence In Situ Hybridization)

18000

38.01.011

HER2/neu skcnpeccus, HER2-cTatyc, UMMYyHOTMCTOXMMUYECKOE UccnefoBaHue, UIMX (buomarepuan,
(huKcMpoBaHHeIi B napadmHoBom 610ke) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

4400

38.01.012

VIMMYHOTMCTOXMMMYECKAS ANArHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISB/IEHWE NIa3MaTUUYECKNX
KneTtok (CD138) (6uomatepuan, prKcMpoBaHHbI B popMannHoBom 6ydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed Bioma

4400

38.01.013

VIMMYHOIMCTOXMMMYECKas AUarHOCTUKA XPOHNYECKOT0 3HAOMETPUTA — BbISIB/IEHUE NIa3MaTUYECKMX
kneTok (CD138) (6uomaTepman, (hMKCUPOBaHHbIA B NapadnHoBoM 610ke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed Biomate

4400

38.01.014

VIMMYHOIMCTOXUMUYECKOE UCCef0BaHe MapKepa paHHeR AnarHOCTUKMN GUCTa3nK C BbICOKOM
CTeneHbHo pucka o03nokadvecTeneHus: pl6INK4a (bnomatepuan, PUKCUPOBaHHbIN B JOPMaIMHOBOM
oydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a, Immuno

3900

38.01.016

VIMMYHOIMCTOXUMUYECKUIA CKPUHVHT PaKa LUERKMN MaTKn — NCCef0BaHve ABYX MapKepoB Ans paHHel
[NarHOCTMKN AUCN/Ia3UM C BbICOKOI CTENEHLIO pUCKa 03n10KavecTBieHns: pl6INK4a + Ki-67
(bromaTtepuan, PrKCMPoBaHHbIN B hopmanmHoBom 6ydepe) (Cervical Cancer — Study of Two Ma

6500

38.01.017

VIMMYHOTMCTOXMMMNYECKUIA CKPUHWHT paka LUEAKWN MaTKu — UCCiefoBaHne ABYX MapKepoB AN paHHew
OMarHOCTMKM AUCNNa3UN C BbICOKOW CTeNeHbIO pyucka 03nokavecTsieHms: pl6INK4a + Ki-67
(6romaTtepuan, PrKCMpoBaHHbLIN B NapaguHoBom 610ke) (Cervical Cancer — Study of Two Mark

6500

38.01.018

PaK MOMIOYHOIA Xene3bl — KOMMEKCHbI UMMYHOTMCTOXMMWYECKUI Npodmnb (bruomatepman,
(huKcMpoBaHHeIi B hopmanuHoBoM Bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

13000

38.01.019

PaK MONOYHOI Xene3bl — KOMNIEKCHbIV MMMYHOIMCTOXMMMYECKUIA Npodnnb (brnomatepuan,
thmKcmpoBaHHbI B NapaduHoBoM 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

13000

38.01.020

VimmyHoructoxummyeckoe (MIMX) nccnegoBaHune: anarHoctmka numdonponmgiepaTnBHbIX
3aboneBaHuii (bromaTepua, 3aKNOUeHHbIN B NapagmHoBbIi 6110K) (Immunohistochemical diagnosis
of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

15500

38.01.021

VmmyHorncToxummyeckoe (UIMX) nccnegoBaHue: gnarHoctmka MMmonponmgepaTnBHbIX
3aboneBaHuii (bromatepuas, PUKCMPOBaHHLIN B popmanmHoBom Bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))

15500

38.01.022

ViMMyHorunctoxmmumndeckoe (IMX) nccnefoBaHme: AMarHoCcTKa rmcToreHe3a MeTacTasos npu
HeyCcTaHOB/IEHHOM MePBUYHOM o4are (CMEKTP MapKepoB ANS BbISBNEHNS TKAHEBON NPUHALNEXXHOCTN)
(brnomatepua, 3ak0YeHHbI B NapaduHoBbIi 610K) (Immunohistochemical diagnosis in cancer

15500

38.01.023

VIMMyHoructoxmmmnyeckoe (AIMX) nccnefoBaHme: AUarHocTKa rmctoreHesa MeTactasos npu
HeyCTaHOB/IEHHOM MEPBUYHOM o4are (CMEKTP MapKepoB A BbISIBEHNS TKAHEBON NPUHALNEXXHOCTN)
(6romaTtepua, PrKCMPoBaHHbIN B hopmanmHoBom 6ydepe) (Immunohistochemical diagnosis in ¢

15500

38.01.004

PeLlenTopbl K 3CTPOreHam v NporecTepoHy, MMMYHOIMCTOXMMUYECKOe uccneposaHmne (Estrogen and
Progesterone Receptors, Immunohistochemical Study)

38.01.015

VIMMYHOTMCTOXMMMYECKOE UCCNE0BaHNE MapKepa PaHHEN AMarHoCTUKN AMCNA3nK C BbICOKOI
CTeneHbHo pucka o3nokavectsneHns: pl6INK4a (6nomatepuran, GMKCUpPOBaHHbIN B napaHOBOM
onoke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a, Immunohi




Kog ycnyru

Ha3saHwue ycnyru

LleHa

39. WBWTOTrEHETUNYECKWE NCCTIEQOBAHUA (Cytogenetic Research) / 39.01. LinToreHeTuyeckue ucciefoBaHus

(Cytogenetic R

esearch)

39.01.001

|I/Iccne,qOBaHV|e KapunoTuna (KONMYeCTBEHHbIE 1 CTPYKTYPHbIE aHOManun xpomocom) (Karyotype)

| 5000

40. TEHETUYECKWE MPEAPACIIOJIOXXEHHOCTW (Genetic Predispositions) / 40.01. l'eHeTn4veckue VIP-npodunn
(Genetic VIP-Profiles)

40.01.001

MonHoe reHeTMyecKoe obcnefoBaHve And My>UuH (reHsl ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCAZ2,
DLG5, NOD2, POMC, U

84000

40.01.002

MonHoe reHeTMueckoe obcnegoBaHme Ans XeHwmH (reHsl ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCAZ2,
DLG5, NOD2, POMC, U

61000

40.01.004

MonHoe reHeTUYeCKoe 06Ce0BaHME CYNPYXKECKOI Napbl (KeHwwwHa) (reHbl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1,
GSTP1, LCT, CALCR, COL1AL, CFTR, GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2,
BRCAL, BRCA2, DLG

74500

40.01.005

MonHoe reHeTUYeckoe 06cnefoBaHne pebeHka (Mabumk) (reHsl ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCA2,
DLG5, NOD2,

65000

40. TEHETWY
thakTopsbl (Life

ECKUE MPEAPACIONOXEHHOCTW (Genetic Predispositions) / 40.02. O6pa3 >XU3HWU U reHeT
style and Genetic Factors)

nyeckue

40.02.001

3p0poBbIii 06pa3 xu3nu (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1,
GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB, UGT1A1, DAT, OPRM1, ANKK1, ALDH?2,
ADH2) (Healthy Lifestyle (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1,
GSTM1,

39000

40.02.002

A 300poB (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2,
UGT1AL, AR, CFTR; AZF-perunoH) (I'm Healthy (for Men) (Genes F2, F5, ApoE, MTHFR, MTRR,
MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-Region))

31500

40.02.003

A 3gopoBa (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1,
NAT2, BRCAL, BRCA2, UGT1A1) (I'm Healthy (for Women) (Genes F2, F5, ApoE, MTHFR,
MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, UGT1Al))

27500

40.02.004

OLeHKa P1CKOB, CBS3aHHbIX C UHTEHCUBHOW (hn3nyeckoii Harpy3koi (resbl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Higher Physical Activity: Risk
Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1

17500

40.02.005

OLEeHKa prCKOB, CBA3aHHbIX C MHTEHCMBHOM (h3nyecKoii Harpy3skoii (reHbl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (6e3 onvcaHus pesynbTaTos
Bpayom-reHeTvkom) (Higher Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5, Apo

15000

40.02.006

MoaroToBska k onepaumn (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes
MTHFR, MTRR, MTR, F2, F5))

3700

40.02.007

Mogrotoska k onepaumn (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pe3ynsTaToB
Bpayom-reHeTnkom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without
Description))

2000

40.02.008

OnacHoCTb NpK NpremMe opanbHbIX KOHTpauenTmeoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
(Genes F2, F5))

2100

40.02.009

OnacHOCTb NpK NpremMe opasibHbIX KOHTpaUenTMBoB (reHbl F2, F5) (6e3 onvcaHus pe3ynbTaToB
Bpadom-reHeTukoM) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))

1900

40.02.010

Puck pa3suTua paka npu kypeHun (reHbl GSTT1, GSTM1, GSTP1, NAT2) (Risk of Cancer in
Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2))

9900

40.02.011

Puck passutus paka npu KypeHun (redsl GSTT1, GSTM1, GSTP1, NAT2) (6e3 onncaHus
pesynbTaToB BpavoM-reHeTnkoM) (Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1,
NAT?2) (without Description))

8100

40.02.012

Heo6Xx0aMMOCTb 3aLMThl KOXM Npu 3arape (reHbl GSTT1, GSTM1, GSTP1, NAT2) (Tanning Risks:
Protection of Skin (Genes GSTT1, GSTM1, GSTP1, NAT?2))

9900

40.02.013

Heo6Xx04MMOCTb 3aLUThl KOXM Npu 3arape (reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTMKoM) (Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1,
GSTP1, NAT2) (without Description))

8100

40.02.014

Mprem XapeHbIX 1 KON4YeHbIX MPOAYKTOB U PUCK pa3BuTus paka (reHbl GSTT1, GSTM1, GSTP1,
NAT2) (Intake of Grilled and Smoked Foods and Cancer Risk (Genes GSTT1, GSTM1, GSTP1,
NAT2))

9900

40.02.015

Mpuem xapeHbIX 1 KONYeHbIX NPOAYKTOB MU PUCK pa3BuTus paka (reHbl GSTT1, GSTM1, GSTP1,
NAT?2) (6e3 onucaHus pe3ynsTaTtoB Bpavom-reHeTnkom) (Intake of Grilled and Smoked Foods and

Cancer Risk (Genes GSTT1, GSTM1, GSTP1, NAT2) (without Description))

8100




Kog ycnyru

Ha3saHwue ycnyru

LleHa

40.02.016

HenepeHocumMoCTb MOJIOKa Y B3poc/bix ntogei (reH LCT) (Lactose Intolerance in Adulthood (Gene
LCT))

1500

40.02.017

ANKOron3m 1 HapKoMaHWs — CKIOHHOCTb K pa3BUTMIO: MOMHasA NaHens (reHsl DAT, OPRM1,
ANKK1, ALDH2, ADH2) (Alcoholism and Drug Addiction, Tendency to Develop: Full Panel (Genes
DAT, OPRM1, ANKK1, ALDH2, ADH2))

6800

40.02.018

AJIKOr0/I3M U HapKOMaHWA — CKIOHHOCTb K PasBUTUIO: Mo/Has naHenb (reHst DAT, OPRML1,
ANKK1, ALDH2, ADH2) (6e3 onucaHus pe3ynbTaToB Bpa4oM-reHeTukom) (Alcoholism and Drug
Addiction, Tendency to Develop: Full Panel (Genes DAT, OPRM1, ANKK1, ALDH2, ADH2)

(withou

5800

40. TEHETWY
(Reproductive

Health)

ECKWE MPEAPACIMOTOXKEHHOCTW (Genetic Predispositions) / 40.03. PernpogyKTUBHOe 34,0p0Bbe

40.03.001

YKeHckoe 6ecnnogue n 0cnoXxHeHne 6epemeHHOCTM (reHbl F2, F5, MTHFR, MTRR, MTR, ACE,
AGT, RHD, HLA II; kapnotun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA 1I; Karyotype))

20000

40.03.002

Xouy CTaTb MaMoii: 0CNOXHEHUs 6epemMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD))

15000

40.03.003

Xouy cTaTb Mamoii: 0COXXHeHUs GepeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD) (6e3 onucaHus pe3ynsTaToB BpadoM-reHeTmkom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

13000

40.03.004

CK/TOHHOCTb K TPOM603aM Mpu 6epeMeHHOCTU: MUHUMa/IbHasA naHenb (reHbl F2, F5) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5))

2300

40.03.005

CKNOHHOCTb K TPOMG03aM Npu 6epeMeHHOCTU: MUHUMa/IbHas NaHenb (reHbl F2, F5) (6e3 onncaHus
pesynbTaToB Bpa4yoM-reHeTUKoM) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

1900

40.03.006

["ecTo3bl 1 (heTONNaLEHTapHas HefocTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))

9000

40.03.007

[ecTo3bl 1 (heTONNaLeHTapHas HefocTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(6e3 onncaHma pesynbTaToB BpadoM-reHeTMKom) (Gestosis and Placental Insufficiency (Genes ACE,
AGT, MTHFR, MTRR, MTR, F2, F5) (without Description))

8000

40.03.008

MpMBbIYHOE HEBbIHALLMBAHME BEPEMEHHOCTH, B T. Y. CK/IOHHOCTb K TPOM603aM Mpu 6epeMeHHOCTU:
paclumpeHHas naHenb (reibl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

4000

40.03.009

MpuBbIYHOE HEBbIHALLIMBaHWE GEPEMEHHOCTH, B T. Y. CKNOHHOCTbL K TPOM603aM Mpu 6epemMeHHOCTI:
paclumpeHHasa naHesb (resl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHuns pe3ynsTaToB
BpayoMm-reHetnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel (

3000

40.03.010

BO3HVKHOBEHWE N30MPOBaHHLIX NMOPOKOB pa3suTKA y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

2800

40.03.011

BO3HMKHOBEHME N30/1MPOBaHHbIX NMOPOKOB pa3suTHA y nnoga (reisl MTHFR, MTRR, MTR) (6e3
onmcaHms pe3ynbTaToB Bpa4yoM-reHeTnkom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR
MTR) (without Description))

2200

40.03.012

TpOMBOTUYECKME OCNOXHEHWS NPK CTUMYNALUK oBYnsiLMKM (reHbl F2, F5) (Thrombotic Complications
of Ovulation Induction (Genes F2, F5))

2200

40.03.013

TpOMOOTUYECKME OCNOXHEHUS NPY CTUMYNALMK 0BYNALMK (reHbl F2, F5) (6e3 onncaHusa pesynbTaTos
Bpayvom-reHeTrkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) (without
Description))

1800

40.03.014

AgppeHoreHnTanbHblii cuHgpom (AC). Mownck YacTbix MyTauumii B reHe CYP210HB, 9 u. m.
(Congenital Adrenal Hyperplasia (CAH), Gene CYP210HB, 9 Freq. Mut.)

15500

40.03.015

OnacHocTb Npu NpuemMe opanbHbIX KOHTpauenTueoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
(Genes F2, F5))

2200

40.03.016

OnacHOCTb NpK NpMemMe opanbHbIX KOHTpaLenTMBoB (reHbl F2, F5) (6e3 onmcaHus pe3ynbTaToB
Bpavom-reHetnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))

1800

40.03.017

O6meH thonmesoit kncnoTbl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))

2800

40.03.018

O6meH thonmesoit kncnoTbl (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHus pe3ynbTaTos
Bpavyom-reHetTukom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

2200

40.03.019

HacneacTBeHHbIe ClyHam paka MOMOYHOW Xenesbl n/mnm amuHnkoB (reHsl BRCAL, BRCA2)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

4300

40.03.020

HacneacTBeHHbIe Clydan paka MOMOYHO Xenesbl n/unmn amyHnkoB (reHsl BRCAL, BRCA?2) (6e3
onuncaHMs pe3ynbTaToB Bpa4yoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

3700

40.03.021

HacneacTBeHHbIE CyYan paka MOMoYHON Xenesbl n/mnmn asmuHnkos BRCAL, BRCA2, CHEK2, NBN
(Hereditary Breast and/or Ovarian Cancer )

8000

40.03.022

Myxckoe 6ecnnogue (reHsl AR, CFTR; AZF-pervoH; kapunotun) (Male Sterility (Genes AR, CFTR;

AZF-Region; Karyotype))

16300




Kog ycnyru Ha3saHwue ycnyru LleHa

40.03.023 I"eHeTMuecKme hakTopbl MyXcKoro 6ecnnogus (reHol AR, CFTR; AZF-pernoH) (Genetic Factors of 13500
Male Infertility (Genes AR, CFTR; AZF-Region))

40.03.024 HapyLueHns cnepmartoreHesa: nonHas naHens (AZF-pernoH) (Impairment of Spermatogenesis: Full 8900
Panel (AZF-Region))

40.03.025 HapyLueHns cnepmartoreHesa: nonHas naHenb (AZF-pernoH) (6e3 onvcaHns pesynbTaTos 9000
Bpa4oMm-reHetnkom) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without Description))

40. TEHETUYECKWE MPEAPACTIOJIOXXEHHOCTW (Genetic Predispositions) / 40.04. HLA-TunupoBaHue n

pesyc-thakTop (HLA (Human Leukocyte Antigens) Typing and Rh factor)

40.04.001 OnpegeneHue pesyc-aktopa (Rh factor Definition) 4000

40.04.002 OnpegeneHue reHoTrna pesyc-akropa (RH factor Genotype) 8000

40.04.003 OnpegeneHue reHoTMNa pesyc-haktopa (6e3 onucaHus pesynbTaToB Bpavom-reHeTukom) (Genotype of 8000
RH factor Definition (without Description))

40.04.004 MonekynspHo-reHeTnyeckoe nccnefosaHne HLA-B27 (Molecular Genetic Testing HLA-B27) 900

40.04.005 TunuposaHue reHos cucteMbl HLA 11 knacca (reHsl DRB1, DQAL, DQB1) (System Human 6000
Leukocyte Antigen (HLA) Class 11, Typing (Genes DRB1, DOA1, DOB1))

40.04.006 TununposaHue reHos cuctembl HLA 11 knacca - nokyc DRB1 (System Human Leukocyte Antigen 1600
(HLA) Class 11, Typing)

40. TEHETNYECKWE MPEAPACTIOJIOXXEHHOCTW (Genetic Predispositions) / 40.05.20.5 CucTtema CBePTbIBaHUSA

KpoBu (Blood-Clotting Sequence)

40.05.001 Tpom603bl: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced 3200
Panel (Genes F2, F5, MTHFR, MTRR, MTR))

40.05.002 Tpom603bl: paclivpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onvcaHus pe3ynbTaToB 3000
Bpayvom-reHeTrkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without
Description))

40.05.003 PacluMpeHHOe 1ccnejoBaHMe reHoB cuUCTeMbl remocTasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13, 5000
FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

40.05.004 PaclumpeHHOe nccnefoBaHme reHoB cUCTeMbl remocTasa (reqsl F2, F5, MTHFR, MTR, MTRR, F13, 4000
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHuns pe3ynbTaToB BpayoM-reHeTnkoMm) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F

40.05.005 Tpom603bl: COKpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 2200

40.05.006 Tpom603bl: COKpalleHHas NaHenb (reHbl F2, F5) (6e3 onucaHns pes3ynbTaToB BpaiOM-IFeHETUKOM) 2000
(Thrombosis: Minimum (Genes F2, F5) (without Description))

40.05.007 dubpuHoreH (reH FGB) (Fibrinogen (Gene FGB)) 2700

40.05.008 ®ubpuHoreH (reH FGB) (6e3 onucaHus pe3ynsTaToB Bpadyom-reHeTukoM) (Fibrinogen (Gene FGB) 2700
(without Description))

40.05.009 vnepromoumctenHemus (reHst MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 2700
MTRR, MTR))

40.05.010 MmnepromoumctenHemus (reisl MTHFR, MTRR, MTR) (6e3 onucaHuns pe3ynsTaTos 2200
Bpa4yom-reHeTnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

40.05.011 Mmneparperaunsa Tpomo6oumnToB (reHbl ITGA2, GP1BA) (Platelet Hyperaggregation (Genes ITGA2, 2800
GP1BA))

40.05.012 "'neparperaumsa TpoM6ounToB (reHbl ITGA2, GP1BA) (6e3 onuncaHus pesy/bTaToB 2500
Bpayom-reHetnkom) (Platelet Hyperaggregation (Genes ITGA2, GP1BA) (without Description))

40.05.013 TpombGoLumMTapHBbIi pelenTop gmobpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene 1800
ITGB3))

40.05.014 TpombGoumMTapHbIi peuenTop gunbpuHoreHa (reH ITGB3) (6e3 onvcaHus pe3ynbTaTos 1500
Bpadyom-reHeTukom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))

40. TEHETUYECKWE MPEAPACTIOJIOXXEHHOCTW (Genetic Predispositions) / 40.06. BonesHu cepaua v cocyaos (Heart

and Blood Vessel (Cardiovascular) Diseases)

40.06.001 CeppfeyHo-cocyamcTble 3abonesaHus (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, 15700
NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-Vascular Diseases (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

40.06.002 ApTepuanbHas runepTeH3ns, nonHas naHens (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full 4150
Panel (Genes ACE, AGT, NOS3))

40.06.003 ApTepuanbHas runepTeH3ns, nonHas naHenb (reHbl ACE, AGT, NOS3) (6e3 onuncaHus pesynbTaToB 3700
BpavoMm-reHeTukom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

40.06.004 ApTepuanbHas runepTeHsns, CBA3aHHas ¢ HapyLIEHWUAMU B PEHUHAHTMOTEH3MHOBOM crcTeMe (FeHbl 2700
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))

40.06.005 ApTepuanbHas rMnepTeHsmns, CBA3aHHas ¢ HapyLUEHUAMW B PEHNHAHTMOTEH3UHOBO cucTeMe (FeHbl 2700

ACE, AGT) (6e3 onncaHus pe3ynbTaToB BpayoM-reHeTnkom) (Arterial Hypertension,

Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))




Kog ycnyru Ha3saHwue ycnyru LleHa

40.06.006 ApTepuanbHas rmnepTeH3uns, CBs3aHHas C HapyLLeHWsMK B paboTe sHAo0TenManbHoin NO-CUHTa3bI (reH 1800
NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

40.06.007 ApTepuanbHas runepTeH3ns, cBA3aHHas ¢ HapyLleHuaMK B paboTe sHAoTemaibHol NO-cuHTasbl (reH 1500
NOS3) (6e3 onucaHusa pe3ynsTaToB BpadoM-reHeTukoMm) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

40.06.008 MBC, nHapkT Muokappa (reHsl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (Ischemic Heart Disease, 7800
Myocardial Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE))

40.06.009 MBC, nHthapkt muokapaa (reHbl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (6e3 onucaHus 7500
pesynbTaToB BpavoM-reHeTMkoM) (Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2,
GP1BA, ACE, AGT, NOS3, ApoE) (without Description))

40.06.010 Vwemunuecknin nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (Ischemic Stroke (Genes ITGB3, 6000
ITGA2, GP1BA, FGB))

40.06.011 Wwemnyeckmii nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (6e3 onvcaHus pesynbTaTtos 5500
Bpavyom-reHeTnkom) (Ischemic Stroke (Genes ITGB3, ITGA2, GP1BA, FGB) (without Description))

40.06.012 ATtepocknepos (reH ApoE) (Atherosclerosis (Gene ApoE)) 3000

40. TEHETUYECKWE MPEAPACIIOJIOXXEHHOCTW (Genetic Predispositions) / 40.07. Bone3HW »enya04HO-KMLLIEYHOIO

TpakTa (Gastrointestinal Diseases)

40.07.001 bonesHb KpoHa (reHsl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, 5300
OCTN1, OCTN2))

40. TEHETUYECKWE MPEAPACIOTOXEHHOCTW (Genetic Predispositions) / 40.08. Bone3Hu LieHTpasibHOM HePBHOWA
cuctembl (Central Nervous System (CNS) Diseases)

40.08.001

|50ne3|-u> Anbureiimepa (reH ApoE) (Alzheimer's Disease (Gene ApoE))

| 3000

40. TEHETUYECKWE MPEAPACIIOJIOXXEHHOCTW (Genetic Predispositions) / 40.09. OHKO/10r M4ecKue 3abo/1eBaHms
(Cancer Diseases)

40.09.001

OHKosornyeckune 3ab6oneBaHns y XeHwmH (reisl MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1,
NAT2, BRCAL, BRCA2, CHEK?2, NBS1) (Cancer in Women (Genes MTHFR, MTRR, MTR,
GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1))

19000

40.09.002

OHKosornyeckune 3abonesaHna y My>uuH (reisl MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1,
NAT2, AR) (Cancer in Men (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, AR))

14000

40.09.003

OHKonornyeckme 3ab60n1eBaHNs, CBA3aHHbIE C TOKCMHAMM OKpY>KatoLLein cpefpl (reHbl GSTTL,
GSTM1, GSTP1, NAT2) (Cancer Associated with Environmental Toxins (Genes GSTT1, GSTML,
GSTP1, NAT?2))

8400

40.09.004

HacneacTBeHHbIe ClyYan paka MOMOYHON Xenesbl U/nnmn snuHnkoB (reHsl BRCAL, BRCA2)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

4500

40.09.005

HacnefcTBeHHble Cllyyamn paka MOMIOYHOM Xenesbl u/nnm suuHukos (reHsl BRCA1L, BRCA2) (6e3
onucaHua pe3ynbTaToB Bpa4yoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

3800

40.09.006

HacnegcteeHHble cnyydan BRCA-accoummMpoBaHHOI0 paka y My>UMWH: pak FpyAHOI, NOMKeNyA04HHON,
npeacTaTesnibHO Xenes, pak anyek (reHbl BRCAL, BRCA2) (Hereditary Breast Cancer In Men:
Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

4400

40.09.007

HacneacTteeHHble cnyydan BRCA-accoumMnMpoBaHHOMO paka y My>XUMH: paK rpyaHol, NogpKenya0uHom,
npeAcTaTenbHOM Xenes, pak sudek (reHsl BRCAL, BRCA2) (6e3 onucaHusi pe3ynbTaToB
Bpayom-reHetnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate

4000

40.09.008

HacneacTBeHHbIe ClyYan paka MOMo4YHoN »enesbl u/mnmn amuHmnkos BRCAL, BRCA2, CHEK2, NBN
(Hereditary Breast and/or Ovarian Cancer )

7900

40.09.009

CeMeliHblii MefyNNSpHbIA paK WUTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

13000

40.09.010

CVHAPOM MHOXECTBEHHOW 3HAOKPMHHOI Heonnasum 2B Tuna (reH RET) (Multiple Endocrine
Neoplasia Type 2B (Gene RET))

4100

40.09.011

CUHAPOM MHOXXECTBEHHOI 3HAOKPMHHOW Heonnasum 2A Tvna (3k30Hbl 10, 11 reHa RET) (Multiple
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

8600

40.09.012

Mapkep pa3suTns Ph’-HeraTMBHbIX XPOHUYECKMX MUenonpoudepaTvBHbIX 3a6oneBaHuii (XMIM3):
KOMIMYeCTBEHHOE OMpefe/ieHNe COOTHOLLIEHUS HOPMa/IbHOTO U MyTaHTHOr O anneneii 617V/617F reHa
JAK2 (Marker of Ph-negative Chronic Myeloproliferative Disorders (cMPD): quantifica

4500

40.09.013

Mapkep pa3suTns Ph’-HeraTMBHbIX XPOHUYECKMX MuenonpoudepaTvsHbiX 3a6onesaHunii (XMIM3):
Ka4yeCTBEHHas OLieHKa Hamumusa comaTuyeckon mytaumm 617F reHa JAK2 (Marker of Ph-negative
Chronic Myeloproliferative Disorders (cMPD): gualitative assessment of presence of

3600

40. TEHETY

3aBucumocTb (Alcohol and Drug Addiction)

ECKWE MPEAPACIMOJTOXKEHHOCTMW (Genetic Predispositions) / 40.10. ANKorosisHas 1 HapKoTuyeckas

40.10.001

AJIKOr0/IM3M 1 HapPKOMaHWSA — CK/IOHHOCTb K Pa3BUTUMIO: MoNHasA naHens (reHst DAT, OPRM1,
ANKK1, ALDH2, ADH2) (Alcoholism and Drug Addiction, Tendency to Develop: Full Panel (Genes
DAT, OPRM1, ANKK1, ALDH2, ADH2))

6600




Kog ycnyru Ha3saHwue ycnyru LleHa

40.10.002 AKOro/n3m 1 HapKoMaHus — CKIOHHOCTb K pa3BUTMIO: MO/HasA naHenb (reHsi DAT, OPRM1, 5700
ANKK1, ALDH2, ADH2) (6e3 onucaHus pesynbTaToB BpayoM-reHeTukom) (Alcoholism and Drug
Addiction, Tendency to Develop: Full Panel (Genes DAT, OPRM1, ANKK1, ALDH2, ADH2)

(withou

40.10.003 AJIKOr0/I3M U HapKOMaHWSA: COKpaLLeHHas naHesb (6e3 reHeTrkn Metabonmsma ankorons) (reHol 4300
DAT, OPRM1, ANKK1) (Alcoholism and Drug Addiction: Abridged Panel, without Genetics of
Alcohol Metabolism (Genes DAT, OPRM1, ANKK1))

40.10.004 AJIKOT0/IM3M U HapKOMaHWst: COKpaLLeHHast MaHesb (6e3 reHeTnKM MeTabonmama ankorons) (reHbl 3600
DAT, OPRM1, ANKK1) (6e3 onucaHus pe3ynbTaToB BpadoM-reHeTnkom) (Alcoholism and Drug
Addiction: Abridged Panel, without Genetics of Alcohol Metabolism (Genes DAT, OPRM1,

40.10.005 AKOro/n3m 1 HapkoMaHus: TsSHXKeCTb (hn3nyeckoid 3asucmmoctu (reHbsl OPRM1, ANKK1) 3000
(Alcoholism and Drug Addiction: Physical Dependence (Genes OPRM1, ANKK1))

40.10.006 AJIKOr0/IM3M U HapKOMaHWs: TSHXKeCTb (manueckoli 3aBmcumocty (reHsl OPRM1, ANKK1) (6e3 2500
onucaHua pe3ynbTaToB BpadyoM-reHeTnkom) (Alcoholism and Drug Addiction: Physical Dependence
(Genes OPRM1, ANKK1) (without Description))

40.10.007 ANIKOronmM3m 1 HapKOMaHMS: CKIIOHHOCTb K MCUXO0N0MMYECKOI 3aBUCMOCTY OT yNoTpebeHns 2000
ankorons n Hapkotukos (reH DAT) (Alcoholism and Drug Addiction: Psychological Dependence
(Gene DAT))

40.10.008 ANKOro/nm3m n HapKOMaHus: CKIOHHOCTb K MCMXO0/0rMYECcKoi 3aBUCUMOCTI OT YNOTpebneHns 1400
anKorons u HapkoTukos (reH DAT) (6e3 onucaHus pe3ynbTaToB BpadoM-reHeTnkom) (Alcoholism and
Drug Addiction: Psychological Dependence (Genes DAT) (without Description))

40.10.009 "eHeTMuecKme hakTopbl MeTabonuama asnkorons (reHbl ALDH2, ADH2) (Genetic Factors on 2700
Metabolism of Alcohol (Genes ALDH2, ADH2))

40.10.010 "eHeTMuecKMe hakTopbl MeTabonnsma ankorons (reHsl ALDH2, ADH2) (6e3 onuncaHus pesy/nbTaToB 2500
BpayoM-reHeTnkom) (Genetic Factors on Metabolism of Alcohol (Genes ALDH2, ADH?2) (without
Description))

40. TEHETUYECKWE MPEAPACIIOJIOXKEHHOCTW (Genetic Predispositions) / 40.11. HapyLueHnsi 06MeHa BeLLECTB

(Metabolic Disease, Metabolic Disturbance)

40.11.001 HacneacTBeHHas NpefpacrnonoXeHHOCTb K caxapHoMy AnabeTy 1-ro Tvna no Tpem JIoKycam reHoB 6400
cuctembl HLA 11 knacca (reHbl DRB1, DQAL, DQB1) (Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class 1l (Genes DRB1, DQA1, DQB1))

40.11.002 HacnepacteeHHas npeLpacnonoXeHHOCTb K LieIMakmm no nokycam reHos cuctemsl HLA 11 knacca 6000
(DOQA1, DOB1)

40.11.003 [JnabeT nHcynuHHesasncumblii ADAMTS9, KCNJ11, KCNQ1, PPARG (Non-Insulin-Dependent 10300
Diabetes Type 2)

40.11.004 [JnabeT nHcynuHHesasncumblii ADAMTS9, KCNJ11, KCNQ1, PPARG (6e3 onucaHus pe3y/bTaToB 7600
Bpadom-reHeTukoM) (Non-Insulin-Dependent Diabetes Type 2 (without Description))

40.11.005 CuHppom Xunnsbepa (reH UGT1AL) (Gilbert's Syndrome (Gene UGT1A1)) 4000

40.11.006 Octeonopo3s: nonHasa naHens (reHsi CALCR, COL1A1L, VDR) (Osteoporosis: Full Panel (Genes 5400
CALCR, COL1A1, VDR))

40.11.007 OcTeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onvcaHus pe3ynbTaTos 4400
Bpayom-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1L, VDR) (without
Description))

40.11.008 OcTeonopos: cokpalleHHas naHens (reHsl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes 3700
CALCR, COL1A1))

40.11.009 OcTeonopos: cokpatleHHas naHenb (reHsl CALCR, COL1A1) (6e3 onucaHus pe3ynbTaToB 3500
Bpavyom-reHeTukom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))

40.11.010 OcTeonopos: pevuenTtop BuTamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1500
VDR))

40.11.011 OcTteonopos: peuentop ButammHa D (reH VDR) (6e3 onucaHnst pe3ynbTaToB BpaioM-reHeTUKOM) 1400
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

40.11.012 O6MmeH onmesoit kncnotsl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR, 2600
MTRR, MTR))

40.11.013 O6meH thonmesoii kucnoTbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus pe3y/bTaToB 2200
Bpayom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

40.11.014 JlakTasHasa HegocTaTtouHOCTh B3pocsbIxX (reH LCT) (Adult Lactase Deficiency (Gene LCT)) 1700

40.11.015 HacneacTtBeHHbI remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 3000

40. TEHETUNYECKWE MPEAPACIIOJIOXXEHHOCTW (Genetic Predispositions) / 40.12. ®apMaKoreHeTMKa

(Pharmacogenetics)

40.12.001 AcnupvH 1 NnasuKc. MeHeTUYECKNiA MapKep Pe3NCTEHTHOCTU K aHTUarperaHTHO Tepanin acnpuHoM 1600
¥ NnaBmMKcoM. OnpeseneHne Hamumna NoIMMopPMU3MOB reHa TPOMOOLMTapHOro peLienTopa
tubpuHoreHa (reH ITGB3) (Aspirin and Plavix. Genetic Marker of Resistance to Antiplatel

40.12.002 BapapuH: paclumpeHHas naHenb 41 nogbopa fossbl (reHsl CYP2C9, VKORC1, CYP4F2, GGCX) 12400

(Warfarin Dose Panel (Genes CYP2C9, VKORC1, CYP4F2, GGCX))




Kog ycnyru

Ha3saHwue ycnyru

LleHa

40.12.003

MapanasmH 1 NpokavHaMug, MFeHeTUYecKne MapKepbl NOBbILLIEHHOTO PUCKA Pa3BUTIS
BO/14aHOYHOMOAOGHOI0 CMHAPOMA W FrenaToTOKCUYHOCTY NpK NpremMe KapAMoTPOMNHbIX NpenapaTos:
rmgpanasvHa u npokanHammga. OnpegeneHne HannuMs NoaMmopn3MoB reHa N-aLeTunTpaHcgepasbl
2 (Hydr

5500

40.12.004

M30Hmasna. MeHeTnYecKme MapKepbl NOBbILLEHHOMO pUCKa PasBuUTUA NOSIMHEBPUTOB NPU NpuemMe
M30HMa3NAa, CBA3AHHBIX C HapyLLUEHMEM ero metabomama. OnpeaeneHne Hanmuusa NoIMMOPAM3mMOoB
reHa N-auetmnntpaHcdepasbl 2 (reH NAT2) (Isoniazidum. Genetic Markers of Increased Risk

5500

40.12.005

WHruéutopsl AMN®, nysactaTviH, 6nokatopsbl peuentopos ATII. MporHo3uposaHue
HethpOMPOTEKTUBHOIO 3(hheKTa MHrMbmTopoB AN npu HeanabeTNUHeCKUX 3ab0NEBaHNSIX.
eHeTUYecKMe Mapkepbl A(eKTUBHOCTI aTeHO0/Ma NPY apTepuaibHON rMNepTeH3nn ¢
rMnepTpogveli NeBOro Xenyaoyka

2800

40.12.006

MeTtabonmsm npmHoTekaHa (reH UGT1A1L) (Metabolism of Irinotecan (Gene UGT1AL))

4000

40.12.007

Jo3sapTaH/vp6ecapTaH. TeHETUYECKMIA MapKep pUCKa HapyLLEeHWIH MeTabonm3mMa 6/10KaTopoB
PeLenTopoB aHrMoTeH3uHa Il: no3apTaHa 1 upbecapTaHa No TUMNY 0cnabneHns U yCUNeHms nx
FMMOTEH3MBHOIO AENCTBUS, COOTBETCTBEHHO. OnpeaenieHne Hamunsa NoAMMopn3MoB reHa
LIMTOXpOMa

3000

40.12.008

MeToTpekcat. _["eHeTnyecKme MapKepbl NMOBbILLEHHONO PUCKa Pa3BUTUS MOBOYHbIX peakuuii npw
npvieMe MeTOTpeKcaTa Ha JOHe JIeYeHNsl PEBMAaTOMAHOr0 apTpuTa. MeTOTpeKcaT: HapyLUeHne
meTabom3Ma (honneBoli KcnoTel. OnpeaeneHne Hamumns noaMMophnusMoB reHoB hepMeHTOB
peakuuin o

2700

40.12.009

HecTepounaHble NPOTMBOBOCNA/INTE/bHbIE NPenapaTbl. FeHETUYECKMIA MapKep MOBbLILLIEHHOTO pUcKa
pa3BMTKSA NOBOYHBIX PeaKLMii B hopMe XenyaoUHbIX KpoBoTeueHuid npy npueme HMBIM (nbynpodeH,
TEHOKCUKaM, HanpoKCeH, HO He AnK1odeHaK) NO TMNY BOSHUKHOBEHMS YXeNYA0UHbIX KDOBOTEYEHN

2800

40.12.010

MeHnumnNaMuH. 'eHeTMYECKME PAKTOPbI YCUNEHNS KNMHUYECKON 3(EeKTUBHOCTI NPU NMPUMEHEHUN
NeHMLUMNNaMHa Ha )OHE NeYeHNst peBMaTouaHOro apTpmTa. OnpeaeneHme HanMuus NoIMMOpPHU3MOoB
reHa mi-1-rayratmon-S-TpaHcdepasbl (reH GSTM1) (Penicillamine. Genetic Factors of En

5100

40.12.011

CtaTuHbl. 'eHeTUYecKMe (haKTOPbl YMEHbLLEHUS UMW YCUNEHWS KNMHUYECKOR 30)(heKTUBHOCTM NpU
NpUMeHeHNN cTaTUHOB. OnpesenieHne HaM4ua NoAMMopPgU3MOB reHa anosmnonpoTerHa E (rexH
ApoE) (Statins. Genetic Factors of Decrease or Enhance Clinical Effectiveness in Use of

3000

40.12.012

CynbthaHunammabl (cynbtacanasuH). _eHeTUYeCKe MapKepbl MOBbILLEHHOMO PUCKa PasBUTHS
NOBOYHBIX peakLunii B jopmMe ANCNENCUiA 1 XKenyAoUHbIX KpOBOTEUEHUIA MK NpueMe cynbhacanasnHa,
CB#A3aHHbIX C HapyLLieHMeM ero MeTabonmama. OnpegeneHne HaaMuns NoaMMopdn3mMoB reHa N-aLeTm

4400

40.12.013

Cynb(oHNIMOYEBMHA 1 ee NMPOM3BOAHbIE: _XNopNponamum, Tonasamug, rnmeeHKnammg u
Ton6yTamug,. FeHeTUUecKMiAi MapKep PUCKa Pa3BUTUS HeXXe/laTe bHbIX /IEKapCTBEHHbIX PeaKLnii no
TUMY TUNOTNIMKEMUN MPU NPUEME NEPOPa/bHBIX CaXapOCHMKALLIMX CPEACTB, CBA3aHHbIX C
HapYLLIEHVEM MX

3000

40.12.014

VHTepneiiknH-28B (1/1-28B), reHoTUnNmnpoBaHue (MccnefoBaHNe FeHETUYECKUX MapKepoB,
onpeaensoLmx ahheKTUBHOCTb fleUeHNUS XPOHUYECKOro renatuTta C MHTep(epoHOM U prbaBUpPUHOM)
(Interleukin 28 Beta 1L28B, Genotyping (Study of Genetic Markers Determining Effectivenes

1000

40.12.015

Beta-agpeHo6nokatopsbl (?-agpeHobnokatopsl). FeH CYP2D6. dapmakoreHeTuka (?-Adrenergic
Blockers. Gene CYP2D6. Pharmacogenetics)

10000

40. TEHETY

KCEHOBMOTUKOB U KaHLeporeHoB (Detoxification System of Xenobiotics and Carcinogens)

ECKWME MPEAPACIMOTOXXKEHHOCTW (Genetic Predispositions) / 40.13. Cuctema feToKCUKaLmm

40.13.001

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

10000

40.13.002

Lintoxpom CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

3000

40.13.003

"nyTaTnoHTpaHcgepasbl (reHsl GSTT1, GSTM1, GSTP) (Glutathionetransferases (Genes GSTT1,
GSTM1, GSTP))

5200

40.13.004

N-auetuntpactepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT2))

4500

40.13.005

YpuauHaudgocdarriokypoHunasa (reH UGT1AL) (Uridine Diphosphate Glucuronyltransferase (Gene
UGT1A1))

4100

40. TEHETWY
of Physician-G

ECKUE MNPEAPACIIOJIOXKEHHOCTW (Genetic Predispositions) / 40.14. Ycnyru Bpada-reHeTu
eneticist)

Ka (Services

40.14.001

OnuncaHne pe3ynbTaToB reHeTnYeckoro Tecta 1 kateropum cnoxxHocTy (NeNe 720163, 761163,
7014B3, 703063, 125I'T1/B3, 720763) (Genetic Test Results: Description of the 1-st Category
Complexity)

800

40.14.002

OnuncaHne pe3ynbTaTOB FeHETUYECKOro TecTa 2 Kateropum cnoxxHocTy (NeNe 118 M/B3, 1211 T1/B3,
123rn/e3, 131rnN/e3, 141rM/e3, 149rn/s3, 150rm/e3, 115rn/e3, 152rM/e3, 124rmn/s3,
154I'T1/B3) (Genetic Test Results: Description of the 2-nd Category Complexity)

1500

40.14.003

OnmcaHve pe3ynbTaToB reHeTUYecKoro Tecta 3 kateropum cnoxHocTy (NeNe 122M/63, 1291 M/B3,
120rn/B3, 1371 T1/B3, 138I'T1/63, 153IT1/B3, 151I'T1/63, 110 T1/B3, 1141 T1/B3, 140 T1/B3, 7661B3,
725863, 134I'M/B3, 135I'M/B3, 136I'M/B3) (Genetic Test Results: Description of the

2800

40.14.004

OnuncaHne pe3ynbTaToB FeHETNYECKOro TecTa 4 Kateropum cnoxxHocTy (NeNe 1441 T/63, 143 T1/B3,
139rMN/b3, 145IM/B3, 108I'M1/63, 19I'T1/63) (Genetic Test Results: Description of the 4-th Category
Complexity)

4400




Kog ycnyru Ha3saHwue ycnyru LleHa

40. TEHETUYECKWE MPEAPACTIOJIOXKEHHOCTW (Genetic Predispositions) / 40.01. l'eHeTn4veckue VIP-npocunn

(Genetic VIP-Profiles)

40.01.003 MonHoe reHeTMYeCKoe 06Cnef0BaHNE CYMPYXKECKOM napbl (My>Xu4mnHa) (reHsl ACE, AGT, F2, F5, 0
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1,
GSTP1, LCT, CALCR, COL1A1L, CFTR, GJB2, PAH, SMN, RHD, HLA 1l, VKORC1, NAT2,
BRCA1, BRCA2, DLG

40.01.006 MonHoe reHeTMueckoe ob6cneoBaHme pebeHka (aeBoyka) (reHsl ACE, AGT, F2, F5, ApoE, MTHFR, 0
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA 1l, VKORC1, NAT2, BRCA1, BRCAZ2,
DLG5, NOD2,

41. HACNEACTBEHHBIE MOHOIEHHbBLIE 3ABOJIEBAHUA 1 COCTOAHWA (Hereditary Monogenic Diseases) / 41.01.

HacneacTBeHHbIe MOHOreHHbIE 3a60n1eBaHuA U cocToaHuA (Hereditary Monogenic Diseases)

41.01.104 [JuncTanbHas cnvHanbHas aMnoTpogms BPOXXAEHHasA Henporpeccupytowwas. Mouck myTauuii B 0
«ropaumnx» yyactkax reHa TRPV4, «ropsay.» y4. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

41.01.113 KatapakTa. Mounck myTtauwmii B reHe CRYAA, m. (Cataract, Gene CRYAA, Mut.) 0

41.01.239 Mepuogmnyeckas 60ne3Hb. Monck YacTbix MyTauwmin B reHe MEFV, u. m. (Familial Mediterranean Fever, 0
FMF, Gene MEFV, Freg. Mut.)

41.01.264 Pabgommonns (MmornobunHypus). Moumck myTtaumin B reHe LPINI, m. (Myoglobinuria Acute Recurrent 0
Autosomal Recessive, Gene LPIN1, Mut.)

41.01.001 OcCHOBHbIe HacneACcTBeHHbIe 3a6oneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary 13600
Diseases (Genes CFTR, GJB2, PAH, SMN))

41.01.002 AbunoTpodns ceTyatku, Tun PpaHyeckeTTn (bonesHs LUTaprapara 1-ro tuna). Monck YacTbix 8800
MyTaumin B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freg. Mut.)

41.01.003 AbunoTpodns ceTyatku, Tun dPpaHyeckeTTn (bonesHs LUTapraparta 1-ro Tvna). Monck MmyTauuii B 6000
«ropsuMx» yyacTkax reHa ELOVL4, «ropsid.» yu. M. (Stargardt Disease 1, STGD1, Fundus
Flavimaculatus Included, Gene ELOVL4, Hot-Point Mut.)

41.01.004 ApapeHoreHnTanbHbIl cnHApom (AlC). Mounck YacTbix MyTauuii B reHe CYP210HB, 9 u. m. 15400
(Congenital Adrenal Hyperplasia (CAH), Gene CYP210HB, 9 Freq. Mut.)

41.01.005 AKpogepMaTUT sHTeponaTnueckuii. Momck myTtauwmii B reHe SLC39A4, M. (Acrodermatitis 29600
Enteropathica, Gene SLC39A4, Mut.)

41.01.006 AnbbuHM3M rnasHoi. Mouck myTauuii B reHe GPR143, m. (Albinism Ocular Type |, Gene GPR143, 8600
Mut.)

41.01.007 AnbO6WHM3M FNa3oKoXHbIV TMN 2A. Monck MyTauuii B reHe OCA2, m. (Albinism Oculocutaneous Type 97300
11A, Gene OCA2, Mut.)

41.01.008 Anb6UHM3M FNa30KoXHbIA TN 1A. Mounck myTauwmii B reHe TYR, M. (Albinism Oculocutaneous Type 17900
1A, Gene TYR, Mut.)

41.01.009 AmaBpo3 Jlebepa. Mounck myTauuii B reHe CRB1, m. (Leber Congenital Amaurosis 1, LCA, Gene 55300
CRB1, Mut.)

41.01.010 AwmaBpo3 Jlebepa. Mownck myTauwii B reHe CRX, m. (Leber Congenital Amaurosis 1, LCA, Gene CRX, 10700
Mut.)

41.01.011 Awmaspos flebepa. Mownck myTauuii B reHe LCAS, m. (Leber Congenital Amaurosis 1, LCA, Gene 30600
LCA5, Mut.)

41.01.012 Awmaspo3 Jlebepa. Mounck myTauuii B reHe LRAT, M. (Leber Congenital Amaurosis 1, LCA, Gene 10700
LRAT, Mut.)

41.01.013 AmaBpo3 Jlebepa. MNMounck myTauwin B reHe RPE65, M. (Leber Congenital Amaurosis 1, LCA, Gene 38000
RPE65, Mut.)

41.01.014 AHemus OaimoHpaa-bnekdeHa. Monck myTaymia B reHe RPS19, M. (Diamond-Blackfan Anemia 1, 17900
DBA1, Gene RPS19, Mut.)

41.01.015 ApaxHOAaKTUNNSA KOHTPaKTYpHas BpoXaeHHas. Mouck myTaumii B reHe FBN2, m. (Contractural 41600
Congenital Arachnodactyly, CCA, Gene FBN2, Mut.)

41.01.016 ApuUTMOreHHas Aucnnasus/kaparomMuonaTis Npasoro xenygouka. Momck Mytauumin B reHe SCN5A, M. 50600
(Arrhythmogenic Right Ventricular Dysplasia 1, Gene SCN5A, Mut.)

41.01.017 ApTporpmnnos guctanbHblin (cMHgpom dprmeHa-LlengoHa). Monck YacTbix MyTauuii B reHe MYH3, u. 9600
M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

41.01.018 ATtakcus ®puapelixa. Movck myTaumii B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.) 17600

41.01.019 ATakcunst puapelixa. Mounck vacTbix MyTaumin B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freq. 4400
Mut.)

41.01.020 ATenocTteoreHes (aucnnasna ge ns LLanens). Mowck myTauwmii B reHe SLC26A2, M. (Atelosteogenesis 23250
11, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

41.01.021 ATpodhusa 3puTensHOro Hepea. Mouck MyTauwmin B reHe OPA1, m. (Optic Atrophy 1, Gene OPAL, Mut.) 96250




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.022 ATpous 3puTenbHOro Hepea Jlebepa. MoncK YacTbIX MyTaumil B MUTOXOHAPUanbHon AHK, 12 u. m. 13350
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freg. Mut.)

41.01.023 ATpodmnsa 3puTenbHOro Hepsa Jlebepa. Mounck YacTbix MyTauuii B MuToxoHapuansHoit AHK, 3 u. m. 4400
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freg. Mut.)

41.01.024 ATpodunsa 3puTenLHONO HepBa C FyX0Toi. MonCK MyTauuii B «ropsumnx» yyactkax reHa OPAL, 8600
«ropsay.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

41.01.025 ATpogns 3puTensHOro Hepaa. Mounck myTtaumin B reHe OPA3, m. (Optic Atrophy 1, Gene OPA3, Mut.) 7300

41.01.026 ATpogns 3puTensHOro Hepaa. Mounck myTauwmin B reHe TMEM126A, m. (Optic Atrophy 1, Gene 19550
TMEM126A, Mut.)

41.01.027 AYTOUMMYHHbIV TumdonponvdepaTMBHbIA cCMHAPOM. Monck MyTauwuii B reHe TNFRSF6, . 28100
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

41.01.028 AYTOUMMYHHbIV AMM{onponndepaTMBHbIA CUHAPOM. MOWCK MyTaLWii B «FOPAUMX» y4acTKax reHa 6100
TNFRSF6, «ropay.» yy. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

41.01.029 Adasus nepemuHas nporpeccupytowas. Movick myTtauuii B reHe GRN, m. (Aphasia Primary 22250
Progressive, Gene GRN, Mut.)

41.01.030 AxoHgporeHes Tn Il. Mownck myTauwnii B reHe Col2A1, m. (Achondrogenesis Type 1, Gene Col2A1, 119335
Mut.)

41.01.031 AxoHgporeHes Tvn I. Mounck myTauwii B reHe SLC26A2, m. (Achondrogenesis, Fraccaro Type, Gene 23250
SLC26A2, Mut.)

41.01.032 AXoHgponnasus. Mounck YacTbIX MyTaumin B reHe FGFR3, u. M. (Achondroplasia, Gene FGFR3, Freq. 8830
Mut.)

41.01.033 AxpomaTtoncus. Mounck myTtaumin B reHe CNGB3, m. (Achromatopsia 3, ACHM, Gene CNGB3, Mut.) 67650

41.01.034 BokoBoii ammoTpodmueckunii cknepos. Monck myTauuii B reHe FIG4, m. (Amyotrophic Lateral 97250
Sclerosis, Gene FIG4, Mut.)

41.01.035 BokoBoii ammoTpoduueckuii cknepos. Mouck myTauuii B reHe ALSIN, m. (Amyotrophic Lateral 119330
Sclerosis, Gene ALSIN, Mut.)

41.01.036 BokoBoin amuoTpothuyeckuii cknepos. Mownck myTauwnii B reHe VAPB, m. (Amyotrophic Lateral 22250
Sclerosis, Gene VAPB, Mut.)

41.01.037 BokoBOI amnoTpothnUecKmin cknepos. Mounck YacTbix MyTauuii B reHe VAPB, u. M. (Amyotrophic 6000
Lateral Sclerosis, Gene VAPB, Freq. Mut.)

41.01.038 bonesHb becTa. Monck Bcex U3BECTHbIX MyTauuii B reHe BEST1, m. (Best Vitelliform Macular 34800
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

41.01.039 BonesHb BunbcoHa-KoHoBanosa. Mouck myTtauymii B reHe ATP7B, m. (Wilson Disease, Gene ATP7B, 81450
Mut.)

41.01.040 BonesHb BunbcoHa-KoHoBanosa. Monck yacTbix MyTaumii B reHe ATP7B, u. m. (Wilson Disease, Gene 7800
ATP7B, Freqg. Mut.)

41.01.041 BonesHb MannepeopgeHa-LUnatya. Mowvck myTauuii B reHe PANK2, m (Neurodegeneration With Brain 30650
Iron Accumulation 1, Gene PANK2, Mut.)

41.01.042 bonesHb MannepBopaeHa-LLnatuya. Mouck YacTbix MmyTauuii B reHe PANK2, 4. M. (Neurodegeneration 6600
With Brain Iron Accumulation 1, Gene PANK2, Freg. Mut.)

41.01.043 BonesHb MepcTmaHHa-LUTpeyccnepa-LUeliHkepa. Mouck MyTauuii B reHe PRNP, wm. 10600
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

41.01.044 BonesHb MpwnpyHra. Mouck myTtaumii B reHe EDNRB, M. (Hirschprung Disease, HSCR, Gene 24730
EDNRB, Mut.)

41.01.045 BonesHb MpwnpyHra. Mouck myTtaumii B reHe NTRK1, m. (Hirschprung Disease, HSCR, Gene 41600
NTRK1, Mut.)

41.01.046 BonesHb MpwnpyHra. Mouck myTtaumii B reHe ZEB2, m. (Hirschprung Disease, HSCR, Gene ZEB?2, 39100
Mut.)

41.01.047 bonesHb MvpinpyHra. Monck myTauumii B 3k3oHax 10, 11, 13, 14, 15 reHa RET, m. (Hirschprung 17900
Disease, HSCR, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

41.01.048 BonesHb KoyaeHa. Mouck myTtaumii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) 33350

41.01.049 BonesHb KpeliTudenbara-HAkoba. Mounck myTtauwmii B reHe PRNP, M. (Creutzfeldt-Jakob Disease, Gene 10600
PRNP, Mut.)

41.01.050 BonesHb SlepmutT-Ayknoc. Mownck myTauuii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene 33350
PTEN, Mut.)

41.01.051 BonesHb Hoppu. Mownck myTauwii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.) 8300

41.01.052 BonesHb MeprogMyecKnx MblLeyHbIX cnasmos. Movck myTaunii B reHe CAV3, M. (Rippling Muscle 8300
Disease, Gene CAV3, Mut.)

41.01.053 BonesHb Momne. Mouck myTaumii B reHe GAA, M. (Pompe Disease, Gene GAA, Mut.) 4400

41.01.054 BonesHb YHeppuxTa-SlyHgbopra. Monck myTtauumii B reHe CSTB, M. (Progressive Myoclonic Epilepsy] 12340

1A Unverricht and Lundborg, Gene CSTB, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.055 bonesHb YHpeppuxTa-SlyHaoopra. Monck yacTbix MyTauumii B reHe CSTB, u. m. (Progressive 4400
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

41.01.056 BonesHb LLTaprapaTa. Mounck yacTbix MyTaumii B reHe ABCA4, u. M. (Stargardt Disease 1, STGD1, 8800
Fundus Flavimaculatus Included, Gene ABCA4, Freg. Mut.)

41.01.057 BonesHb LLTaprapgra. Mouck myTtaumii B reHe CNGB3, m. (Stargardt Disease 1, STGD1, Fundus 67650
Flavimaculatus Included, Gene CNGB3, Mut.)

41.01.058 BonesHb LLTaprapgra. Mouck MyTaumii B «ropsymx» yyactkax reHa ELOVL4, «ropsy.» yu. m. 6100
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ELOVL4, Hot-Point Mut.)

41.01.059 Bpaxugaktnnus Tun B1. Mouck myTtaumii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, 12340
Mut.)

41.01.060 BynnesHbliii snngepmonuns. Mouck myTtauuii B reHe KRT5, m. (Epidermolysis Bullosa, Gene KRT5, 22250
Mut.)

41.01.061 BynnesHbliii anuaepmonus. Movck MyTauuii 6e3 «ropsumnx» y4yacTkoB reHa LAMB3, 6e3 «ropsiu.» yu. 45450
M. (Epidermolysis Bullosa, Gene LAMB3, without Hot-Point Mut.)

41.01.062 BynnesHbiid snugepmonns. Mouck MyTaumii B «ropaumx» yyacTkax reHa LAMB3, «ropsau.» yuy. m. 28100
(Epidermolysis Bullosa, Gene LAMB3, Hot-Point Mut.)

41.01.063 BenokapgnodaumansHbiin cuHagpom. Mouck myTauwii B reHe TBX1, m. (Velocardiofacial Syndrome, 34350
Gene TBX1, Mut.)

41.01.064 BpoxkaeHHast HeYYBCTBUTENbHOCTb K 601 ¢ aHrnapo3oM. Mownck myTauuii B reHe NTRK1, wm. 41630
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

41.01.065 eneomanyeckas gucnnasus. Monck myTaymnin B reHe ADAMTSL2, M. (Geleophysic Dysplasia 1, 12340
Gene ADAMTSL2, Mut.)

41.01.066 eneogmsnyeckas gucnnasus. Mouck myTtaumii B reHe FBN1, m. (Geleophysic Dysplasia 1, Gene 216000
FBN1, Mut.)

41.01.067 emodcunus. Mownck myTauuii B reHe haktopa IX npu remocmnum B, m. (Hemophilia B, Gene Factor 26000
1X, Mut.)

41.01.068 vnep-1gD cuHapom. Mouck MyTaumii B «ropsymx» yyactkax reHa MVK, «ropsay.» yd. m. (Hyper-1gD 9000
Syndrome, Gene MVK, Hot-Point Mut.)

41.01.069 "'vnep-1gD cuHapom. Mounck myTaumii B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG, 37000
Mut.)

41.01.070 nep-IgM cuHapom. Mownck myTauuii B reHe CD40LG, m. (Hyper-IlgM Syndrome, Gene CD40LG, 17900
Mut.)

41.01.071 "nepkanveMmnyeckunii nepuogmyecknini napanuny. MNMounck MyTaumii B ak3oHax 13 1 24 reHa SCN4A, . 9650
(Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

41.01.072 IMnepkaiveMuyeckuii nepuoguyeckuii napanny. Mowvick myTtauuii B reHe SCN4A, M. (Hyperkalemic 81450
Periodic Paralysis Type 2, Gene SCN4A, Mut.)

41.01.073 "'mnepkepatos. Monck myTtauuii B reHe KRT1, m. (Epidermolytic Hyperkeratosis, Gene KRT1, Mut.) 22250

41.01.074 "'mnepkepatos. Monck myTtauuii B reHe KRT9, m. (Epidermolytic Hyperkeratosis, Gene KRT9, Mut.) 27000

41.01.075 nepTpodurueckas kapamomuonatus. Movck myTtaunii B reHe CAV3, m. (Familial Hypertrophic 8320
Cardiomyopathy, Gene CAV3, Mut.)

41.01.076 "mnepTpoduryeckas kapanommonatms. Monck myTauumin B reHe TNNT2, m. (Familial Hypertrophic 41640
Cardiomyopathy, Gene TNNT2, Mut.)

41.01.077 "mneptheHnnanaHnHemMus ¢ aenuUMTOM TeTparnapobuonTepuHa. Monck mytauuii B reHe GCHL, m. 23250
(Hyperphenylalaninemia BH4-Deficient, Gene GCH1, Mut.)

41.01.078 "vnepeHnnanaHnHemms ¢ aedmumMToM TeTparnapobronTtepuHa. Movck myTauuii B reHe PTS, M. 19550
(Hyperphenylalaninemia BH4-Deficient, Gene PTS, Mut.)

41.01.079 nepteHnnanaHnHemms ¢ gedmumTom TeTparnapobmonTepuHa. Monck myTtaunii B reHe QDPR, M. 26950
(Hyperphenylalaninemia BH4-Deficient, Gene QDPR, Mut.)

41.01.080 "MNoKannMeMmMYeCcKnin NeEpUOAMYECKINIA Napasiny. MonCK MyTaumii B ak3oHax 12, 18 1 19 reHa SCN4A, 12350
M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

41.01.081 runodocdareMmyuecknii BUTaMUH D-pe3ncTeHTHBI paxmT (NoYveyHblin dhocaTHbIl gnabeT). Mounck 82450
MyTaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

41.01.082 mnoxoHaponnasms. Monck YacTbix MyTauuii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 8800
Freq. Mut.)

41.01.083 "naykoma BpoxkaeHHas. Mowvck myTauuii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG 12380
3A, Gene CYP1B1, Mut.)

41.01.084 I"naykoma 0BeHWIbHasA OTKPbITOYrofbHas (cuHApoM Purepa). Monck myTtauyuii B reHe CYP1B1, m. 12380
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

41.01.085 I"naykoma t0BeHWbHasA OTKPbITOYrofbHas (CuHApoM Purepa). Monck myTauuii B reHe MYOC, m. 12380
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene MYOC, Mut.)

41.01.086 ["nomepyoLMTOo3 NoYeK rmnonaacTUYeckoro Tuna. Mouck mytaumin B reHe HNF1B, m. (Renal Cysts 33250
And Diabetes Syndrome, Gene HNF1B, Mut.)

41.01.087 "ononpo3sHuedanus. Mouck myTtaumii B reHe SHH, m. (Holoprosencephaly 3, Gene SHH, Mut.) 14850




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.088 Oedmunt aumn-KoA-aernaporeHasbl XXMPHbIX KUCNOT. Mouck YacTbix MyTauuii B reHe ACADM, u. m. 4460
(Medium-Chain Acyl-CoA Dehydrogenase Deficiency, MCAD-Deficiency, Gene ACADM, Freq.
Mut.)

41.01.089 [Jednumnt KapHUTVHA CUCTEMHBIA NepBUYHBIi. Monck MyTauuii B reHe SLC22A5, m. (Systemic 3850
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

41.01.090 [Jwnactpodmueckas gucnnasms. Movck myTaunii B reHe SLC26A2, m. (Diastrophic Dysplasia, Gene 23250
SLC26A2, Mut.)

41.01.091 [OnnataumoHHas kapanomuonatusa (AKMIM). Monck myTauuii B reHe DES, m. (Cardiomyopathy 24730
Dilated, Gene DES, Mut.)

41.01.092 [nnataumorHan kapguomuonaTtus (AKMI). Mouck myTauuii B reHe EYA4, m. (Cardiomyopathy 41630
Dilated, Gene EYA4, Mut.)

41.01.093 [JwnnataynorHas kapguomuonatus (KMIT). Mouck myTauwmii B reHe FKTN, m. (Cardiomyopathy 41630
Dilated, Gene FKTN, Mut.)

41.01.094 [JwnnataynorHas kapanomuonatus (AKMIT). Mouck myTaumii B reHe LMNA, m. (Cardiomyopathy 34800
Dilated, Gene LMNA, Mut.)

41.01.095 [JnnataumoHHas kapgnommonatusa (AKMIT). Mouck myTauwmii B reHe SCN5A, m. (Cardiomyopathy 50660
Dilated, Gene SCN5A, Mut.)

41.01.096 [OnnataumorHas kapgnomuonatus (AKMI). Monck myTauuii B reHe SGCD, m. (Cardiomyopathy 34350
Dilated, Gene SGCD, Mut.)

41.01.097 [nnataumoHHas kapguomuonaTtus (AKMI). Mowck myTauuii B reHe TAZ, M. (Cardiomyopathy 21370
Dilated, Gene TAZ, Mut.)

41.01.098 [JwnnataynorHas kapauomuonatus (KMIT). Mouck myTauwmii 8 reHe TNNT2, m. (Cardiomyopathy 41630
Dilated, Gene TNNT2, Mut.)

41.01.099 [nnataumnoHHas kapguommonatus (AKMIM). Monck myTauwmii B reHe aMepyHa npu X-CLenieHHOM 10700
dhopme, M. (Cardiomyopathy Dilated, X-Linked Gene Emerine, Mut.)

41.01.100 [Awncnnasms Kuncta. Mouck myTtauwmii B reHe Col2A1, m. (Kniest Dysplasia, Gene Col2A1, Mut.) 119350

41.01.101 [wnctanbHas moTopHas HeiponaTtusa Tun V. Mownck myTauwnii B reHe GARS, m. (Distal Hereditary 61900
Motor Neuropathy, DHMN, Gene GARS, Mut.)

41.01.102 [nctanbHas MoTopHas HeliponaTtusa Tvn V. Monck myTauuii B reHe BSCL2, m. (Distal Hereditary 6670
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

41.01.103 [vcTanbHas cnnHanbHas aMMoTpodins BPOXKAEHHas ¢ napannyom avadparmbl. Monck MyTauuii B reHe 56550
IGHMBP2, M. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

41.01.105 [Jwnctpogns porosuubl. Mouck myTaumii B reHe COL8A2, m. (Macular Corneal Dystrophy, Gene 18550
COL8A2, Mut.)

41.01.106 [Jwnctpodus poroeuubl. Monck myTauunii B reHe SLC4A11, m. (Macular Corneal Dystrophy, Gene 44450
SLC4A11, Mut.)

41.01.107 [Jwnctpodus porosumubl. Monck myTauwmii B reHe CHST6, m. (Macular Corneal Dystrophy, Gene 12340
CHST6, Mut.)

41.01.108 Vianonatuueckas »enyaoukosas Taxukapams. Movck mytauuii B reHe SCN5SA, M. (Ventricular 50660
Fibrillation, Familial 1, Gene SCN5A, Mut.)

41.01.109 13011poBaHHbIi AedMLUMT rOpMOHa pocTa ¢ rnorammMarnobynmHemmeid. Mouck MyTaumii B reHe 61900
BTK, m. (Hypogammaglobulinemia and Isolated Growth Hormone Deficiency, Fleisher Syndrome,
Gene BTK, Mut.)

41.01.110 WxTro3 bynnesHblii. Mouck myTauwmii B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2, 25950
Mut.)

41.01.111 VIXT103 BynbrapHbli. Monck YacTbix MyTaumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq 9650
Mut.)

41.01.112 VIXTro3 namennsipHblii. Monck BceX 13BECTHbIX MyTauumil B reHe TGM1, M. (Autosomal Recessive 34800
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

41.01.114 KatapakTa. Mounck myTtauwmii B reHe CRYAB, m. (Cataract, Gene CRYAB, Mut.) 10700

41.01.115 KatapakTa. Mowvck mytauumii B reHe CRYBAL, M. (Cataract, Gene CRYBAL, Mut.) 23250

41.01.116 KatapakTa. Mowvck myTtauuii B reHe CRYBBI1, m. (Cataract, Gene CRYBB1, Mut.) 23250

41.01.117 KatapakTa. Mowvck mytaumii B reHe CRYGC, M. (Cataract, Gene CRYGC, Mut.) 9650

41.01.118 KatapakTa. Mowuck mytauuii B reHe CRYGD, m. (Cataract, Gene CRYGD, Mut.) 9650

41.01.119 KatapakTa. Mownck myTtauumii B reHe GJA3, M. (Cataract, Gene GJA3, Mut.) 12340

41.01.120 KatapakTa. Mownck myTtauuii B reHe GJA8, M. (Cataract, Gene GJA8, Mut.) 6670

41.01.121 KatapakTa. Mowvck myTauuii B reHe MIP, m. (Cataract, Gene MIP, Mut.) 15850

41.01.122 KocTHas reteponnasus nporpeccupytowas. Monck mytauuii B reHe GNAS, M. (Progressive Osseous 34350
Heteroplasia, POH, Gene GNAS, Mut.)

41.01.123 KpaHnomeTagmsapHas gucnnasus. Mouck MyTauuii B «ropsumx» yyactkax reHa ANKH, «ropsy.» yu. 9650

M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.124 KpaHnomeTtadgmsapHas aucnnasus. Movck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia, 45450
Gene ANKH, Mut.)

41.01.125 KpaHuocnHocTo3. Mounck myTauwmii B reHe TWISTL, m. (Craniosynostosis Type 2, Gene TWISTL, 13900
Mut.)

41.01.126 KpaHnocnHocTo3. Mounck MyTauwmii B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.) 8320

41.01.127 JlapyHro-oHMX0-KyTaHHbIA cMHAPOM. [Monck MmyTauuii B ak3oHe 39 reHa LAMA3, m. 6670
(Laryngoonychocutaneous Syndrome, Laryngo-Onycho-Cutaneous Syndrome, Exon 39 Gene LAMAS3,
Mut.)

41.01.128 INeikogucTtpotnsa runommenmHosas. Mouck myTtaumii B reHe GJC2, m. (Leukodystrophy 25950
Hypomyelinating 2, Gene GJC2, Mut.)

41.01.129 Numdegema. Mowvick myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.) 88880

41.01.130 Numdegema HacneacTBeHHast. Mowvck myTauwmii B reHe GJC2, m. (Hereditary Lymphedema Type 1C, 25950
Gene GJC2, Mut.)

41.01.131 Nnnoguctpodus cemeliHaa YacTuyHas. MNOMCK MyTaumWil B «ropsumx yyacTkax» reHa LMNA, «ropsy.» 6670
yu. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)

41.01.132 JNnnoamctpoduns BpPoXaeHHas reHepann3oBaHHas. Mouck myTauumii B reHe BSCL2, m. (Congenital 26950
Generalized Lipodystrophy, CGL, Type 1, Gene BSCL2, Mut.)

41.01.133 JNnunoamnctpodusa cemeiiHas YacTuyHas. Mownck myTaumin reHa LMNA, m. (Familial Partial 34810
Lipodystrophy 2, Gene LMNA, Mut.)

41.01.134 MakynspHas guctpodms. Mouck myTtaumii B reHe PRPH2, m. (Vitelliform Macular Dystrophy, Gene 12380
PRPH2, Mut.)

41.01.135 MaHaubynoakpanbHas gucnnasns ¢ annoguctpodmeid. Mouck MmyTauuii B 3k3oHax 8, 9 reHa LMNA, 6670
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

41.01.136 MeBanoHoBas aumaypws. Monck myTtauuii B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 37050

41.01.137 MetremornobuHemmsi, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.) 28100

41.01.138 MetremornobuHemusi, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.) 4400

41.01.139 MeTunrnyTakoHoBas aunaypust. Monck myTtauumii B reHe OPA3, m. (3-Methylglutaconic Aciduria Type 8320
111, Gene OPA3, Mut.)

41.01.140 MwrpeHb cemeiiHas remunneruyeckas. Mounck mytaumii B reHe CACNAIA, m. (Familial Hemiplegic 162000
Migraine, FHM, Gene CACNAIA, Mut.)

41.01.141 MukpothTanbM M301MpOoBaHHbINA. Mouck MyTaumii B reve GDF6, M. (Microphthalmia Isolated 4, Gene 10690
GDF6, Mut.)

41.01.142 MukpodTansm ¢ katapakToid. Monck myTtauymii B reHe CRYBA4, m. (Microphthalmia with Cataract, 21370
Gene CRYBA4, Mut.)

41.01.143 MuoKnoHMYecKas ANCTOHMS. Monck myTauuii B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE, 45450
Mut.)

41.01.144 Mwuonatus BpoxaeHHas. Monck myTauuii B reHe ITGA7, M. (Congenital Muscular Dystrophy, CMD, 55550
Gene ITGA7, Mut.)

41.01.145 MwonaTus ¢ UCnponopLmeit TUMNOB MbILEYHbIX BONOKOH. [Nonck MyTauuii B reHe SEPN1, m. 34800
(Congenital Fiber Type Disproportion, CFTD, Gene SEPN1, Mut.)

41.01.146 MwoToHuueckas guctpotms. Monck yacTbix MyTauuii B reHe DMPK, u. M. (Myotonic Dystrophy 1, 4200
Gene DMPK, Freg. Mut.)

41.01.147 MwuoToHuyeckas guctpodus. Momck YacTbix MyTauumin B reHe ZNF9, u. m. (Myotonic Dystrophy 2, 4200
Gene ZNF9, Freg. Mut.)

41.01.148 MwuoToHNA ToMmceHa-bekkepa. Mounck YacTbix MmyTauuii B reHe CLCN1, u. m. (Myotonia Congenita, 9900
Gene CLCN1, Freq. Mut.)

41.01.149 MuoToHua TomceHa-bekkepa. Mounck myTauumii B reHe CLCN1, m. (Myotonia Congenita, Gene 61900
CLCN1, Mut.)

41.01.150 MwognbpunnapHas ecMUH-3aBrcMMan Muonatus. Mouck myTtauuii B reHe DES, m. (Myofibrillar 24730
Myopathy, Gene DES, Mut.)

41.01.151 MwuodmbpunnspHas muonatus. Movck myTtaunii B reHe CRYAB, m. (Myofibrillar Myopathy, Gene 10690
CRYAB, Mut.)

41.01.152 MwuodgunbpunnapHas muonatna, MYOT m. (Myofibrillar Myopathy, Gene MYOT, Mut.) 34350

41.01.153 MykoBucumgos. Mouck mytaumin B reHe CFTR, m. (Cystic Fibrosis, Gene CFTR, Mut.) 104650

41.01.154 MykoBucumgos. Mouck vacTeix MyTauuii B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. 12040
Mut.)

41.01.155 MbiLleyHas AncTpodust BPOXKAeHHas MHTErpuH A7 HeratueHast. Mouck myTauuii B reHe ITGA7, m. 55550
(Congenital Muscular Dystrophy with Integrin Alpha-7 Deficiency, Congenital Muscular Dystrophy
with ITGA7-Deficiency, Gene ITGA7, Mut.)

41.01.156 MblLLeYHas AMCTPOGNS BPOXKAEHHAA MEPO3VH-3aBUCMMas. MOUCK MyTaLmWiA B «FOPSAYMX» y4acTKaxX 38050

reHa LAMA2, «ropsay.» y4. M. (Merosin-Deficient Congenital Muscular Dystrophy, Gene LAMA2,
Hot-Point Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.157 MbiLeyHas AncTpodums BpoXaeHHas Mepo3nH-3aBmucMas. Monck myTtaumin B reHe LAMAZ, 6e3 190000
«ropsa4.» yd. M. (Merosin-Deficient Congenital Muscular Dystrophy, Gene LAMA2, without Hot-Point
Mut.)

41.01.158 MblLLeYHas AMCTPOGNS BPOXKAEHHasA MepPO3nH-3aBMcMMan. Mouck MyTaumii B reHe LAMA2, m. 208000
(Merosin-Deficient Congenital Muscular Dystrophy, Gene LAMAZ2)

41.01.159 MblLweyHas gucTpogms BpoxaeHHas. Monck myTtauuii B rene FKRP, M. (Muscular 10690
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

41.01.160 MeiLeyHas gucTpodus BpoXKAeHHas. Mounck yacTbix MyTaumii B reHe FKRP, y. m. (Muscular 6000
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

41.01.161 MbiweyHas auctpodus [roleHHa-bekkepa. Mouck aeneummn B reHe ANCTPoMHA Y ManbYyMKOB 7800
(Duchenne Muscular Dystrophy, Dystrophin Gene Deletion, Boys)

41.01.162 MbileyHas auctpodus doweHHa-bekkepa. JlalioHn3aums X-xpoMocombl y aeBouek (Duchenne 6670
Muscular Dystrophy, X-Lyonization, Girls)

41.01.163 MblLLeYHas AMCTPOGNS NOACHOKOHEYHOCTHas. MOMCK MyTauuil B «ropsumnx» yyactkax reHa CAPN3, 17900
«ropsay.» yd. M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene CAPN3, Hot-Point Mut.)

41.01.164 MeiLLeyHas AUCTPOPMS MOSCHOKOHEYHOCTHas. Monck YacTbix MyTauuii B reHe CAPN3, u. m. 5400
(Muscular Dystrophy Limb-Girdle Type 2A, Gene CAPN3, Freg. Mut.)

41.01.165 MblLeyHas AMCTPOdKsS NOACHOKOHEYHOCTHaSA. MMOMCK MyTaLuuil KPOME «TFOPSYNX» YHACTKOB B FeHe 50700
CAPNS3, kpome «ropsd.» y4. M. (Muscular Dystrophy Limb-Girdle Type 2A, Gene CAPN3, except
Hot-Point Mut.)

41.01.166 MbiLleyHas gncTpodms MOSCHOKOHEYHOCTHas. Nounck MyTaumin B reHe CAV3, M. (Muscular Dystrophy 8320
Limb-Girdle Type 2A, Gene CAV3, Mut.)

41.01.167 MblILLeYHas AMCTPOgKS NOACHOKOHeYHOCTHas. Mounck myTauuii B reHe FKRP, m. (Muscular Dystrophy 10700
Limb-Girdle Type 2A, Gene FKRP, Mut.)

41.01.168 MeiLeyHas AUCTPOdMS MOSCHOKOHEYHOCTHas. Monck YacTbix MyTauuii B reHe FKRP, u. m. (Muscular 6000
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Freq. Mut.)

41.01.169 MeiLeyHas gUcTpodus NOSCHOKOHeYHOCTHas. Monck myTtauuii B reHe FKTN, m. (Muscular 41630
Dystrophy Limb-Girdle Type 2A, Gene FKTN, Mut.)

41.01.170 MbiLleyHas ANCTpodmst MOSICHOKOHEYHOCTHas. Mounck myTaumii B reHe LMNA, M. (Muscular 38050
Dystrophy Limb-Girdle Type 2A, Gene LMNA, Mut.)

41.01.171 MblLLeYHas AMCTPOgMS NOACHOKOHEYHOCTHas. Monck myTauuin B reHe POMTL, m. (Muscular 61900
Dystrophy Limb-Girdle Type 2A, Gene POMT1, Mut.)

41.01.172 MblLLeyHas AMCTpodrs NOACHOKOHeYHOCTHas. Monck myTauwuii B reHe SGCA, m. (Muscular 23250
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

41.01.173 MeiLLeyHas AUCTPOPMS MOSCHOKOHEYHOCTHas. Monck YacTbix MyTauuii B reHe SGCA, u. m. (Muscular 9900
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Freq. Mut.)

41.01.174 MeiLeyHas UCTpodurs MOSCHOKOHEYHOCTHas. MNonck myTauuii B reHe SGCB, m. (Muscular 23250
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

41.01.175 MbiLeyHas ANCTpodms NOICHOKOHEYHOCTHas. Monck MyTauuii B reHe SGCD, m. (Muscular 34350
Dystrophy Limb-Girdle Type 2A, Gene SGCD, Mut.)

41.01.176 MblLLeYHas AMCTPOgNS NOACHOKOHEYHOCTHas. Monck myTauuii B reHe SGCG, M. (Muscular 30650
Dystrophy Limb-Girdle Type 2A, Gene SGCG, Mut.)

41.01.177 MblLLeuHas AMCTPOgKS NOACHOKOHEYHOCTHas. Monck myTauwuii B reHe TTID, M. (Muscular Dystrophy 33350
Limb-Girdle Type 2A, Gene TTID, Mut.)

41.01.178 MeiweyHas guctpodus, Tun dykysama. Monck myTtayuii B reHe FKTN, m. (Muscular Dystrophy 41630
Fukuyama-Type, Gene FKTN, Mut.)

41.01.179 MbiweyHas auctpodus Imepun-Lpeiidyca. Monck myTauwmii B reHe FHL1, m. (Emery-Dreifuss 30650
Muscular Dystrophy, Gene FHL1, Mut.)

41.01.180 MbiweyHas guctpodms Imepun-Lperidyca. Monck myTtaumii B reHe LMNA, M. (Emery-Dreifuss 34800
Muscular Dystrophy, Gene LMNA, Mut.)

41.01.181 MbliweyHas guctpogms Imepu-Apelidyca. Monck MyTaLumii B reHe amepuHa npu X-CLemnneHHon 10700
tbopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

41.01.182 HaHnam MULIBRAY. Mownck myTauuii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37, 9000
Mut.)

41.01.183 HapyweHwns getepMmuHaumm nona. Monck myTtauuii reHa SRY, m. (Disorders Sex Determination, Gene 6200
SRY, Mut.)

41.01.184 HapyLueHuns getepmuHaumm nona. AHanms Hanmuma reHa SRY, m. (Disorders Sex Determination, 4400
Analysis Gene SRY, Mut.)

41.01.185 HacneacTBeHHas MOTOPHO-CeHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa) Tun |. Mownck 14450
MyTauuin B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

41.01.186 HacnefcteeHHas MOTOPHO-CEHCOpHas Heilponatusa (6onesHb LLlapko-Mapu-TyTa) Tin I. Momck 9000
myTaumii B reHe GJB1, M. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

41.01.187 HacneactBeHHast MOTOPHO-CEHCOpHast HeliponaTus (6onesHb LLlapko-Mapu-TyTa) Tun |. Mouck 14450

myTaumii B rede LITAF, M. (Charcot-Marie-Tooth Disease Type 1B, Gene LITAF, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.188 HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa) Tvn I. Mounck 24730
MyTauuin B reHe PRPS1, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PRPS1, Mut.)

41.01.189 HacnefcTBeHHast MOTOPHO-CEHCOpHas Helponatusa (6onesHb LLlapko-Mapu-TyTa) Tn I. Mounck 8900
yacTbIx MyTaumii B reHax SH3TC2, FIG4, FGD4 n GDAPL, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freg. Mut.)

41.01.190 HacnefcteeHHas MOTOPHO-CeHCOpHas Heilponatusa (6one3Hb LLlapko-Mapu-TyTa) Tin 1. Momck 41630
myTaumii B rede YARS, M. (Charcot-Marie-Tooth Disease Type 1B, Gene YARS, Mut.)

41.01.191 HacnegctBeHHast MOTOPHO-CeHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa) Tmn |. Mouck 4400
LynavkKaumm Ha xpomocome 17 B o6nactv reHa PMP22, m. (Charcot-Marie-Tooth Disease Type 1B,
Duplication on Chromosome 17 Gene PMP22, Mut.)

41.01.192 HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLlapko-Mapu-TyTa) Tmn I. Mounck 14550
MyTauwuii B reHe PO, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)

41.01.193 HacnefcTBeHHas MOTOPHO-CEHCOpHas Heilponatusa (6onesHb LLlapko-Mapu-TyTa) Tin I. Momck 12380
MyTaumii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

41.01.194 HacnefcteeHHast MOTOPHO-CeHCOpHas Heilponatusa (6onesHb LLlapko-Mapu-TyTa) Tin I. Momck 4400
MyTaLMii LbiraHckoro npoucxoxaeHus B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

41.01.195 HacnenctBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLiapko-Mapu-TyTa) Tun 1. Mownck 75450
myTaumii B reHe DNM2, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene DNM2, Mut.)

41.01.196 HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTtus (6onesHb LLlapko-Mapu-TyTa) Tvn 1. Mounck 97250
MyTaumii B reHe FIG4, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene FIG4, Mut.)

41.01.197 HacnefcTBeHHas MOTOPHO-CEHCOpPHas Helponatus (6onesHb LLlapko-Mapu-TyTa) Tvin 11, Mowck 62000
MyTaumii B reHe GARS, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene GARS, Mut.)

41.01.198 HacnefcteeHHas MOTOPHO-CEHCOpPHas Helponatus (6onesHb LLlapko-Mapu-TyTa) Tvin 11, Mowck 21370
myTaumii B rene GDAP, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

41.01.199 HacneactBeHHas MOTOPHO-CEHCOpHas HeliponaTus (6onesHb LLiapko-Mapu-TyTa) Tun 1. Mownck 9000
myTaumii B reHe HSPB1, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene HSPB1, Freg. Mut.)

41.01.200 HacneacTBeHHas MOTOPHO-CEHCOpHas HeliponaTtus (6onesHb LLiapko-Mapu-TyTa) Tvn I, Mouck 34800
myTaumii B reHe LMNA, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene LMNA, Mut.)

41.01.201 HacneacTBeHHas MOTOPHO-CeHCOpHas HeliponaTus (6onesHb LLiapko-Mapu-TyTa) Tvn 1. Mouck 51720
myTaumii B reHe MEN2, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene MEN2, Mut.)

41.01.202 HacnefctBeHHas MOTOPHO-CEHCOpPHas Helponatusa (6onesHb LLlapko-Mapu-TyTa) Tvin 11, Mowck 4400
yacTbIx MyTaumii B reHe MFN2, u. M. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq.
Mut.)

41.01.203 HacneactBeHHasi MOTOPHO-CEHCOpPHas HeliponaTus (6onesHb LLiapko-Mapu-TyTa) Tun 1. Mownck 21370
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

41.01.204 HacneacTBeHHas HeiiponaTysl C NOABEPXKEHHOCTbLIO Napanuyy OT caaBneHus. MouckK MyTauuii B reHe 12380
PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

41.01.205 HacneacTBeHHas HeiiponaTus ¢ NOABEPXKEHHOCTbLIO Napanuyy 0T CAaBneHns. AHan3 Yncna Konui 13500
reHa PMP22 (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Copy
Number Variation)

41.01.206 HacneacTteeHHbI amunongos. Monck myTtauuii B reHe TTR, M. (Transthyretin-Related Hereditary 6670
Amyloidosis, Gene TTR, Mut.)

41.01.207 HacneacTBeHHbI aHTMOHEBPOTUYECKMIA OTeK. Momnck myTaumii B rene CLNH, m. (Hereditary 24730
Angioedema Type |, Gene CINH, Mut.)

41.01.208 HacnegcTteeHHbIN remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 3000

41.01.209 HesapalLeHne pogHM4KoB. Mounck myTaumin B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4, 14550
Mut.)

41.01.210 He3apallieHne poaHMUKoB. Monck myTauuii B reHe MSX2, m. (Parietal Foramina, PFM, Gene MSX2, 8320
Mut.)

41.01.211 HelipoceHcopHas HeCUMHAPOMa/bHas TyroyxocTb. [ovck MmyTauuii B reHe GJB2, m. (Deafness 6200
Autosomal Recessive 1, DENB1A, Gene GJB2, Mut.)

41.01.212 HelipoceHcopHas HecuHAPOMa/ibHas TyroyxocTb. [Movck myTauuii B reHe EYA4, m. (Deafness 41630
Autosomal Recessive 1, DEFNB1A, Gene EYA4, Mut.)

41.01.213 HeiipoceHcopHas HeCMHAPOMabHast TYroyxocTb. Mounck myTauwmii B reHe GJB3, m. (Deafness 8320
Autosomal Recessive 1, DENB1A, Gene GJB3, Mut.)

41.01.214 HeiipoceHcopHas HecuHApOMasnbHas TyroyxocTb. IMouck myTauuii B reHe GJB6, m. (Deafness 8320
Autosomal Recessive 1, DENB1A, Gene GJB6, Mut.)

41.01.215 HeiipoceHcopHas HecuHApoManbHas TyroyxocTb, SLC26A4 M. (Deafness Autosomal Recessive 1, 46820
DENB1A, Gene SLC26A4, Mut.)

41.01.216 HeiipoceHcopHas HeCUMHAPOMabHas TyroyxocTb. Mounck yacToi aeneumm B nokyce reHa DFNB1, wm. 4400
(Deafness Autosomal Recessive 1, Frequent Deletions Locus Gene DENB1, Mut.)

41.01.217 HeliTponenus. Mownck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal 13700

Dominant, SCN1, Gene ELA2, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.218 Heitponenus. Mouck myTaumin B reHe WAS, M. (Neutropenia Severe Congenital 1 Autosomal 24730
Dominant, SCN1, Gene WAS, Mut.)

41.01.219 HedpoHodtus. Mouck myTaumii B reve NPHP1, M. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.) 12040

41.01.220 HedpoTuyeckunii cuHapom. Mounck myTtauwmii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1, 67650
Gene NPHS1, Mut.)

41.01.221 HedpoTtuyeckuii cuHapom. Mowvck myTtauuii B reHe NPHS2, m. (Nephrotic Syndrome Type 1, NPHS1, 30650
Gene NPHS2, Mut.)

41.01.222 Hopmokanmemuyecknii neproguyecknii napanuy. Movick MyTtauuii B 3k3oHe 13 reHa SCN4A, wm. 6760
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

41.01.223 OXXupeHre MOHOreHHoe. JSlenTuH. Mouck myTauwii B reHe LEP, m. (Monogenic Obesity, Gene LEP, 8650
Mut.)

41.01.224 OXXupeHne MOHOreHHoe. MpoonnoMenaHoKOpTUH. Mouck myTauuii B reHe POMC, m. (Monogenic 12340
Obesity, Proopiomelanocortin, Gene POMC, Mut. )

41.01.225 OXupeHne MoHoreHHoe. MpoonnomMenaHoKopTuH. Monumopgusm reHa POMC (Monogenic Obesity, 1600
Proopiomelanocortin. Polymorphism of Gene POMC)

41.01.226 OXmpeHve MoHOreHHoe. Monck MyTaumii B reHe peLientopa MenaHokoptuHa MC4R, m. (Monogenic 8650
Obesity, Melanocortin-4 Receptor, Gene MC4R, Mut.)

41.01.227 OXXMpeHre MOHOreHHOe, Mo/Has naHenb. Movck myTaunii B reHax LEP, MC4R, POMC, m. 16450
(Monogenic Obesity, Genes LEP, MC4R, POMC, Mut.)

41.01.228 OkynothapvHreasibHas MblLeyHas AucTpogus. Momck YyacTbix MyTaumii B reHe RABPNL, u. m. 4400
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

41.01.229 OcTeoneTpo3 peLeccuBHbIV (MpaMopHast 601e3Hb KocTeit). MoncK YacTbix MyTaumii B reHe TCIRGL, 4400
4. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

41.01.230 OcTeoneTpo3 peLecCcMBHbIN (MpaMopHast 601e3Hb kocTeit). Mouck myTaumii B reHe TCIRGL, m. 45450
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

41.01.231 Mano4yko-kon1604KoBas aucTpodms. Momck myTtaumin B reHe CRX, M. (CORD, Gene CRX, Mut.) 10700

41.01.232 Manouko-kon604KoBas auctpogus. Momck myTtauuin B reHe ADAM9, m. (CORD, Gene ADAMY, 81450
Mut.)

41.01.233 Manoyko-konboukosas guctpodus. Monck myTtauymii B reHe RPGR, m. (CORD, Gene RPGR, Mut.) 82450

41.01.234 MapamnoToHus iineHbypra. Monck myTauuii B reHe SCN4A, M. (Paramyotonia Congenita of Von 82450
Eulenburg, Gene SCN4A, Mut.)

41.01.235 MaxmoHnxms BpoxaeHHas. Mouck myTaumii B reHe KTR6B, M. (Pachyonychia Congenita 2, PC2, Geng 22250
KTREB, Mut.)

41.01.236 MepBryHas runepTpotryeckas octeoaptTponaTus (NaxmaepMoneproctos). Monck myTauuii B reHe 24730
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

41.01.237 MepBryHas ferovHas runepTeH3ums. Mouck myTaumii B reHe BMPR2, m. (Primary Pulmonary 51720
Hypertension 1, PPH1, Gene BMPR2, Mut.)

41.01.238 Meprogmueckas 6one3Hb. Mouck myTaumii B reHe MEFV, M. (Familial Mediterranean Fever, FMF, 34800
Gene MEFV, Mut.)

41.01.240 MurmeHTHas gereHepauus cetyatku. Movick myTaunii B reHe PRPH2, m. (Retinitis Pigmentosa, Gene 12380
PRPH2, Mut.)

41.01.241 MurmeHTHas gereHepaums cetyatku. MNouck myTtaumin B reHe BEST1, m. (Retinitis Pigmentosa, Gene 38050
BEST1, Mut.)

41.01.242 MurvMeHTHas gereHepaums ceTyatku. Mouck myTtaumii B reHe CA4, M. (Retinitis Pigmentosa, Gene 21370
CA4, Mut.)

41.01.243 MurmeHTHas gereHepaumsa cetuatku. Mouck myTaumii B reHe CRB1, m. (Retinitis Pigmentosa, Gene 55300
CRB1, Mut.)

41.01.244 MurmeHTHas gereHepauus cetuatku. Mouck myTaumii B reHe LRAT, M. (Retinitis Pigmentosa, Gene 10700
LRAT, Mut.)

41.01.245 MurmeHTHas gereHepauus cetyatku. Mowvick myTtaunii B reHe NR2E3, m. (Retinitis Pigmentosa, Gene 21370
NR2E3, Mut.)

41.01.246 MurmeHTHas gereHepaums cetyatku. Mouck myTtaumin B reHe NRL, M. (Retinitis Pigmentosa, Gene 12340
NRL, Mut.)

41.01.247 MurmeHTHas gereHepauus cetyatku. Mowuck myTauuii B reHe RP2, M. (Retinitis Pigmentosa, Gene 17900
RP2, Mut.)

41.01.248 MurmeHTHasa fereHepauus cetyatku. Mowmck myTaumii B reHe RPE65, m. (Retinitis Pigmentosa, Gene 38050
RPE65, Mut.)

41.01.249 MurmeHTHas gereHepauus cetyatku. Mowvck myTtaunii B reHe RPGR, m. (Retinitis Pigmentosa, Gene 82450
RPGR, Mut.)

41.01.250 MukHogm3ocTos. Mounck myTtaumin B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.) 23250

41.01.251 MHeBMOTOpAKC NePBUYHbIN CMOHTaHHLIA. Mounck myTauwmii B reHe FLCN, m. (Primary Spontaneous 41630

Pneumothorax, PSP, Gene FLCN, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.252 MoBbILLIEHHbIN YPOBEHb KPeaTUH(OCHOKMHA3bI B CbIBOPOTKE KPOBU. INOMCK MyTaumii B reHe CAV3, M. 8320
(Creatine Phosphokinase Elevated, Serum, Gene CAV3, Mut.)

41.01.253 Monngaktnama. Mouck myTaumii B reve SHH, M. (Polydactyly, Gene SHH, Mut.) 8650

41.01.254 MonunaakTunums. Monck MmyTauuii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.) 61900

41.01.255 MoOAMKNCTO3 NOYEK PeLLECCUMBHBINA. TONCK MyTaLnid B «ropsiumx» yyacTkax reHa PKHD1, «ropsiy.» yu. 24730
M. (Polycystic Kidney Disease Autosomal Recessive, Gene PKHD1, Hot-Point Mut.)

41.01.256 MoueyHas agucnnasus. Mouck myTaumin B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene 23250
UPK3A, Mut.)

41.01.257 MoyeyHaa agucnnasug. Mouck MmyTtaumm B 3k3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal 18550
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

41.01.258 Mporepus XatunHcoHa-Mmngopaa. Mouck myTtaumii B reHe LMNA, m. (Hutchinson-Gilford Progeria 38050
Syndrome, Gene LMNA, Mut.)

41.01.259 MceBnoaxoHaponnasus. Monck YacTbix MyTaumin B reHe COMP, u. m. (Pseudoachondroplasia, Gene 5400
COMP, Freq. Mut.)

41.01.260 Mcesaorunonapatupeos. Mouck myTauuii B reHe GNAS, m. (Pseudohypoparathyroidism, Type IA, 34350
Gene GNAS, Mut.)

41.01.261 MceBaokcaHTOMa anacTuyeckas. Mowck myTauwmin B reHe ABCC6, m. (Pseudoxanthoma Elasticum, 105000
Gene ABCC6, Mut.)

41.01.262 MceBaoKcaHTOMa 3nacTuyeckas. Mowmck YacTbix MyTauumin B reHe ABCC6, u. M. (Pseudoxanthoma 7200
Elasticum, Gene ABCCS6, Freq. Mut.)

41.01.263 Mcesgoncesgorunonapatupeos. Movick myTaunii B reHe GNAS, wm. 34350
(Pseudopseudohypoparathyroidism, Gene GNAS, Mut.)

41.01.265 PeTnHowm3unc. Mounck myTaumin B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1, 23250
Mut.)

41.01.266 CemeiiHas napoKcu3ManbHas ubpunnaLms xenyaoukos. Monck myTtauuii B reHe SCNSA, m. 50660
(Paroxysmal Familial Ventricular Fibrillation (VF), Gene SCN5A, Mut.)

41.01.267 CemeiiHas neprogmnyeckas nmxopagka. Monck mytauuii B reHe TNFRSFIA, m. 22250
(TNFE-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

41.01.268 CeMeliHbIii remodharouuTapHbIin aMmgorncTrouutos. Momck mytauwmii B reHe PRF1, m. (Familial 17900
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

41.01.269 CeMeiiHbIli remoaroLuTapHbIin AMMGOrncToumTo3. Monck myTauuii B reHe STX11, m. (Familial 12340
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

41.01.270 CeMeiiHbIli remoaroumTapHbIin AMMGOrncTUoUmMTO3. Monck MyTauuii B reHe STXBP2, m. (Familial 41630
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

41.01.271 CeMmeiiHblIii remotarouuTapHblii aumdormcTnouuTos. Monck myTtauuii B reHe UNC13D, m. (Familial 61900
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

41.01.272 CeMeliHblii reModiarouuTapHbIil AMMGOrncTnoLmnTos. Mownck YacTbix MyTauuii B reHe UNC13D, u. m. 4400
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

41.01.273 CeMeliHblii MefyNNSpHbIA paK WUTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 13900
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

41.01.274 CeMeiiHbIli MeaynnspHbIiA pak WUTOBWUAHON Xenesbl. [oncK MyTalumii B 3k30Hax 5, 8 reHa RET, M. 9000
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

41.01.275 CeMeiiHblIli X0N0A0BOIM ayToBOCNanMTeNbHbIN cuHapoMm NLRP3 m. (Familial Cold Autoinflamatory 44450
Syndrome, FCAS, Gene NLRP3, Mut.)

41.01.276 CeHcopHas nonuHeiponatunsa, WNK1 m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene 12350
WNK1, Mut.)

41.01.277 CeHcopHas nonuHeliponatns, NGF M. (Hereditary Sensory and Autonomic Polyneuropathy, Gene 14850
NGF, Mut.)

41.01.278 CuHpgpom CINCA, reH NLRP3 M. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 32970
Mut.)

41.01.279 CuHpapom ESC (cuHgpom MonbgmaHa-daspa). Movck myTauumii B reHe NR2E3, m. (Enhanced S-Cone 22250
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

41.01.280 CuHgpom LEOPARD. lMounck MyTauuii B 3k30Hax 7, 12, 13 reHa PTPN11, m. (Lentigines, 10900
Electrocardiographic defects, Ocular hypertelorism, Pulmonary stenosis, Abnormalities of genitalia,
Retardation of growth, sensorineural Deafness, Exons 7, 12, 13 Gene PTPN11,

41.01.281 CuHgpom TAR. Mowuck myTauuii B reHe RBMB8A, m. (Thrombocytopenia-Absent Radius Syndrome, 23250
TAR-Syndrome, Gene RBM8A, Mut.)

41.01.282 CviHgpom Aapckora-CkoTTa ((hauymoreHutansHas gucnnasms). Mouck myTtaumia B reHe FGD1, m. 54300
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

41.01.283 CuHapom AnbcTpoma. MoncK MyTaLuii B «ropsaumnx» yyacTkax reHa ALMSL, «ropsay.» yu. M. (Alstrom 13350
syndrome, Gene ALMS1, Hot-Point Mut.)

41.01.284 CvHapom AHfiepceHa. Mounck myTaumii B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene KCNJ2, 12380

Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.285 CuHapom AHTIn-bukenepa. Mouck myTaumin B sk3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome, 7000
ABS, Exon 9 Gene FGFR2, Mut.)

41.01.286 CvHapom Anepa (akpouedanocuHaakTuams). Monck YacTbix MyTauuii B reHe FGFR2, u. M. (Apert 9400
Syndrome, AS, Gene FGFR2, Freg. Mut.)

41.01.287 CuHgpom ApTta. Mouck myTaumii B reHe PRPS1, m. (Art's Syndrome, Gene PRPS1, Mut.) 25950

41.01.288 CuHgpom baHasaH-Paiinu-Pyeanbbaka. Monck myTtauwuii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley 33350
Syndrome, Gene PTEN, Mut.)

41.01.289 CvHgpom bapta. Monck myTauuii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.) 22250

41.01.290 CuHgpom bepta-Xora-[btoba (BXA). Mouck myTauuii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 44450
BHD, Gene FLCN, Mut.)

41.01.291 CviHgpom brnoxa-Cynbubeprepa (cemeiiHas jopma Hefiep>kaHus NUrMeHTa). Monck YacTbIX MyTauuii B 5400
reHe IKBKG, 4. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene IKBKG,
Fregq. Mut.)

41.01.292 CuHgpom boysHa-KoHpagw (BKC, LepebporenatopeHanbHblii CMHAPOM). MOUCK MyTaumid B reHe 15850
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

41.01.293 CvHapom bpyraga. Mouck myTtaumii B reHe SCN5A, m. (Brugada Syndrome, BrS, Gene SCN5A, Mut.) 104000

41.01.294 CuHgpom bbepHcTaga (CMHAPOM KypyaBbix Bosoc). Monck myTaumii B reHe BCS1L, m. (Bjornstad 12380
Syndrome, Gene BCS1L, Mut.)

41.01.295 CviHapom BaappaeH6ypra. Mounck myTauwii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene 29650
PAX3, Mut.)

41.01.296 CviHgpom BaapaeH6ypra-LLlaxa. Mowvick myTauunii B reHe EDNRB, m. (Waardenburg-Shah Syndrome, 25950
Gene EDNRB, Mut.)

41.01.297 CuHgpom BaH gep Byga. Monck myTauuii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6, 34350
Mut.)

41.01.298 CuHapom BepHepa (nporepus B3pochbix). Monck MyTauumii B reHe RECQL2, M. (Werner Syndrome, 128000
Gene RECOL2, Mut.)

41.01.299 CuHgpom BuckotTa-Ongpuya (CBO). Mouck myTaumii B reHe WAS, m. (Wiskott-Aldrich Syndrome, 25950
WAS, Gene WAS, Mut.)

41.01.300 CVHApPOM BPOXAEHHOI LieHTpaNbHOM runoseHTuasaumm (CBLIM). Monck yacTbiX MyTauuii B reHe 3500
PHOX2B, u. M. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freqg. Mut.)

41.01.301 Cvingpom epmaHcku-TMygnaka (Anb6UHWU3M FNa30-KOXHbIA ¢ FeMOpParmyeckum AnMate3om u 9650
NUrMeHTaLMen peTUKyNo-3HA0TENNANbHBIX KNEeTOK). MOonCK YacTbiX MyTauuii B reHe HPS1, 4. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freg. Mut.)

41.01.302 CuHpapom [Mpeiira (cemeliHblin runepTenopusm). Mouck myTtauuii B reHe GLI3, m. (Greig Syndrome, 61900
Gene GLI3, Mut.)

41.01.303 CuHgpowm IMpucuennn. Mouck myTaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, 17900
Mut.)

41.01.304 CviHapom [xekcoHa-Belicca. Monck myTauuii B 3k30He 9 reHa FGFR2 1 ak30He 7A reHa FGFR1, m. 9000
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

41.01.305 Cvingpom On Oxopmxu. Monck myTauuii B reHe TBX1, m. (Di George Syndrome, DGS, Gene TBX1, 34350
Mut.)

41.01.306 CviHgpom Xunbbepa (reH UGT1AL) (Gilbert's Syndrome (Gene UGT1AL)) 4000
41.01.307 CuHgpom Xy6epa (CXK). AHanns umcna konuii reHa NPHP1 (Joubert Syndrome, 12040
Cerebelloparenchymal Disorder 1V, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,

Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

41.01.308 CvHapom KapneHTepa (akpoLiethanononncMHAaKTUAMS BTOPOro Tuna). Mouck MyTaLuii B reHe 26950
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

41.01.309 CuHgpom KaprareHepa (Tpraga KaptareHepa, cuHapom 3vBepTa). IMoMcK MyTauuil B «ropsaumnx» 34350
yuactkax reHos DNAIL n DNAHS, «ropsu.» yu. M. (Kartagener Syndrome, Genes DNAI1, DNAHS5,
Hot-Point Mut.)

41.01.310 CvHgpom KapTareHepa (Tpuaga KaprtareHepa, cuHgpom 3usepTa). Movick myTauuii B reHe DNAIL, m. 56550
(Kartagener Syndrome, Gene DNAI1, Mut.)

41.01.311 CuHapom KepaTuta-nxtmosa-tyroyxoctn (KUA-cuHgpom). Mounck myTaumii B reHe GJB2, m. 9000
(Keratitis-lchthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

41.01.312 CuHgpom Knunnens-®eiing (CMHAPOM KOPOTKOIA Wwewn). Monck myTauuii B reHe GDF6, M. 10690
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

41.01.313 CvHapom KokkeliHa. Mouck myTaumii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.) 75600

41.01.314 CuHapom KopoTkoro uHtepsana QT. Mowuck myTauuii B reHax KCNH2 n KCNE2, M. (Short QT 25880
Syndrome, Short QTS, Genes KCNH2, KCNE2, Mut.)

41.01.315 CvHApomM KopoTkoro uHtepeana QT. Mownck myTauwmii B reHe KCNJ2, m. (Short QT Syndrome, Short 12380
QTS, Gene KCNJ2, Mut.)

41.01.316 CviHgpom KopoTkoro uHtepeana QT. Momnck myTtauumin B reHax KCNQL n KCNEZL, m. (Short QT 25880

Syndrome, Short QTS, Genes KCNQ1, KCNE1, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.317 CuHapom Koctenno. Mouck myTtauumii B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.) 7200

41.01.318 CuHgpom KodhgmHa-Soypu (CKJ). Mownck myTtauuii B reHe RPS6KA3, M. (Coffin-Lowry Syndrome, 82450
Gene RPS6KA3, Mut.)

41.01.319 CWHAPOM KpaHWodaLManbHOR AUCMOPGMA-TYroyXOCTH-YIbHAPHON feBuaLMm KUCTel. Mounck 28090
MyTauuin B reHe PAX3, m. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

41.01.320 CvHapom Kpurnepa-Haiispa (CKH, cemeiiHas »xentyxa). Mouck myTauyuii B reHe UGTL, m. 17550
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

41.01.321 CvHapom Kpy3oHa ¢ YepHbIM akaHTo30M. Monck MyTauuii B 3k3oHe 10 reHa FGFR3, m. (Crouzon 6670
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

41.01.322 Cvingpom Kpy3soHa. Movck myTauuii B 3k30Hax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9 9000
Gene FGFR2, Mut.)

41.01.323 CuHapom Jfles, 06ycnoBneHHbI AepuLMTOM MUTOXOHAPUAaNbLHOro Komnnekca Il1. FMonck myTaumii B 12380
rede BCS1L, m. (Leigh Syndrome, Gene BCS1L, Mut.)

41.01.324 CuHgpom JlopknHa-dpurHca. Mounck YacTbix MyTauuin B reHe MED12, u. m. (Lujan-Fryns Syndrome, 6100
LFS, Gene MED12, Freq. Mut.)

41.01.325 CvHgapom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.) 44460

41.01.326 CvHapom Makneoga. Mouck myTtauuin B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.) 15850

41.01.327 CuHgpom MapdaHa. Mounck MyTaLuii B «ropsumx» yyactkax reHa FBN1, «ropsay.» yy. M. (Marfan 27000
Syndrome, Gene FBN1, Hot-Point Mut.)

41.01.328 CviHapom MapdaHa. Mounck MmyTaumin 6e3 «ropsaumx» y4acTkoB reHa FBN1, 6e3 «ropsy.» yu. m. 190000
(Marfan Syndrome, Gene FBN1, without Hot-Point Mut.)

41.01.329 CviHgpom MapdaHa. Mownck myTauwmii B reHe FBN1, m. (Marfan Syndrome, Gene FBN1, Mut.) 216000

41.01.330 CVHAPOM MHOXECTBEHHOW 3HAOKPWHHOM Heonnasum BToporo Tuna (M3OH2). Mowvck myTauuii B 7200
9k30He 15 reHa RET, m. (Multiple Endocrine Neoplasia Type 2B, Exon 15 Gene RET, Mut.)

41.01.331 CUHAPOM MHOXXECTBEHHOM 3HAOKPMHHOW Heomnasum 2A Tna (3k3oHbl 10, 11 reHa RET) (Multiple 8600
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

41.01.332 CVHIPOM MHOXECTBEHHOW 3HOKPMHHOI Heonnasum 2B Tuna (reH RET) (Multiple Endocrine 4200
Neoplasia Type 2B (Gene RET))

41.01.333 CuHgpom Moyat-BunbcoH. Mouck myTaumii B reHe ZEB2, M. (Mowat-Wilson Syndrome, Gene ZEB?2, 51700
Mut.)

41.01.334 CVHAPOM HEKOMMAKTHOr0 feBoro xenyaouka (HMJDK, cuiapom HM JIK, ry6uatbiii MMoOKapg). 21370
Mounck myTaunii B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

41.01.335 CvHgpom HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.) 4400

41.01.336 CvHAPOM HOTTen-HagKoneHHMKa (ocTeoHmxogucnnasms). Mouck mytaumii B reHe LMX1B, m. 26950
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

41.01.337 CuHapom HyHaH. Mounck MyTaumii B 3k3oHax 3, 7, 13 reHa PTPN11, m. (Syndrome Noonan, Exons 3, 9900
7,13 Gene PTPN11, Mut.)

41.01.338 CvHapom Onuua-Kaeegkua. Monck YacTbix MyTauuii B reHe MED12, u. m. (Opiz-Kaveggia 6110
Syndrome, OKS, Gene MED12, Freq. Mut.)

41.01.339 CuHpgpom Ocnepa-PaHfto-Bebepa (HacnefCcTBEHHas reMopparvyeckas TeneaHrnakrasms). Momnck 34350
myTaumii B rede ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

41.01.340 CvHgpom Mannuctepa. Mowck myTauwmii B reHe TBX3, M. (Pallister W Syndrome, Gene TBX3, Mut.) 24730

41.01.341 Cvingpom MannucTtepa-Xonna. Movick myTauuii B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3, 61900
Mut.)

41.01.342 CuHppom MeHgpepa SLC26A4 M. (Pendred Syndrome, Gene SLC26A4, Mut.) 46820

41.01.343 CvHAPOM MOAKONEHHOro nTepurnyma. Monck myTtauuii B reHe IRF6, m. (Popliteal Pterygium 34350
Syndrome, PPS, Gene IRF6, Mut.)

41.01.344 CuHapom Mdaidpepa. Monck myTauuii B 3k30Hax 7, 9 reHa FGFR2 1 3k3oHe 7A reHa FGFR1, m. 12340
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

41.01.345 CvHapom PetTa. Mownck myTauuii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.) 19550

41.01.346 CUWHAPOM pUrMAHOr0 NO3BOHOYHMKA (CMHAPOM Meplia-BonbTmaHa). Monck myTaumin B reHe SEPN1, 34810
M. (Stiff-Man Syndrome, SMS, Moersch-Woltmann Syndrome, Stiff-Trunk Syndrome, Gene SEPN1,
Mut.)

41.01.347 CviHapom CeTpe-YoT3eHa. Mouck myTaumii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene 10690
TWIST1, Mut.)

41.01.348 CvHgpom Cunbsepa. Mouck myTtauwii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 26950

41.01.349 CviHapom CumncoHa-Ionabu-bemens. Movick myTauuii B reHe GPC3, m. (Simpson-Golabi-Behmel 30650
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

41.01.350 CvHApPOM cnabocTu crHycoBoro y3na (CCCY, CMHAPOM ANCHYHKLUM CUHYCOBOTO y3na). Mounck 50660
myTaumii B reHe SCN5A, M. (Sick Sinus Syndrome, SSS, Gene SCN5A, Mut.)

41.01.351 CuHgpom CmuTta-Jlemnn-Onuua (CNI0C). Monck myTayuin B reHe DHCR7, m. (Smith-Lemli-Opitz 31450

Syndrome, Gene DHCR7, Mut.)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.352 CuHgpom Ctuknepa, Tvn |. Monck myTaumii B reHe Col2A1, m. (Stickler Syndrome, Type 1, Gene 119500
Col2A1, Mut.)

41.01.353 CvHApoM TecTuKynspHoii heMuHmnsaumm (CT®, cuHapom Moppuca). Monck myTauuii B reHe AR, M. 34810
(Testicular Feminization Syndrome, Gene AR, Mut.)

41.01.354 CuHgpom Tpuyepa-KonnuHza-®paHyueckeTTn (MaHAMOYN0-haumaibHblil AM30cT03). MoncK MyTaLmii B 75550
reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

41.01.355 CvHAPOM YANMHEHHOTo nHTepBana QT. Mownck MyTauyuii B reHe CAV3, m. (Long QT Syndrome, 8320
LQTS, LQT, Gene CAV3, Mut.)

41.01.356 CuHapom yannHeHHoro nHtepeana QT. Mownck myTauuii B reHe KCNJ2, m. (Long QT Syndrome, 12380
LQTS, LQT, Gene KCNJ2, Mut.)

41.01.357 CvHApOM yAnuHeHHOTro nHTepBana QT. Monck myTauuii B reHe SCN4B, M. (Long QT Syndrome, 19000
LQTS, LOT, Gene SCN4B, Mut.)

41.01.358 CvHAPOM yAnMHeHHOro nHTepBana QT. Mownck myTauuii B reHe SCNSA, M. (Long QT Syndrome, 50660
LQTS, LOT, Gene SCN5A, Mut.)

41.01.359 CvHAPOM yAnMHeHHOTO nHTepBana QT. Mownck myTauyuii B reHax KCNH2 n KCNE2, m. (Long QT 26000
Syndrome, LOTS, LOT, Genes KCNH2, KCNE2, Mut.)

41.01.360 CvHAPOM yANMHeHHOTO nHTepBana QT. Mownck myTauuid B reHax KCNQ1 n KCNEL, m. (Long QT 26000
Syndrome, LQTS, LQT, Genes KCNQ1, KCNE1, Mut.)

41.01.361 CuHapom Yokepa-Bapoypr (CYB). Mowvck myTtauuii B reHe FKRP, M. (Walker-Warburg Syndrome, 10960
WWS, Gene FKRP, Mut.)

41.01.362 CuHgpom Yokepa-Bapbypr (CYB). MNowuck myTauuii B reHe POMT1, m. (Walker-Warburg Syndrome, 67000
WWS, Gene POMT1, Mut.)

41.01.363 CuHgpom Xunnens-JluHgaay (Lepebpo-peTnHO-BUCLEPabHBIV aHrMoMaTos). Monck MyTauuii B reHe 10960
VHL, m. (Von Hippel-Lindau Syndrome, VHL, VVon Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

41.01.364 Cvingpom Xunnens-JinHgay (Lepebpo-peTrHO-BMCLEP/IbHBIA aHrMomaTto3). OnpegeneHune yncna 13500
konuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

41.01.365 CuHpapom XonTa-Opama (CuHApoM pyKa-cepaue). Mounck myTaymia B reHe TBX5, M. (Holt-Oram 34800
Syndrome, Gene TBX5, Mut.)

41.01.366 CuHgpowm LLIBaxmaHa-[alimoHaa. Mounck myTauwii B reHe SBDS, m. (Shwachman-Diamond 19850
Syndrome, Gene SBDS, Mut.)

41.01.367 CuHgpowm LLIBaxmaHa-[alimoHga. Mounck YacTbix MyTauuii B reHe SBDS1, u. m. 7200
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

41.01.368 CuHApoM LLIMPOKOTo BoAonposoaHoro npeaasepus SLC26A4 m. (Large Vestibular Aqueduct 46820
Syndrome, LVAS, Gene SLC26A4, Mut.)

41.01.369 CuHapom 3nepca-fanno, Tun VI. Monck yactbix MyTauuii B reHe PLOD, u. m. (Ehlers-Danlos 7830
Syndrome, Type VI, Gene PLOD, Freg. Mut.)

41.01.370 CvHapom Sckobapa. Mounck myTaumin B reHe CHRNG, M. (Escobar Syndrome, Gene CHRNG, Mut.) 28100

41.01.371 CuHnonupaktuama. Mouck myTtaymin B reHe HOXD13, M. (Synpolydactyly, Type 1, SPD1, Gene 14650
HOXD13, Mut.)

41.01.372 CkanynonepoHeanbHas Muonatus. Movck myTtauuii B reHe FHL1, m. (Scapuloperoneal Myopathy, 30650
SPM, Gene FHL1, Mut.)

41.01.373 Ckonnos ¢ napanvyom B3opa. Momck myTauwmin B reHe ROBO3, m. (Horizontal Gaze Palsy with 62000
Progressive Scoliosis, HGPPS, Gene ROBO3, Mut.)

41.01.374 Cnactuyeckasn napannervs LUTptomnens (cemeliHblii cnacTnyecknin napanny LLtpromnens). Mouck 20470
myTaumii B reHe GJC2, m. (Westphal-Strumpell Disease, Gene GJC2, Mut.)

41.01.375 CnacTuyeckan napannervs LUTtpiomnens, reH ATL1 m. (Westphal-Strumpell Disease, Gene ATL1, 51700
Mut.)

41.01.376 CnacTuueckas napannerus LLtpromnens, red SPAST m. (Westphal-Strumpell Disease, Gene SPAST, 51700
Mut.)

41.01.377 CnacTuueckas napannervs LLTpromnens (cemeliHblii cnacTuyeckuid napanmy LUTpromnens). Mouck 27000
myTaumii B rede BSCL2, m. (Westphal-Strumpell Disease, Gene BSCL2, Mut. )

41.01.378 Cnactuyeckuid napanuy. Mownck myTtauuii B reHe ALSIN, m. (Infantile Ascending Hereditary Spastic 119500
Paralysis, IAHSP, Gene ALSIN, Mut.)

41.01.379 CnunHanbHas aMmnoTpodms ¢ napannyom guadparmel. Monck myTtaumii B reHe IGHMBP2, m. (Spinal 51700
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

41.01.380 CnuHanbHas ammotpodus Tunsi 1, 11, 11, 1V. Mownck myTauwmii B reHe SMN1, m. (Spinal Muscular 7830
Atrophy, SMA, Type I, Il, Il1, IV, Gene SMN1)

41.01.381 CnuHanbHas ammoTpodus Tunbl 1, 11, 111, IV. OnpegeneHue ynicna Konuid reHa (Spinal Muscular 13500

Atrophy, SMA, Type |, 11, 111, IV, Copy Number Variation)




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.382 CnuHanbHasa ammoTtpodus Tunsi I, 11, HI, 1V, Mownck myTaumii B reHe SMN1, M. (TONbKO NPy HAUUnK 30650
0f4Ho konwuu reHa) (Spinal Muscular Atrophy, SMA, Type I, 11, 111, 1V, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

41.01.383 CnuHanbHas ammoTpodus duHkens Mouck myTaumii B reHe VAPB, M (Spinal Muscular Atrophy, 23000
SMA, Late-Onset, Finkel Type, Gene VAPB, Mut.)

41.01.384 CnuHanbHas ammoTpodus PuHkens. Monck yacTbix MyTauuii B reHe VAPB, u. M. (Spinal Muscular 6000
Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Freq. Mut.)

41.01.385 CnuHanbHas ammoTpodus, X-cuenneHHas. Mouck MyTauuin B «ropsumnx» yyactkax reHa UBAL, 7200
«ropsa4.» y4. M. (Spinal Muscular Atrophy, SMA, X-Linked, Gene UBA1, Hot-Point Mut.)

41.01.386 CnuHanbHo-6ynb6apHas ammoTpodms KeHHeaw. Monck yacTbiX MyTauumii B reHe AR, u. M. (Kennedy 4400
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

41.01.387 CnunHouepebennapHas atakcus. Monck yacTbix MyTaumii B reHax ATXNL, ATXN2, ATXN3, u. m. 7830
(Spinocerebellar Ataxia, Genes ATXN1, ATXN2, ATXN3, Freq. Mut.)

41.01.388 CnuHouepebennsapHas atakcus. Mouck yacTbix MyTaumii B reHe ATXN7, u. M. (Spinocerebellar 5000
Ataxia, Gene ATXN7 Freg. Mut.)

41.01.389 CnmHouepebennspHas atakcust. Monck yacTbix MyTauuid B reHe ATXNS, u. M. (Spinocerebellar 5000
Ataxia, Gene ATXNS, Freq. Mut.)

41.01.390 CnoHrmothopmHas aHuUehanonaTs ¢ HeMPONCMXNYECKMU NPosiBIeHUAMU. MOMCK MyTauuii B reHe 10700
PRNP, M. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

41.01.391 CnoHANNOKOCTabHbIA An30cTo3. MNonck myTaumii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene 27000
DLL3, Mut.)

41.01.392 CnoHamnoanudmsapHas aucnnasus (C3M4). Mouck myTaumii B reHe Col2A1, m. (Spondyloepiphyseal 131000
Dysplasia Tarda, SEDT, Gene Col2A1, Mut.)

41.01.393 CnoHamnoanudmsapHas gucnnasms (C3M4). Mouck myTaumii B reHe TRAPPC2, M. 14550
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

41.01.394 CynepakTuBHOCTb (hocthoprnbosunnmpodocdar cuHTeTasbl. Monck myTtaunii B reHe PRPS1, m. 24730
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

41.01.395 TopcunoHHas auctoHus, TOR1A wm. (Torsion Dystonia, Gene TOR1A, Mut.) 19550

41.01.396 TopcuoHHas guctoHus. Mownck myTauwmii B reHe GCH1, m. (Torsion Dystonia, Gene GCH1, Mut.) 23250

41.01.397 TopcnoHHas gucToHus. Monck myTauwmin B reHe PRRT2, m. (Torsion Dystonia, Gene PRRT2, Mut. ) 15850

41.01.398 TopcnoHHas guctoHus. Mownck myTauwmii B reHe SGCE, m. (Torsion Dystonia, Gene SGCE, Mut.) 45450

41.01.399 TopcuoHHas guctoHus. Mownck myTaumii B reHe SPR, m. (Torsion Dystonia, Gene SPR, Mut. ) 13350

41.01.400 TprxopvHoganaHreasibHbIV cHAPOM. MNMonck myTauuii B reHe TRPS1, m. (Trichorhinophalangeal 37050
Syndrome, TRPS, Gene TRPS1, Mut.)

41.01.401 TpomboumToneHns BpoXaeHHast. Mownck myTauuii B reHe MPL, M. (Congenital Amegakaryocytic 30650
Thrombocytopenia, CAMT, Gene MPL, Mut.)

41.01.402 Ty6epo3HbIii cknepos. Monck myTauuii B reHe TSC1L, m. (Tuberous Sclerosis, Gene TSC1, Mut.) 82450

41.01.403 datanbHas cemeliHas UHCOMHUSA. Monck myTauuii B reHe PRNP, M. (Fatal Familial Insomnia, FFI, 10700
Gene PRNP, Mut.)

41.01.404 denHunnkeToHypus. Movck myTtaunii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.) 41630

41.01.405 deHnnkeToHypus. MNonck vacTbix MyTaumii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, 12040
Freq. Mut.)

41.01.406 dunbpogucniasns occupmumpyoLLlas nporpeccupytoLas. Monck MyTauuii B «ropsumxs» yuyacTKax reHa 15850
ACVRI1, «ropsy.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

41.01.407 dunbpogucnnasns occudmumpytoLas nporpeccupytolas. Movck MmyTauuii 6e3 «ropsivymx» y4yacTKoB 27000
reHa ACVR1, 6e3 «ropsu.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVRL1, without
Hot-Point Mut.)

41.01.408 dokanbHO-KOpTUKanbHas aucnnasusa Teinnopa. Monck mytaunii B reHe TSC1, m. (Focal Cortical 82450
Dysplasia of Taylor, FCDT, Gene TSC1, Mut.)

41.01.409 dokanbHO-KopTUKanbHas gucnnasns. Teiinopa Monck YyacTbix MyTauuii B reHe TSC1, u. m. (Focal 7200
Cortical Dysplasia of Taylor, FCDT, Gene TSC1, Freq. Mut.)

41.01.410 XoHgpoaucnnasnsa MetadusapHas, Tun Mak-Kbtocuka. Monck myTtauuii B reHe RMRP, m. 7000
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

41.01.411 XoHgpoancnnasms ToueyHas KoHpagu-XioHepmaHa. Movck myTauuii B reHe EBP, wm. 15850
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

41.01.412 XoHApokanbLumHo3. Monck myTauuii B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate 45450
Dihydrate, CPPD, Gene ANKH, Mut.)

41.01.413 Xopest FeHTUHIrToHa. MounckK YacTbiX MyTauuii B reHe 1T15, 4. M. (Chorea Huntington, Gene IT15, 5000
Freq. Mut.)

41.01.414 XopuounganbHas guctpodms. Monck myTaumii B reHe PRPH2, m. (Choroidal Dystrophy, Gene PRPH2, 12380
Mut.)

41.01.415 Xopowngepemus. Mownck myTaumii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.) 51700




Kog ycnyru Ha3saHwue ycnyru LleHa

41.01.416 XpoHunyeckas rpaHyneMaTosHas 60n1e3Hb. Monck mytauuii B reHe CYBB, M. (Chronic Granulomatous 41630
Disease, CGD, Gene CYBB, Mut.)

41.01.417 X-cuenneHHas arammMarnobynmHemus. Mouck myTaumii B reHe BTK, M. (X-Linked 61900
Agammaglobulinemia, XLA, Gene BTK, Mut.)

41.01.418 X-cuensieHHas yMCTBeHHas 0TcTanocTb. Monck myTaumii B reHe RPS6KA3, m. (X-Linked Mental 82450
Retardation, Gene RPS6KA3, Mut.)

41.01.419 X-CLeNnneHHast yMCTBEHHas OTCTanocTb. Monck MyTayuii B reHe SLC9A6, m. (X-Linked Mental 51700
Retardation, Gene SLC9A6, Mut.)

41.01.420 X-cuenneHHas yMCTBEHHas 0TCTanocTb. Monck myTauuii B reHe ZDHHC9, m. (X-Linked Mental 9000
Retardation, Gene ZDHHC9, Mut.)

41.01.421 X-cuenneHHbI numgonponudepaTMBHbIA cuHAPOM (60ne3Hb dyHKaHa, cuHapoMm MypTunbo), XIAP 28090
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

41.01.422 X-cLenneHHbI iuMgonponmgepaTuBHbIi cMHAPOM (6one3Hb [yHKaHa, crHapom MypTunbo). Mownck 14550
MmyTauunii B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

41.01.423 X-cLenfieHHbIA MOTOPHBIV HUcTarm. Mouck mMyTauuii B reHe FRMD7, M. (X-Linked Nystagmus 31630
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

41.01.424 X-CLENNEHHbIN TSHKENbIA KOMOUHMPOBaHHBIA UMMYHOAednumT. Monck myTauwmii B reHe IL2RG, wm. 14550
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

41.01.425 LleHTpoHyKneapHasa muonatus. Monck mytauuii B reHe DNM2, m. (Centronuclear Myopathy, CNM, 82450
Gene DNM2, Mut.)

41.01.426 LleHTpoHyKneapHasa muonatus. Mounck mytauuii B reHe MTML1, M. (Centronuclear Myopathy, CNM, 51700
Gene MTM1, Mut.)

41.01.427 LlepebpooKynogaumockeneTHblii cuHapoM. Monck MyTauuii B reHe ERCCE, M. 75550
(Cerebrooculofacioskeletal Syndrome, COFES Syndrome, Gene ERCC6, Mut.)

41.01.428 3K30CTO3bl MHOXECTBEHHbIE. [Monck MyTauuii B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, 41630
Mut.)

41.01.429 3K30CTO3bl MHOXECTBEHHbIE. Monck myTaumii B reHe EXT2, m. (Multiple Exostoses, Gene EXT2, 51700
Mut.)

41.01.430 JKccyaaTvBHas BUTPeOXopeopeTMHanbHas anctpodus. Movck myTtauuii B reHe NDP, m. (Familial 8320
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

41.01.431 AKTOAEpPMaNbHAs aHTMApPOoTUYecKas ancnnasuns. Monck myTauuii B reHe EDA, M. (Anhidrotic 28100
Ectodermal Dysplasia, Gene EDA, Mut.)

41.01.432 AKToAEpMabHAs TMAPOTMYECKas ancnnasms. Monck myTauuii B reHe GJB6, M. (Hidrotic Ectodermal 8320
Dysplasia, Gene GJB6, Mut.)

41.01.433 Anusognyeckas atakeus. Momck myTtauumin B reHe CACNAIA, M. (Episodic Ataxia, EA, Gene 161850
CACNAIA, Mut.)

41.01.434 AnngunsapHasn gucnnasus, MHOXecTBeHHas. Monck YacTbix MyTauuii B reHe COMP, u. m. (Multiple 5500
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

41.01.435 AnudmsapHas Ancnaasus, MHOXXecTBeHHas. Monck myTauuii B reHe SLC26A2, m. (Multiple 23250
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

41.01.436 ApUTpoaepMmMs BPOXKAeHHasA NXTUO3Hast (HebynnesHas). Mouck myTaumii B reHe ALOXE3, m. 51720
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

41.01.437 ApUTpoaepMmMs BPOXKAEHHAsA NXTUO3HasA (HebynniesHas). Mouck MmyTaumii B reHe LOX12B, wm. 34810
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

41.01.438 ApUTpoLEPMMSA BPOXKAEHHAA NXTUO3HasA (HebynnesHas). Mouck myTtaumii B reHe TGM1, m. 34810
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

41.01.439 Aputpokepatogepmus. Movck myTtaumii B reHe GJB3, M. (Erythrokeratodermia, Gene GJB3, Mut.) 8320

41.01.440 Aputpokepatogepmus. Monck myTtauuii B reHe GJB4, M. (Erythrokeratodermia, Gene GJB4, Mut.) 9000

41.01.441 3pUTPOLMTO3 pPeLieCCMBHbIN (CeMeiiHasi HacneACTBEHHaA nonnuuTemms). Mouck MmyTaumii B reHe VHL, 10690
M. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

41.01.442 SpUTPOLMTO3 PeLLECCMBHBIN (CemeliHas HacneACTBEHHas NOAMUMTEMMS). MONCK YacTbIX MyTaLuii B 4500

rede VHL, 4. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

42. ONMPELENEHVE BNOTIOTMYECKOIO POACTBA B CEMbBE: OTLLOBCTBA 1 MATEPUHCTBA (Definition of
Biological Relationship: Paternity and Maternity) / 42.01. OnpegaeneHne 610I0rMYecKoro PoAcTBa B CEMbE: OTLIOBCTBA U
matepuHcTBa (Definition of Biological Relationship: Paternity and Maternity)

42.01.001 CpoyHoe ycTaHOoBEHME BMONOMMYECKOro POACTBa A1 OAHOr0 U3 poanTeneli Npy 6ecCropHOM 37210
pogactse apyroro (3 yen.) (Urgent Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

42.01.002 YCTaHoB/EHUE BUOIOrMYECKOTO POACTBA A1 O4HOI0 U3 poAUTENei Npu 6eCcCnOpHOM POACTBE 18210

apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable Relationship

of Another (3 Persons))
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42.01.003 CpouHOe yCTaHOB/EHME 6MONOrMYECKOro POACTBa A/ OAHOMO 13 POAMTENE Npy OTCYTCTBUM APYroro 37210
(2 wen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of Another (2
Persons))

42.01.004 YcTaHoB/EHUE BUOIOrMYECKOTO POACTBA /11 OAHOI0 U3 POAUTENE NpK OTCYTCTBUAM ApYroro (2 yen.) 16400
(Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))

42.01.005 LJononHnTeNbHbIA y4acTHUK UccneaoBaHns (pebeHoK unm matb unm otew) (Additional research 6450

participant (child or mother or father))

43. HACJTIEACTBEHHbIE BOJIE3HM OEMEHA BELWLECTB Y HOBOPOXXAEHHbIX / CKPUHUHI «MATOUYKA»
(Hereditary Metabolic Disorders in Newborns. Newborn Screening ""HEEL ") / 43.01. HacnegcTBeHHble 60/1€3HM 06MeHa
BELLECTB Y HOBOPOXAEHHBLIX/CKPUHUHT «[saTouka» (Hereditary Metabolic Disorders in Newborns. Newborn Screening

"HEEL'™)

43.01.001 CKpWHUHT HoBOPOXAeHHbIX «MATOYKA» (Newborn Screening "HEEL"™) 5200

43.01.002 "a3oBas xpomarorpagus o6pasLos Moumn (opraHuyeckue auuaypun) (Gas Chromatography of Urine 8100
(Organic Aciduria))

43.01.003 CKPUWHWHT Ha HacneAcTBeHHble 601e3HN 06meHa BelecTB (HBO) (KauecTBEHHbIE TECTbI C MOYOIA) 1800
(Hereditary Diseases of Metabolism, Screening (Qualitative Urine Tests))

43.01.004 OnpeaeneHne akTMBHOCTM BUOTUHMAA3bI (HEAOCTaTOMHOCTL BrMoTUHMAA3bI) (Biotin-Dependent 4700
Carboxylases Activity (Biotinidase Deficiency))

43.01.005 B3XXX-MC-MC opraHuyeckux kucnot (cykuymHunadetoH) (HPLC-MS/MS Organic Acids 4100
(Succinylate))

43.01.006 B3>XX-MC-MC opraHuyeckunx KucnoT (romoreHtusnHosas kucnora) (HPLC-MS/MS Organic Acids 3730
(Homogentisic Acid))

43.01.007 B3>XX-MC-MC opraHuueckux kucnot (N-auetunacnaprar) (HPLC-MS/MS Organic Acids 3730
(N-Acetylaspartate))

43.01.008 B3XXX-MC-MC opraHuyeckunx kucnot (opoToBas kucnota) (HPLC-MS/MS Organic Acids (Orotic 3730
Acid))

43.01.009 YacTaa myTaums B reHe BD (HegocTaTouHoCTb 61oTuHMAa3sl) (BD (Biotinidase Deficiency) Gene, 5520
Freq. Mut.)

43.01.010 YacTaa myTayms B reHe GCDH (rnytaposas aungypus Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 4300
Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

43.01.011 MonHbIii aHanm3 reHa GCDH (rnytaposas aumaypus Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 38470
Gene (Glutaric Aciduria, Type 1))

43.01.012 YacTble myTaumm B reHe CBS (romouuctnHypust) (CBS (Cystathionine-Beta-Synthase) Gene, Freqg. 5600
Mut. (Homocystinuria))

43.01.013 YacTble MyTaumm (NeiLymHo3, 60/1e3Hb «C 3anaxom KNeHOBOro crpona Moun», reHsl BCKDHA, 16000
BCKDHB) (BCKDHA and BCKDHB Genes, Freg. Mut. (Maple Syrup Urine Disease, MSUD))

43.01.014 YacTnuHblii aHanus reHa MUT (meTunmManoHoBast auyaypus) (MUT Gene, Freq. Mut. (Methylmalonic 16000
Aciduria, MMA))

43.01.015 YacTas myTauus B reHe HADHA (He0CTaTOMHOCTb A/IMHHOLENOYeYHO 4890
3-rugpokcunaumnn-KoA-gerngporeHassl) (HADHA Gene, Freg. Mut. (Long-Chain 3-Hydroxyacyl-Coa
Dehydrogenase (LCHAD) Deficiency))

43.01.016 YacTtas myTtauus B reHe ACADM (He[ocTaTOMHOCTb CpefHeLIeNOYeyHO AernaporeHasbl XXUPHbIX 4890
kucnot MCAD) (ACADM Gene, Freg. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD)
Deficiency))

43.01.017 MonHbIn aHanm3 reHa OTC (HegOCTaTOMHOCTL OPHUTMHTPaHCKapbammnasbl) (OTC Gene (Ornithine 31200
Transcarbamylase (OTC) Deficiency))

43.01.018 Yactble MyTauuu B reHe FAH (tuposudemus tin 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 6380

43.01.019 MonHbIii aHams reHa FAH (TuposuHemus Tvn |) (FAH Gene (Tyrosinemia, Type 1)) 47520

43.01.020 YacTnuHblii aHanus reHa ASS (umTpynnmHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) 6100

44. NCCNEJOBAHUVE KAUYECTBA BO/AbI U MOYBbI (Investigation of Water and Soil Quality) / 44.01.

BblcokoTexHonorn4yHble nccnegosadus Bogbl (High Tech Investigations of Water)

44.01.001 Boga: nonHas 1 KomnnekcHas oueHka Kadectsa (Water: Complete and Comprehensive Quality 16500
Assessment)

44.01.002 Boga: cokpalleHHas oueHka Kadectsa (Water: Abridged Quality Assessment ) 8700

44.01.003 Boga: nogo3speHune Ha 3arpasHeHne 6biToBbiMy oTxodamum (Water: Suspicion Household Waste 7860
Contamination)

44.01.004 Bopa: nofo3peHvie Ha 3arpsisHeHne NpoMbliLieHHbIMY oTxofdamu (Water: Suspicion Industrial Waste 12300
Contamination )

44.01.005 Bopga: nogo3peHune Ha 3arpsasHeHne NPoAyKTaMm CropaHus 1 Bbibpocamuy oT aBTomarunctpanein (Water: 9020
Suspicion Products of Combustion and Emissions from Motorways Contamination )

44.01.006 Boga: nogospeHne Ha 136bITOYHOE MPUMEHEHME peareHToB A1 BogoouncTky (Water: Suspicion 5150

Excessive Use of Chemicals for Water Treatment)
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44. NCCNNIEAOBAHVE KAUECTBA BOAbI 1 NMO4YBbI (Investigation of Water and Soil Quality) / 44.02. CKPUHWHIOBbIE

nccnegoBaHma Bogbl (Screening Investigations of Water)
44.02.001 Bopa: oueHka kavecTtBa no 30 napametpam (Water: Quality Assessment 30 Parameters) 6280
44.02.002 Bopa: oueHka Kadectsa no 20 napametpam (Water: Quality Assessment 20 Parameters) 4750
44.02.003 Pafmonornyeckue nccnefoBaHms Npod NUTLEBOI BOALI — 6a30BbIl TECT Ha 06LLYH ?- U ?-aKTMBHOCTb 6510
(Radiological Drinking Water Study — Basic Test ?- and ?-Activity)
44.02.004 OnpeaeneHne KOHLUEHTpaumin ans 2 pagunoHyknmaos (Determination of Concentration 2 Radionuclides 7500
44.02.005 OnpeaeneHne KOHLUEHTpaumin ans 4 pagnoHyknmaos (Determination of Concentration 4 Radionuclides 14000
44.02.006 OnpeaeneHne KOHLUEHTpaumin ans 6 pagnoHyknmaos (Determination of Concentration 6 Radionuclides 20400
44. NCCJTIELOBAHUE KAYECTBA BO/AbI N NMOYBbI (Investigation of Water and Soil Quality) / 44.03.
BbICOKOTEXHONOTMYHbIE UccaeaoBaHms novsbl (High Tech Investigations of Soil)
44.03.001 MouBa: KoMMeKcHasa ToKcrkonoruyeckas oeHka (Soil: Comprehensive Toxicological Evaluation) 18200
44.03.002 MouBa: KommekcHas arpoxmmmyeckas oueHka (Soil: Agrochemical Evaluation) 9050
45. KOMMJIEKCHbIE MPOrPAMMbI OBCNEAOBAHWI (Mpotunn) (Profiles) / 45.01. Ans feteli (For children)
45.01.001 AHanusbl ing geTckoro cafa u wkonbl (Testing for Kindergarten and School) 1200
45.01.002 OLeHKa UMMYHHOT 0 0TBeTa K ieTCkuM UH(ekuuam (Pediatric Infections: Immune Response) 4540
45.01.003 300poBbIi pebeHok: ana getein ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years) 300
45. KOMMJIEKCHBIE MPOrPAMMBbI OBCNEAOBAHWI (Mpotunn) (Profiles) / 45.02. Ans sxeHwmH (For women)
45.02.001 VIP-06cnegoBaHue a5 XeHwuH (VIP-Survey for Women) 6700
45.02.002 YKeHCKuiA ropMOHabHBbIV NPOGNL: AUCHYHKLMUSA ANYHWNKOB, HAPYLLEHNS MEHCTPYa/IbHOMO LKA 2100
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irreqularities)
45.02.003 OHKOPWCK XXeHCKUIA: Wweika matkm (Women's Oncorisk: Cervix ) 1700
45.02.004 Mpobnembl HeBbIHALLMBAHWSA: ayTOMMMYHHbIN npodunb (Miscarriage: Autoimmune Profile) 2700
45.02.005 OueHKa aHfporeHHoro ctatyca (Assessment of Androgen Status) 1000
45.02.006 MnaHnpoBaHve 6epeMeHHOCTU: AUAarHOCTIKA YporeHnTanbHbIX Hekuuin (Pregnancy Planning: 1500
Diagnosis of Urogenital Tract Infection (UTI))
45.02.007 Xouy cTaTb Mamoii: KOMMIeKCHOe 06cnefoBaHre Npu niaHMpoBaHum 6epemeHHocT (Want to Become 3500
a Mother: Pregnancy Planning, Comprehensive Survey)
45.02.008 TORCH-unHhekummn (ToRCH-Infections) 2000
45.02.009 BepemeHHoCTb: | TpumecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13 Weeks) ) 3500
45.02.010 BepemeHHoCTb: Il TpumecTp (14-28 Hepgenu) (Pregnancy: Second Trimester (14-28 Weeks)) 400
45.02.011 bepemeHHocTb: 11 TpumecTp (o1 29-30 Hefienb) (Pregnancy: Third Trimester (29-30 Weeks) ) 2000
45.02.012 MacTonaTtvsi: paclumpeHHbIi npoguas (Mastopathy: Extended Profile) 9500
45.02.013 MacTtonaTus: ckpuHuHr (Mastopathy: Screening) 5300
45. KOMMJIEKCHbIE MPOrPAMMbI OEC/IEAOBAHWNI (Mpodhunu) (Profiles) / 45.03. s MyxumH (For men)
45.03.001 VIP-06cnegoBaHue gis My>kunH (VIP-Survey for Men) 6500
45.03.002 OHKOPWCK MY>KCKOIA: npeacTatenbHas xenesa (Male oncologic risk: prostate) 300

45. KOMIMJIEKCHbIE MPOrPAMMbI OEC/IEAOBAHUI (Mpodhunu) (Profiles) / 45.04. ExkeroaHble NpodunaKTuyecKme

o6cneaoBanmsa (Annual preventive examinations)

45.04.001 ExxerogHoe npogmnaktmuueckoe obecnesosaHue (nocne 40 net) (Annual Check-Up after 40 Years of 2000
Age)

45.04.002 3[,0poB Thbl — 30p0Ba CTPaHa: eXerofHoe npoduakTnuyeckoe obcnenosarme (Lo 40 net) (Healthy 1500
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

45.04.003 Broxmmms KpoBu: paclUMpeHHbIn npodub (Serum Biochemistry: Extended Profile) 1500

45.04.004 BroxvmMunsa KpoBu: MHUManbHBIN npotuab (Serum Biochemistry: Minimum) 300

45.04.005 MHBNO®JIOP ? KOMMNEKCHOe UccnefoBaHme MUKpomaopbl yporeHnTanbHoro Tpakta (INBIOFLOR 3000
? Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpodunn) (Profiles) / 45.05. O6cnefoBaHme JOMALLHETO

nepcoHana (Checkup of household staff)

45.05.001 |«Mog 3n0poBas HaHsA» (My Healthy Nurse) | 4740

45. KOMMJIEKCHbIE NMPOrPAMMbI OBC/TIEAOBAHWUI (Mpodunm) (Profiles) / 45.06. OLeHKa pucka passuTus

3aboneBaHmii cepaedHo-cocyamcTon cuctembl (Cardiovascular disease risk assessment)

45.06.001 MpodmnakTrka 3aboneBaHuUii cepaLa u CoCyAoB U nx ocnoxxHeHui (Preventing Heart and Blood 1400
Vessel Diseases )

45.06.002 JInnnaHein npodmnb: paclumpeHHblin (Lipid Profile: Extended ) 3100

45.06.003 JnnunaHein npodmnb: ckpuHUHT (Lipid Profile: Screening) 350

45. KOMIMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHUN (Mpodunn) (Profiles) / 45.07. inarHocTnka
aHTudocthonnnuaHoro cnHapoma (Diagnosis of antiphospholipid syndrome (APS))




Kog ycnyru Ha3saHwue ycnyru LleHa

45.07.001 AHnTndochonnnuaHelin cuHgpom (ADC), nabopaTtopHble Kputepun (Antiphospholipid Syndrome, 3500
APS)

45. KOMIJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHWUN (Mpodunn) (Profiles) / 45.08. lnarHocT1Ka cocTosHMSA

YKenyaouHo-KuiieyHoro TpakTa (Diagnosis of gastrointestinal tract (Gl Tract))

45.08.001 [JwvarHoctuka uenmakum: HenepeHOCUMOCTb Genka 3nakoB (rnTeHa) (Coeliac Disease: Gluten 4000
Intolerance )

45.08.002 acTponaHens (GastroPanel) 3100

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpocunn) (Profiles) / 45.09. OLeHKa GyHKLMN NedeHn

(Assessment of liver function)

45.09.001 O6cnefoBaHune neyeHu: paclumperHoe (Survey of Liver: Extended ) 1550

45.09.002 O6cnefoBaHune neyeHn: CKPUHUHT (Survey of Liver: Screening) 350

45.09.003 CKPUHWHT ayTOMMMYHHOT0 nopaxeHus neveHn (Autoimmune Liver Disease: Screening) 4700

45. KOMIMJ/IEKCHbIE MPOrPAMMbI OEC/IEAOBAHWI (Mpocunu) (Profiles) / 45.10. HenHBasnBHas oLeHKa (prbposa
nedveHun (Non-invasive Assessment of Liver Fibrosis)

45.10.001 CreatoCKpuH (SteatoScreen) 5200
45.10.002 durbpoMakc (FibroMax) 9900
45.10.003 dunbpoTecT (FibroTest) 8800
45.10.004 durbpoMakc (FibroMax) 9900
45.10.005 dubpoTect (FibroTest) 7875
45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEAOBAHUI (Mpodunn) (Profiles) / 45.11. OugHKa (hyHKLWN NMoYeK
(Assessment of renal function)
45.11.001 O6cnesfioBaHMe noyek: paclimpeHHoe (Survey of Kidneys: Extended ) 1400
45.11.002 O6cnesfoBaHne noyek: ckpuHUHT (Survey of Kidneys: Screening) 550
45. KOMMJIEKCHBIE MPOrPAMMbI OBCNTEAOBAHWI (Mpotunn) (Profiles) / 45.12. FocnuTanbHble UCCAef0BaHUA
(Hospital studies)
45.12.001 "ocnuTanusaums B TepaneBTUYECKMiA cTaumoHap (Hospitalization in Therapeutic Hospital) 1800
45.12.002 "ocnuTanusaums B Xvpypruyeckuii ctaumoHap (Hospitalization in Surgical Hospital) 2400
45.12.003 ocnuTanusaums B XMpyprwyvecknii CTaumoHap: paclumpeHHoe obenegoBadme (Hospitalization in 4700
Surgical Hospital: Extended Survey)
45. KOMMJIEKCHBIE MPOrPAMMbI OBCNEAOBAHWI (Mpotunn) (Profiles) / 45.13. inarHocTuKa 3a601eBaHuii
coeAMHUTeNbLHOM TKaHu (Diagnosis of connective tissue diseases (disorders of connective tissue))
45.13.001 bonu B cycTaBax: paclumpeHHoe o6cnegosaHme (Joint Pain: Extended Survey) 3800
45.13.002 Bosn B cyctaBax: CKpuHUHT (Joint Pain: Screening) 950
45. KOMIMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHUN (Mpodunn) (Profiles) / 45.14. lnarHocTUKa caxapHoro
anaoteta (Diagnosis of diabetes)
45.14.001 KoHTposnb Anabeta: pacumpeHHbii (Diabetes Control: Extended) 2000
45.14.002 KoHTponb anabeta: ckpuHuHI (Diabetes Control: Screening) 550
45.14.003 [nabet: ayTonmmyHHble Mapkepbl (Diabetes: Autoimmune Markers) 3200
45. KOMIMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHWUN (Mpodunn) (Profiles) / 45.15. lnarHocT1Ka 1 KOHTPOb
Tepanuu ocTeonoposa (Diagnosis and monitoring therapy for osteoporosis)
45.15.001 |ﬂ,marHocw|Ka octeornopo3sa (Diagnosis of Osteoporosis) 1800

45. KOMMJIEKCHbIE NMPOrPAMMbI OBC/TIEAOBAHWUI (Mpodunm) (Profiles) / 45.16. OueHKa thyHKLMN LIMTOBWAHOV

Xene3bl (Asses

sment of thyroid function)

45.16.001 LLinToBMgHasA >xenesa: paclumpeHHoe oocneaosanme (Thyroid Gland: Extended Survey) 1000

45.16.002 LLinToBuaHas »xxenesa: ckpuHuHr (Thyroid Gland: Screening) 700

45. KOMIMJIEKCHbIE MPOrPAMMbI OBEC/IEQOBAHWNI (Mpothunu) (Profiles) / 45.17. NHdeKumu, nepegaBaemMble

nonosbIM NyTéM (Sexually transmitted infections (STI))

45.17.001 BWY, cugunuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 950

45.17.002 VccnepoBaHme KomniekcHoe «Ceke B 60/bLIOM ropoge: 6 MHgeKumin (aHanmns KpoBm)» 1800
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

45.17.003 VccnemoBaHue KoMnekcHoe «Ceke B 60/bLLIOM ropoje: 14 nHgekuuii + Ma3ok Ha MUKPodaopy» 3200
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

45.17.004 VccnenoBaHue KoMnnekcHoe «Ceke B 60/bLLIOM ropoge: 12 nHpekuuii + KBM (yporeHuTanbHsbli 2950
cocko6)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

45.17.005 VccnepoBaHme KoMNieKCHoe «Ceke B 60/bLIOM ropofe: 8 MH(EeKUMI + Ma3oK Ha MUKPO(Iopy» 2400
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

45.17.006 BoisineHne Bo3byanteneii MMM (4 + KBM): onpegenenne AHK Chlamydia trachomatis, Neisseria 1700
gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK uvenoseka (Identification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,

45.17.007 MwuHumansHoe obcnefoBaHmne Ha MHpekumm (Testing for Infection: Minimum) 550




Kog ycnyru Ha3saHwue ycnyru LleHa
45.17.008 ExerogHoe o6cnepoBaHmne Ha MHGekummn (Annual Survey for Infections) 900
45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWNN (Mpocunnu) (Profiles) / 45.18. Mpo6nembi Beca (Weight
Problems)
45.18.001 Mpobnembl Beca (MepsBryHOe 06CNeA0BaHME 300POBbS NALMEHTOB C HapyLueHuaMu Beca) (Weight 2100
Problems: Primary Survey)
45.18.002 Mepep aneToii: MMHUManbHoe obcnepoBaHme (Survey Before Diet: Minimum ) 2000
45.18.003 Mepen aveToii: gononHUTensHoe o6cneaoBaHue (Survey Before Diet: Additional ) 4700
45. KOMIMJ/IEKCHbIE MPOrPAMMbI OBEC/IEAOBAHWI (Mpochunn) (Profiles) / 45.19. 3a601eBaHNS BEPXHIX
AbixaTenbHblx nyTen (Upper respiratory tract infection (URI))
45.19.001 OP3, OPBW (Hacmopk, Kallenb, 60k B ropne) (Acute Respiratory Infections, ARI: Runny Nose, 3700
Cough, Sore Throat)
45. KOMIMJIEKCHbIE MPOrPAMMbI OEC/IEAOBAHWI (Mpoduau) (Profiles) / 45.20. Anneprus (Allergy)
45.20.001 ANNeprus Ha XXMBOTHbIX, MNbifib, NneceHs (Allergy to Animals, Dust, Mold) 3800
45.20.002 Anneprus Ha nuuieBble npoaykTbl (Food Allergy) 4900
45.20.003 Anneprus Ha nnecedb (Mold Allergy) 1700
45.20.004 Anneprus Ha pacteHus (Plant Allergy ) 2500
45. KOMIMJIEKCHbIE MPOrPAMMbI OBC/IEAOBAHWI (Mpochunn) (Profiles) / 45.21. FemaTonornyeckue
nccnenosaHus (Hematological studies)
45.21.001 |ﬂ,marHocw|Ka aHemuin (Diagnosis of Anemia) | 2100
50./1a6opatopua HAWIMK / 50.01.002.006.000 WccnefoBaHWs CUCTEMbI FreMocTasa
50.01.002 OnpefeneHune BpeMeHW CBEPTbIBAHUA NJ1a3Mbl KPOBM, aKTVBMPOBAHHOI0 KAOIMHOM U (M) 154
kedhanuHom (AMTB)
50.01.004 ViccnegoBaHve ypoBHA MOGPUHOreHa B KPOBM 160
50.01.011 OnpegeneHne TPOMOGMHOBOIO BPEMEHM B KPOBU 121
50.01.020 ViccrnefioBaHue ypoBHs aHTUTpomM6uHa 111 B KpoBu 220
50.01.026 OnpefeneHne pesucTeHTHOCTM pakTopa V K aKTBMpPOBaHHOMY npoTenHy C 550
50.01.028 ViccnefosaHme ypoBHA MiasMUHOTEHa B KPOBU 253
50.01.035 ViccnegoBaHme pycTOLETMH-KO(aKTOPHOM aKTUBHOCTY (hakTopa BunnebpaHia B KpoBu 1650
50.01.037 ViccnefioBaHue arperalum TpomMOoLUTOB C afjpeHa/IMHOM 195
50.01.038 VccnefoBaHue arperauum Tpomboumntos ¢ AAP 190
50.01.040 ViccnefioBaHue arperauym TpoMOoLMTOB € KoniareHoM 220
50.01.044 OnpegeneHne MexyHapoaHOro HOpMaanM3oBaHHOro oTHoLleHNs (MHQ) - BeHO3Has KpoBb 132
50.01.045 ViccnenosaHue ypoBHA npoTerHa C B KPOBU 528
50.01.047 JlabopaTopHbIil KOHTPO/L 3a Tepanmeit NeKapcTBEHHbIMM NpenapaTamu (OnpeaeneHne aHTU-Xa 660
AKTUBHOCTHW)
50.01.050 OnpegeneHve [-anvepa 440
50.01.051 OnpefeneHne aHTUKOArynsHTOB BOYaHOYHOI0 TUMa (3KCNPECC-TecT) 341
50.01.052 OnpefeneHne aHTMKOoarynsHToOB BOMYaHOYHOIO TMNa (YTOYHSHOWWMIA TeCT) 880
50.01.055 ViccnegoBaHue YpoBHSA NPOAYKTOB napakoarynaumm B Kposu (PPMK) 176
50.01.056 ViccnegoBaHue arperauym TpoMGOLMTOB C PUCTOMULIMHOM 605
50.01.059 OnpegeneHune akTmeHocTK pakTopa VIII B nnasme Kposu 1716
50.01.067 OnpefeneHne akTBMPOBAHHOIO BPEMEHW CBEPTLIBaHMA Kposu (ACT) 352
50.J/TabopaTtopus HNTMK /50.02.002.024.000 NMpoyee
50.02.018 MonekynsipHO-FeHeTUYeCKMe UcCneoBaHMs MeTabonmama oinesoin kucnotel MTHFR: 1298, 1001
MTHFR: 677, MTR, MTRR
50.02.019 AHanu3 KpoBmM Ha TPOMBOMDMINYECKIE MYTaLMM - PACLUMPEHHOE UCCNe0BaHKE FeHOB CUCTEMbI 1760
remoctasa (F2, F5, F7, F13, FGB, ITGA2, ITGB3, PAI-1)




